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Koa npoaykTa

1. OBLUEKIUMHWUYECKWUE UCCNENOBAHUS KPOBU

Mpoaykr.MonHoe HaumeHoBaHue

Buomatepunan

Cook [Llena

Antisera (I9G, IgA, 1gM, Kappa, Lambda), Quantification of M-Protein;

orp: 0 B3ATHIO KposM. Y y
odmca. * BblOaum
1.1. O KpoBu
d 3aka3 Tectos
1515 | KnMHUMYECKWit aHanMa KpoBi: OBV aHanw3, neit CO3 (¢ /i maska «poBb; Kposs Kon 1 820
KPOBY N HanuMu natonoruueckyx cagmros) (Clinical Blood Analysis: General Blood
Analysis, Leucocyte Formula, ESR (with Microscopic Examination of Blood Smear if Presence
of Pathologic Changes))
1555 KnuHnyeckuit aHanua kposu: obLLWiA aHanna, nei CO3 (c 0bs 7] kpoBb; KpoBb Kon 1 885
«PYHHON» MUKPOCKONUEN Maska KpoBM) (Cllmcal Blood Analysls General Blood Analysis,
Leucocyte Formula, ESR (with Manual of Blood Smear))
5119 | KnuHnueckwit aHanus kposu: obLui aHanus, neii (c Maska KpoBM «poBb; Kposs Kon 1 650
NP1 HANUYMM NATONOTUYECKIX CBUIOB)
5 OBt ananus kposy (OAK) (6e3 neiikoLmTapHoi chopmynsl v COD) (General Blood Kanunnsipnas kposs; Kposs Kon 1 335
Analysis, without W hite Blood Cell (WBC) Count and ESR)
TRO | TpOMBOUMTbI, MUKPOCKOMMS (TIOAICHET B OKPALIGHHOM Ma3ke 1o MeToy bokuo) (Platelets, | Kposs Kon 1 300
(Manual Platelet Count (PLT Count): Indirect Method by Fonio))*
119 7 hopmyna  noncuet Kanunnsipnas kposs; Kposs Kon 1 350
NeAiKOLMTOrPaMMa) G MYKDOGKONEN Ma3ka KpOBI NP HAMMUMIA NATONOTVNECKIX CABUTOB
(Leucocyte Formula (Differential W hite Blood Cell Count) with Microscopic Examination of
Blood Smear if Presence of Pathologic Changes)*
911 ] opmyna ] noncqe'r ] KanunnsipHas kposb; Kposb Kon 1 395
nevkounTorpamma) ¢ o6s «PY4HOR» i Maska KpOBM (Leucocyte
Formula (Differential W hite Blood Cell Count) with Manual Microscopic Examination of Blood
Smear)*
150 b ( kpoBb: KpoBb. on 1 450
139 COQ (ckopocTb ocepaHns (Erythrocyt i ion Rate, ESR) KkpOBb: KpoBb. on 1 230
1600 OcmoTmy POBb. MKon no6 2080
1618 remorno6uHa. Femors DOBb. MKon 0o 6 4 265
620 G6PD 3puTpoLyTOB, POBb. on no6 3445
2. UMMYHOTEMATONOrnA
21. na
93 pynna kposw (Blood Group, ABO) DOBb. @4 1 420
94 Peay peayc-caktop) (Rh-factor, Rh) DOBb a4 1 420
15RH__[Rh (C, E, ¢, e) Kell (Rh C (E, c, e) Kell DoBb. @4 no2 1050
140 anTuTena, Biiovan awTuTena k Rh-awTureny (Anti Rh) DoBb MKon 1 1035
999 Mpsamoit aHTurs TecT, (I'IAI'|' npsimast npo6a Kym6ca, poBb. a4 no2 1190
Direct Anti in Test, DAT, Direct Coombs Test
3. OLIEHKA CBEPTbIBAIOLLE/ CUCTEMbI
3.1. Ouenka 7 | KDOBU
1 Bpems (AYTB (ANTB), Mnasma kposu Kon 1 260
e Bpems) (Activated Partial Tt in Time, APTT)
2 I'IpcrrpoMGmn (npDTpOMSMHOBOE spems, MB), MHO (Mem:lynapoqnoe HOpManuaosaHHoe Mnasma kposn Kon 1 375
in Time, PT, ized Ratio, INR)
1409 dakTop VIII i rnoBynun A) i ilic Globulin A, FVIII) MNna3ma kposu Kon no8 1500
1410 | dakTop IX, % (chaxTop  cpaxTop «B») Factor IX, | Inasma kposi Kon o8 1435
Activity,% (Christmas Factor, anti ilic globulin *B")
1412 |AnTu-Xa aKverocTs, ME/n (Fenapuk, konuientpauus, ME/n), Anti-Xa activity, 1U/ml Mnasma kposn Kon 02 1955
(Heparin 1U/mi)
1413 ®akTop Bunnebpanpaa, aHturer, % (Willebrand Factor, Antigen, %) Mnasva kposu on nos8 2370
3 (Fibrinogen, FG) Mnasma koosu on 1 335
4 1ll, % axTeHocTw (AT Ill, Antithrombin I1I, % Activity) Mna3ma koosu on 1 545
194 T spems (TB) (Thrombin Time, TT) Mna3sva kposu on 1 350
164 D-anmep (D-Dimer) Mna3sma kposu Kon 1 1570
190 BonyaHo4Hbit aHTKoarynsHT (BA) (Lupus Anti LA) Mnasva kposu MKon 1 1785
1263 MpotenH C, % (Protein C, % Activity) MNnaama kposu Kon [o?2 2910
1264 Mpotent S cBob i (Protein S, Free) Mnaswva kposu Kon no2 2920
1153 MnasmuHe ( i MNnaama kposu Kon [o?2 820
OBC103 | pamma (koar CKpUHUHT (C Mnasma kposu Kon 1 1255
0OBC104 (koarynorpamma) Mnaswva kposu Kon 1 3265
1801 baktopa Il MNnaama kposu Kon n[o3 2490
1802 aktopa V Mnaswva kposu Kon n[o3 2490
1803 baktopa X MNnaama kposu Kon n[o3 2490
1804 aktopa XI Mnaswva kposu Kon n[o3 2490
1805 paktopa XII MNnaama kposu Kon no3 2490
1417 dakTop (Von Wil Factor Mna3sma kposu Kon Ao 8 4990
ristocetin_cofactor_activity)
4. BUOXUMUYECKWE UCCIIEOOBAHUA KPOBU
4.1. Yrnesogbl
16 niokosa (Glucose) I'Inasma Kkposy: Ci KDOBM Kon 1 230
17 ( KDOBU Kon no3 965
18 ¥ i1 remorniobuH HbA1C (HbA1C, Glycated in, GHB) KDOEb Kon 1 840
215 Nakrar (Lactate) MNnaama kposu Kon [o?2 940
rmr2 I TecT ¢ TAIOKO3bI B BEHO3HOW KPOBM HaTowwak v nocne |Mnasma kposu Kon 1 935
Harpysku yepes 2 4aca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration
(Fasting and 2 Hours after Load), Venous Blood)
rTrc2 | W TecT ¢ [MIOKO3b1 1 C-NeNTiAE B BEHOIHOM KPOBM Mnaama kposu Kon no2 1470
HaTOWWaK U NoCHe HArpyaki Yepes 2 waca (2-Hour Oral Glucose Tolerance Test, OGTT,
Glucose and C-Protein Ct ion (Fasting and 2 Hours after Load), Venous Blood)
ITB-C2 |I;  TecT npy i i Tect, | Mnasma kposy Kon 1 1135
[TT, OFTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnanc
4.2. Nunuge!,
* Heo6xoAuUM 3aKa3 [ono! TecToB.
30 Tpurs (TT) (Tri C KDOBM Kon 1 315
31 0BLUUA (. (Cholesterol Total) C KDOBM Kon 1 290
32 nnen (; BbICOKOW nnen, a- CbiBOpOTKa KPOBM Kon 1 350
(High-Density Lipoprotein r‘hnln sterol, HDL Cl
1644 JINMHN (npsimoit meTog) Cholesterol LDL (direct) Ci KDOBU Kon 1 350
33 NNHA (; HW3KOW NNHN, B C KpoBM Kon 1 310
(Low-Density Lipoprotein Cholesterol, LDL ClI
218 NNOHM (; 04eHb HU3KON NNOHN, CbIBOPOTKa KPOBM Kon 1 450
VLDL ClI
1071 (a) r|r| (a) (Lipoprotein (a), Lp (a)) Ci KpoBU Kon 02 1300
219 A1, ano A1) (Apoli in A1, Apo A1) C KDOBU Kon o2 785
220 B B, ano B) I in B, Apo B) C KDOBU Kon no2 740!
1512BIL |XKenuHbie kucnote (Bile Acids) Ci KDOBM Kon no2 3015
1619 D c r # (Lipoprotein CbIBOPOTKA KPOBH Kon 06 7135
with typing of
4.3. Benku n
3akas TecToB
10 AnbBymut (Albumin) Ci KpOBM Kon 1 350
28 O6wwin Genok (Protein Total) Ci KDOBU Kon 1 280
29 B hpakuym (Serum Protein is, SPE, SPEP)" Ci KpOBM Kon o2 490
4050 M-rpaaueHT, CKPUHHHT. KpOBM, c CbiBOpOTKa KPOBM Kon Ao 10 3405
i i oueHka M-Genka (6e3 TUnuposakus) (M-
Gradient, ing. Serum Protein is (SPEP), with Polyvalent
Antiserum, Quantification of M-Protein (wuhoul Typing))
4051 | M-rpagvenT, KpoBM, ¢ naensio | Ci KpoBU Kon 1010 6 260
aHTUCBLIBOPOTOK (paaaentHo k IgG, IgA, IgM, kanna, nam6aa), KonuyecTBeHHas oLeHka M-
Genka (M-Gradient, Typing. Serum Protein is (SPEP), ion with




1551 6enkos Moum, Tvna (Urine Protein Mova Monyxkon. + no8 2035
i 3akntou.
1552 | Benok BeHc-[KoHCa B MONE, CKpUHIHT C NPUMEHEHMEM MMMYHO(UKCALIAN 1 Mova Kon. + 3akniod. o8 3175
KonudecTsenHoe onpepeneHme (Bence-Jones Protein, Urine, Immunofixation, Quantification )
1553 Benok b -0, B MOYe: Movua Kon. + 3akniou. nos8 3930
TunupoBaHue kanna, naméaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation,
Kappa/Lambda Typing, Quantification )
1539 |C nerkne Lieny uMmyHor Kanna v NAM6BAa CHIBOPOTKY G PaceToM CuiBopoTKa KpoBH Kon 08 2580
vHpexca
1540 Ci nerkve Lueny MMyHor kanna v namGaa 8 Mode (Urine immunoglobulin | Moya Kon no8 1965
free light chains (FLC) kappa and lambda)
153 T (t i ChIBODOTKA KDOBM Kon 1 2175
1689 bl B N/1a3Me KPOBY - CKf 13 A Mnasva kposu no6 3620
1690 bl B Nnasve kposy, 48 i MNnasma kposu no6 7000
4.4. Ouenka noyek
22 (Creatinine) C KDOBY! Kon 1 250
26 MouesuHa (Urea) CbIBODOTKA KDOBM Kon 1 250
27 Movesasn kucnota (Uric Acid) KDOBYM Kon 1 260
40CKDE | Kny6oukoBas dunbTpauns, pacyer no dhopmyne CKD-EPI — kpeaturun (Estimated ChiBopoTKa KpOBH Kon 1 265
Pl Filtration Rate, eGFR, CKD-EPI Creatinine Equation)
1525 Uucratu C (Cystatin C) CbIBODOTKA KDOBM Kon no2 1065
1526 KnyGoukosasi punbTpaums, pacyet no popmyne CKD-EPI — uuctatun C (Estimated CblBOpOTKA KPOBM Kon no2 1010
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)
1646 OueHka ckopocTy Kiy6oHKoBO hvnbTpauuy y AeTer no dopmyne Lisapua, C KDOBU Kon 1 295
PACYE_|Kny6oukosas dmnbTpaums CKD-EPI, pacuet CbIBODOTKA KDOBM Kon 1 1
4.5. TIUrmenTb!
3aka3 TecToB
13 o6uwwmit (Bilirubin Total) C KDOBM Kon 1 230
14 npsmoi 7 i) (Direct Bilirubin, DBIL, | CeiBoporka kposu Kon 1 230
Conjugated Bilirubin )
4.6.
8 (AnAT, ANIT, ry panras Kon 1 230
[NT) (Alanine Amir ALT, Serum Glutamic Pyruvic Tr i SGPT )
9 P (ACAT, ACT, rry CuiBopoTKa KpoBH Kon 1 220
TLUT) (Aspar i AST, Serum i ic T i SGOT)
11 Anbda-amunasa (a-ami (Alpha-Amilase, a-Amylase] C KDOBU Kon 1 345
12 Anbtha-a (P. (Pancreatic a-Amylase) ChIBODOTKA KDOBM Kon 1 385,
15 TFamma-rny (TTT, y (G Jutamy! ¢ KpoBu Kon 1 230
il GGT)
19 KK, KOK) (Creatine Kinase, CK, Creatine CbIBOPOTKa KPOBM Kon 1 375
CPK)
20 MB MB, KK-MB, K®K-MB) (Creatine Kinase-MB, CK-| CbiBopoTka kposu Kon no2 560
MB, Creatine { MB, CPK-MB.)
23 Jvnasa (Tpuaumnrnvuepon (Lipase) C KDOBU Kon 1 485
24 Nakratnernaporenasa (JIAF, L-naktar, HAL+O (Lactate D C KpoBM Kon 1 250
LDH)
34 (s-n I, $-X9, C KpOBM Kon 1 365
(Cl Pseudoct PCHE)
36 fm (D) (Alkaline ALP) C KpoBY Kon 1 250
1676 Koanaum Q10 B kposu Mnasma kposu Kon [os5 4 550
1418 KocTHbI hepmMeHT Ll 2 (Ocrasa) C KDOBM Kon no6 2990
4.7. Ouenka " i db-umin KT
216 acTpuH (Gastrin) C KDOBM on no3 1205
294 MencuHoreH | (| i 1) C KDOBM on no7 1435
295 MencuHoreH Il i ) C KDOBY on no7 1435
2111 |Mencurorexs! | u Ii ¢ pacuetom (e i 1l ( ¢ Kposu on o7 2685
Il, PG1/PG2)
FACTP | Factponarens (GastroPanel) Mnasma kposn Kon., o7 4730
OnucatenbHbiit
opmar
978 CTumynsumonHas npoba — MacTpuu-17 i) (Gastrin-17 Stir ion Test, Mnasma kposu Kon., no7 1635
Gastrin-17, G-17) OnucarenbHblin
<boomar
4.8. M KOCTHOW TKaHu
146 O (KocTHbiii Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) | Ci KDOBM Kon no2 1135
928 25-OH sutamut D obuwmit (25-OH Vitamin D Total, 25(0OH)D, 25-+ i C KDOBM Kon 1 1965
203 C-KoHUEBbIE TenonenTuab! Konnarena | Tvna (Beta-CrossLaps, C-TepMuHanHbiii Mnaama kposu Kon 03 1545
CT) ( inal Ci linking Té ide of Bone Collagen, Collagen
Cross-linked C-Telopeptide, Beta-Cross Laps, B-CrossLaps Serum, C-Telopeptide,
Crosslaps, Type 1 Collagen, CT, b-CTx Serum)
204 N i 1 0Buwmi (| Type 1 N-terminal C KpoBK Kon Ao 2 2285
Propeptide, PINP, Total)
147 (ANUA) 8 moue (D idinolinein, DPD, Urine) Mova Kon 0o 2 2050
4.9. # cTatyc
1500 i cTaryc (OB i craryc) (Total idant Status, TAS |C KpoBY + LienbHast kposb Kon o8 6470
)
1231 nyTation obuwii (Glutathione Total) Kposb Kon [o5 2290
1679 8-OH-7e30KcuryaHo3uH B Kpoen Mnaswva kposu Kon [os5 3390
1681 M: i MNnaama kposu Kon [o5 3690
1370 oueHka cTpecca Mnasma kpoey: Ci KDOBU [os5 14 990
4.10.
117 ButamuH B12 (C C KpOBU Kon 1 1050
118 rucnora_(Folic Acid) Ci KDOBM Kon 1 1230
928 25-OH sutamut D oBiumit (25-OH Vitamin D Total, 25(0OH)D, 25-1 C KpOBU Kon 1 1965
1317B12| AKTuBHbIi BUTaMUH B12 (Ic Active-B12, | C KDOBM Kon no4 1505
877 Butamun K18 (Vitamin K1 i Serum) C KpOBU Kon [o5 2545
931 ButamvH A B (Vitamin A, Retinol, Serum) C KDOBU Kon [os5 2540
932 ButamuH E B : (Vitamin E, alpha-Tocopherol, Serum) C KpOBU Kon [o5 2545
1581 Owera-3 ungekc (Omega-3 Index) Kposb Kon [os5 5070
1587 | >KupHble kMcnoTbi, npochun: omera-3,-6,-9, nnaswia (Fatty acids panel, omega-3, -6, -9, Mnasma kposu Kon o5 9735
plasma)
1604 ButamuH B1 (TnamuH) Mna3sma kposu Kon [o5 2560
1609 Buramux B2 Mnaswva kposu Kon [os5 2540
1610 ButamuH B3 MNnaama kposu Kon [o5 2540
1608 Buramu BS Kkucnota) Mnaswva kposu Kon [os5 2540
1605 ButamuH B6 cbocchar) MNnaama kposu Kon [o5 2540
1611 Butamut B7, H (6rotnH) Mnaswva kposu Kon [os5 2600
1606 Butamun C Kk1cnora) MNnaama kposu Kon [o5 2545
1614 Petnhnn C KDOBY Kon [os5 2540
1615 Bera-kapoTuH C KDPOBY Kon [o5 2670
1603 1,25-guruapokeventamut D3 (1,25-dihydroxivitamin D3) C KDOBM Kon no5 2505
1616 Butamun 25(0H)D2 1 25(0H)D3, (BXKX - MC/MC) C KpOBU Kon [o5 7115
1827 Kupo- n MNna3sma kposw: Ci KDOBM Kon no5 20 615
1828 Ci KDOBU Kon nos 7175
1829 Mnasma kpoey: C KDOBM Kon no5 19135
1830 L Mnasma kposw: C KDoBY Kon nos 4525
OBC156 | Butamun [ n i obmeH C KDOBM 1 3385
1613 Butamu K2 4) (Vitamin K2, i 4, serum) Ci KDOBU Kon nos 2200
1661 Butamun K2, (Vitamin K2 i serum) Ci KDOBM Kon no5 2200
1613/61 | Butamun K2: MK-4 n MK-7, ceisopotka (Vitamin K2: MK-4 and MK-7, serum) Ci KDOBYM Kon nos 3990
0004HM | Buramuks rpynnil B (B1, B2, B3, B5, B6, B7, B, B12) (B vitamins (B1, B2 ,B3, B5, B6, B7, | Mnaama kposu; CbIBopoTka KpoB# Kon 05 16 720
Yy B9, B12
4.11.
3aKa3 TecToB
39 Kar, " B kposw (K+/Potassium, Na+/Sodit Cl-/Chloride, Serum) | Ci KDOBM Kon 1 365
37 Kanbumi obuwwii (Ca) (Calcium Total) Ci KpOBM Kon 1 325
37/10 Kanbuuit KoppekTpoBaHHBIi NO anbGymuHy CbiBOpOTKa KPOBM KOMNYECTBEHHbIN 1 640
+pacuer
165 Kanbuuit i (Ca2+, i kanbumit) (lonized Calcium, Free Calcium) Ci KDOBM Kon 1 515
40 Martuit (Mg) B Kkposu_(Magnesium (Mg), Serum) C KpOBM Kon 1 365
41 ®occhop HeopraHuueckuii (P) (Pt (P) C KDOBM Kon 1 310
48 XKeneso (Fe) B kposu_(Iron (Fe), Serum) Ci KDOBU Kon 1 315
29 ) KkpoBu (IKCC, | ChiBopoTka kposm Kon 1 430
HXXCC) (Unsaturated Iron Binding Capacity, UIBC)
155 (OXCC) (Total Iron Binding CbIBOPOTKa KPOBM Kon 1
Capacity, TIBC)*
1693 Awmmuak B nnasme kposn (Ammonia in blood plasma) MNnasma kpoBu Kon no3 590
4.12. Ci Genku
42 [ O (ACH1-0, ACTO) (Anti in-0, ASO) C KpoBY Kon 1 555|




43 C 7 6enok (CPE) (C-Reactive Protein, CRP) ChIBODOTRA KDOBM Kon 1 510
1643 B i Benok (kapavo) KDOBU Kon no2 645
a4 ¢aKmp (Pa:) [ id Factor, RF) ChIBODOTKA KDOBM Kon 1 575
840 L Ci KDOBM Kon no2 940
841 rantorno6uH (F CbIBODOTKA KDOBM Kon no 2 925
1210 Anba-2-! noBynuH (Alpha-2- i lin, A2M) Ci KDOBM Kon no?2 730
1200A1 | Anbdha-1 (A1AT), (Alpha-1-Antitrypsin, A1AT, AAT, ChiBOpoTKa KpOBH Kon 09 1715
AT C
832A1A |Anbda-1 (ATAT), (Alpha-1-Antitrypsin, A1AT, AAT, Kposs Kau 015 3190
50 T (C (Tr CbIBODOTKA KDOBM Kon 1 730
51 Depputyh (Ferritin)_ C KDOBU Kon 1 830
21 MuornoGuH CbIBODOTKA KDOBM Kon 1 1190
1631 Hawmmype’mqeckoro ropmoHa (B-tuna) N- KOHLISBOM nponentia (NT-proBNP, N-Terminal CblBOpOTKA KPOBM Kon 1 3860

Pro-brain ic Peptide, Pro-B-Type ic Peptide)
157 Tpononmk- (Troponin-I) C KDOBU Kon 1 1435
838 Kapboruap 7 C Deficient Trancferrin, CDT) ChIBODOTKA KDOBM Kon 102 4840
839 KapGorungpar " c (C: Deficient | Ci KpoBM Kon no2 5 150
Transferrin with results on an (CDT)
1566 TencuanH 25 (Broaktverbii) (Hepcidin 25, bioactive) C KDOBYM Kon [os 10 140
1595ST (pT®P, Soluble Transferrin Receptor, STIR) ChiBODOTKA KDOBM Kon 07 2055
1700 0 ( C KDOBYM Kon no2 4295
TR157 |B i TPOMOHNH B 6 ChiBopoTKa KpOBM Kon 1 1435
4.13. O
3aKa3 TecToB
103 TICA 06umit (MpocTaTUHEeCkWit CrieuMduIecknit aHTuren obLuwi) (Prostate-Specific Antigen | CiBopoTka kposu Kon 1 805
Total, PSA Total)
OBC69 | OHKOPICK My»KCKOM: sxenesa (Male oncologic risk: prostate) ChIBODOTKA KDOBH Kon 1 1530
2113 Ouenka 300poBbs npocTarsl (MCA obuy., MCA cs., -2proPSA, phi) Ci KDOBM Kon 1 4990
171 KanbuutoHmH (Calcitonin) CbIBODOTKA KDOBY Kon 1 1435
92 Anbd: (A®M) (a-F in, AFP) KDOBU Kon 1 670
141 P; it arTyren (PA, i aHTUreH) CuiBopoTKa KpOBH Kon 1 940
(C: yonic Antigen, CEA)
142 CA-15-3 (Yrnesoawiii anTwren 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA- | ChiBopoTka Kposu Kon 1 1055
15-3)
166 CA-72-4 (Yrnesonwbii anTwren 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA- | CiBOpOTKa KpoBU Kon 02 1460
72-4)
144 CA-19-9 (Y1 7 anturen 19-9) (C: Antigen CA-19-6, Cancer Antigen-GI) _| Ceizopora kposu Kon 1 1055
167 LutokepatuHosbii thparmenT (Cyfra 21-1, hparmeHt 19) (C 19 C KpoBM Kon no2 1665
Fragments, C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
143 CA-125 (YrnesopHblii aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) | CbiBopoTka kposu Kon 1 1000
1281 HE4 (Benok 4 (Human Epididymis Protein 4, HE4) C KDOBM Kon 1 1655
ROMAL | Ouerka pucka paka suHyKos no anroputiy ROMA (Risk of Ovarian Malignancy Algorithm, | Ceisopora kposm Kon 02 2725
ANTOPUTM pacyeTa pUCKa SMUTENMANBHOTO PAKa SYHIKOB) (AN KEHLIMH [0 MEHONay3bi)
(Risk of Ovarian Mali Algorithm, ROMA (Before
PACYE |ROMA1 Pacuyer ungexca C KDOBU Kon no2 95,
ROMA2 | OueHKa pucka paka suHMKos no anroputiy ROMA (Risk of Ovarian Malignancy Algorithm, | Ceisopora kposm Kon 02 2725
ANTOPATM PACHETa PUCKE SNMTEAIMTIBHORO PaKa AMMHMKOS) (MR KEHLLH IOCTIE MeKonay3bi)
(Risk of Ovarian Algorithm, ROMA (After
PACYE |ROMA2 Pacyer uHgexca C KDOBU Kon no2 95,
1280 | CA-242 (Yrnesopwbiit aHTHren 242, onyxonessiii mapkep CA-242) (Carbohydrate Antigen CA-| Cigoporka Kkposm Kon 06 1250
242 Tumor Marker CA-242)
208 2. NI0BynMH (B-2 TI0BYNMH) B Kposm (Bet: C Kposi Kon o3 1470
BMG, Serum )
209 Heit eHonasa (HCE) (Neuron-Specific Enolase, NSE) C KDOBM on no 2065
946 XpomorparuH A (Cl i C KDOBYU on ao 6270
1198 Benok S100 (S100 Protein) C KDOBM on no 3890
1296 SCC (AHTUreH ] ) Cell Carcinoma Antigen, SCCA, | CbiBopoTka Kposin on Ao 2920
SCCAQ)
1297 UBC (AHTUreH paka MO4eBOro nysbips, Moua Kon no8 2445
umTokepatiHos 8 u 18 B Moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
4050 | M-rpaavieHT, CKpUHUH. KpoBY, c ChIBOPOTKA KPOBM Kon 1010 3405
i i ouerka M-6enka (Ge:« Tunuposanus) (M-
Gradient, ing. Serum Protein is (SPEP), with Polyvalent
Antiserum, Quantif of M-Protein (without Typing))
4051 M-rpagveHT, KpoBM, ¢ naHeneto | C KpoBU Kon Ao 10 6 260
aHTUCLIBOPOTOK (pasgentHo k IgG, IgA, IgM, kanna, nam6aa), KonuyecTBeHHas oueHka M-
6enka (M-Gradient, Typing. Serum Protein is (SPEP), ion with
Antisera (I9G, IgA, 1gM, Kappa, Lambda), Quantification of M-Protein;
104 TCA cBOBoaHBI (MpoCTaTHYECKW/ CReLdMHECKMin aHTreH C KpoBY Kon 1 805,
PSA103 |MCA o6wuit (MpocTatuyeckuii cneumduyeckuii aHTureH obmin) (Prostate-Specific Antigen | Ci KpoBM Kon 1 805
Total, PSA Total)*
7650 paka i Kenesbl Moua MKon+Kay no6 3990
5. OLEEHKA ®YHKLIUM 3HAOKPUHHON CUCTEMbI
5.1. Ouenka
3aka3 TecToB
100 ABPEHOKOPTUKOTPONHBI ropMOH (AKTT, kopTukoTponuH) (Adrenocorticotropic Hormone, Mnaama kposu Kon no2 1055
ACTH)
56 T 7 ropmon (TTT, (Thyroid Stimulating Hormone, TSH) C KpoBY Kon 1 505,
99 C i FOPMOH CTT) (Growth Hormone GH) C KDOBYM Kon no2 830
174 Comatomenur C (UIHCynnHonono6Hsiii hakrop 1) C, Insulin-like Growth ¢ Kposu Kon 02 1595
Factor 1, IGF-1)
59 i ropmon (Cr) (Follicle Stimulating Hormone, FSH) C KpOBU Kon 1 610
60 i ropmon (JTT) (Luteinizing Hormone, LH) C KDOBM Kon 1 610
61 [ (Prolactin) Ci KpoBY Kon 1 645
6161 Ci KDOBM Kon 1 1755
1645 nnasma in, plasma) MNna3ma kposu Kon [o5 2620
5.2. Ouenka Henesbl
56 TupeoTponbiit ropmon (TTT, TupotponuH) (Thyroid Stimulating Hormone, TSH) C KDOBM Kon 1 505
54 TUPOKCUH 06U (T4 OBLyM 7 06wmi) (Total Thyroxine, TT4) C KDOBY Kon 1 600
55 TvpokeuH cBob % (T4 ceoGoakbivi) (Free Thyroxine, FT4) C KDOBM Kon 1 600
52 Tpuin 06Uyt (T3 oBui) (Total Trii TT3) Ci KDOBY Kon 1 600
53 Tpwuii 06 i (T3 i) (Free Trii ine, FT3) C KDOBM Kon 1 560
1612 Tpui i (T3 i, Reverse Trii i C KpOBU Kon [o5 7250
196 Ti (nornouwenne FOPMOHOB; NHAEKC CbIBOPOTKA KPOBM Kon Ao3 900
uHAeKC (Thyroid Uptake, T-Uptake,
Thy Binding Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
197 TupeornoBynuH (TT) (T in, TG) KpoBU Kon 1 1080
57 AnTurena  Tpeornobynamy (AT-TT) (Anti-Ti ibodies, Tt Ci Kposu Kon 1 740
Antibodies, Tg TgAb, Anti-Tg Ab, ATG)
58 AnTtuTena k (AT- TI'IO (Anti-Thyroid | CbiBOpOTKa KpOBK Kon 1 715
Peroxidase ibodi imic ies, TPO Antibodies, TPOAD, Anti-TPO)
198 ArTuTena k i dpakuun (AT k anTureny CuiBopoTKa KpoBH MKon o7 680
‘Tupeouutos, AT-MAT, AMAT, (Anti-Thyroid
199 AHTUTENa K P TIT (AT K ropmoHa B C KpoBY Kon o4 2075
Kposu, AT p‘I'I'I') (Thyrond Stimulating Hormone Receptor Antlbodles TSH Receptor
TSHRAbs, TSH binding inhibitor i TBII)
5.3. Ouenka KOPb! HaANO4eYHNKOB
65 Koptuson (I (Cortisol, Ci KpOBM Kon 1 610
178 C /1 KOpTI30N, CyTouHast Moda (Free Cortisol, Free t i 24-Hour urine) | Moua Kon o2 1400
1508 Koptuson, cniona (Cortisol, Saliva) Cniona Kon no2 1073
205 C KDOBM Kon no2 1145
206 PeHuH (PeHnH nnasmbl KPOBK, NPAMOe: (Direct Renin, Plasma) Mna3sma kposu Kon no2 1880
DRE206 | PeHuH (PeHuH nnasmbl KPOBK, NpsiMoe: (Direct Renin, Plasma) MNnasma kpoBu Kon no3 1880
1302AR |A Renin Ratio, ARR) Mnasma kposu Kon no2 2875
1301 MperHeHomnoH (| Ci KDOBM Kon no5 3560
1573 Koptuson, IF9A — cniona, 4 nopuum Ar3A-kopTuson Criona Kon no7 4690
ALD205 |A Mna3wva kpoBu Kon no2 1145
5.4. Ouenka craryca
64 TecTocTe (T C KDOBU Kon 1 610
169 Ci 7 (Free T¢ C KDOBM Kon 0o 6 1545
168 (OrT) (D DHT) Ci KpOBY Kon o5 1940
195 ( i C KDOBM Kon 1 1665
170 T T C KpoBM Kon noS 1775
3a-diol G)
101 ynbcpar (I3A-S04, D i sulfate, DHEA-S Ci KpOBM Kon 1 675
1602 it KDOBU Kon nos 1620
156 1 (17-KC) B Moye (17- ids, Urine) Mova Kon no4 2110
154 17-OH:; (A7-F 17-OHP) C KDOBM Kon 0o 2 900




149 Tr106ynuH, CBA3LIBAIOLLMI NONOBLIE ropMOHB! (ICTT) (Sex Hormone-Binding Globulin, ChiBopoTKa KpoBH Kon 1 670
SHBG)
1577 | Crepowanbiii npodmn B critoHe (T poH, fer Crioria Kon o8 6390
Koptuaon, KopTuao, MporecTepoH, 17-OH:
5.5. "
62 Sctpaavon (32) (Estradiol, E2) CbiBODOTKA KDOBM Kon 1 680
63 0 (P KDOBYM Kon 1 610
1771 D v np poHa, 24-4 Moda and pi Moua Kon no5 7830
24-h urine)
5.6. per dal xenes
1144 ropmor (AM) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting ChiBopoTKa KpOBH Kon 1 2095
MIS)
1145 MHMGVIH B (Inhibin B) CbIBODOTKA KDOBM Kon no 6 2015
1158 i Beta-1-r (TBM) (T ic beta-1-Globulin, TBG) C KDOBM Kon no 6 635
5.7. nnoga
66 XopuoHMECKVI FoHaROTpONVH deriosexa (XY, 6eta-XId, B-XY) (Human Chorionic ChiBopoTKa KpOBH Kon 1 560
in, HCG)
HCGB6 | XopvoHMueckwi roHanoTponyH denosexa (X4, 6eta-XId, B-X4) (Human Chorionic CuiBopoTKa KpoBH Kon 1 560
in, HCH
92 (A®N) (a-F in, AFP) ChIBODOTKA KDOBM Kon 1 670
AFP92 Anb@a—@e’ron&emn A®) (a-Fetoprotein, AFP) C KDOBYM Kon 1 670!
134 actpvon (Estriol Free, E3) ChIBODOTKA KDOBM Kon 1 830
E134 r‘ 06 7 acTpuon (Estriol Free, E3) KDOBU Kon 1 830
161 ic P nnaamsl (Pregnancy-Associated Plasma | CbiBopoTka kposi Kon 1 1080
Protein-A, PAPPVA)
PAP161 i P nnaamsl (Pregnancy-Associated Plasma | CbiBopoTka kposi Kon 1 1080
Prote\n A, PAPP-, A)
189 % B-XrY B o o ChiBopoTka KpoBm Kon 1 1020
(Free Human Chorionic in, Free HCG)
FBC189 |C i B-XrY B P ° ChIBOPOTKA KPOBM Kon 1 1020
(Free Human Chorionic in, Free HCG)
207 n i naxToreH (Xopi 7 (Placental Lactogen, PL, | CuiBoporka kpos# Kon 08 1290
Human Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic
in, hCS)
PRS1 MpeHaTtanbHbIi CKPUHUHT Tpucomuii: | TpumecTp (PRISCA-1) (Materna\ Screen, First ChblBOpOTKA KPOBM Kon 1 2100
Trimester; Prenatal ing I; PRISCA | (Prenatal Risk C
PRS1- |MpeHatanbHblit CKPUHUHT Tpucomuii: | TpumecTp (PRISCA-1) (Materna\ Screen, First CblBOpOTKA KPOBM Kon no2 1890
INV Trimester; Prenatal ing I; PRISCA | (Prenatal Risk C
PACYE |PRISCA1 pacuer C KDOBY Kon 1 145
PRS2 | MpenararnbHeii CkpUHUKT Tpucomuii Il Tpumectp (PRISCA-2) (Maternal Screen, Second | Ceisopotka kpos# Kon o2 2195
Trimester; Prenatal ing Il; PRISCA Il (Prenatal Risk C:
PRS2~ |MpenaranoHeii ckpUHuKr Tpucomyii [l Tpumectp (PRISCA-2) (Maternal Screen, Second | Ceisoporka kpos# Kon 02 1490
INV Trimester; Prenatal Il; PRISCA Il (Prenatal Risk C:
PRS2- | MpeHaTanbHbit CkpUHUHT Tpucomui: Il Tpumectp (PRISCA-2) (Maternal Screen, Second | CbiBopoTka kposm Kon 03 2090
2MAPK | Trimester; Prenatal ing Il; PRISCA Il (Prenatal Risk C: i
PACYE_|PRISCA2 pacuet C KDOBM on no 105
1634 i chakTop pocta (PLGF) C KDOBU on a0 4885
1648 fr 106 1 (sFit-1) C KDOBM on no 3655
1649 Mapkeps! pucka sFit-1, PIGF, cootHowetme sFit-1/PIGF C KDOBY on no 6565
BX- TPOMHOI TecT 2 ‘Ans nporpammel PRISCA ChiBOpOTKa KpOBY 1 1995
PRS1 _|(Biochemical lrlple test of the 2nd trimester of pregnancy for the PRISCA software)
BX- TPOMHOI TecT 2 Ans nporpammel PRISCA CuiBopoTKa KpoBM 1 1955
PRS2 |(Bi ical triple test of the 2nd trimester of for the PRISCA software)
PAPP16 ic P nnaawbi (Pregnancy iated Plasma | Ci Kposi Kon 05 1495
1 Protein-A, PAPP-A)
FBS189 | CsoboaHbiii B-XIY B-cy6 P C Kpos Kon 05 1495
(Free Human Chorionic in, Free HCG)
ASTRAI | BUOXNMUYECKUIA CKPUHWHT 1-TO TPUMECTpa. /AN nporpammbl AcTpaiist C KDOBU Kon no5 2990
ASTRAI |Wccnenosanne PAPP-A 1 ca. B-X'Y B 11-14 Heaenb GepemMeHHOCTI C pacieToM pUCKOB CbIBOPOTKa KPOBM Kon no5 3700
A2 aHomanwii_s nporpamme ASTRAIA
ASTRAI |Wccnenosanne PAPP-A 1 cB. B-XI'Y B 11-14 Heaenb GepemMeHHOCTI C pacyeToM pUCKOB CbIBOPOTKa KPOBM Kon no5 3700
A3 XPOMOCOMHbIX aHOManui, 3aepxkn pocTa nnoaa, ponos,
8 nporpamme ASTRAIA
ASTRAI |Uiccnienosatue PAPP-A 1 ca. B-XIU 1 PIGF 8 11-14 Hefien 6EPEMEHHOCTM C pacieToM | ChiBOpoTKa KpoB# Kon 05 6 200
A4 PUCKOB XPOMOCOMHBIX aHOMAWIA, 33AEPXKA POCTA NNOAA, NPEXAEBPEMEHHbIX POAOB,
pucka B nporpamme ASTRAIA
PACYE _|Pacyet puckos #_8 nporpamme ASTRAIA C KDOBU no2 270
PACHUE | PacveT pUCKOB XPOMOCOMHBIX GHOMANHIA, 3aAepKKin POCTa MTI0A, MPEXEBPEMEHHBIX POROB, | CbIBOPOTKa KpoBM 02 420
TASTR3 B ASTRAIA
PACHUE | PacueT pUCKOB XPOMOCOMHBIX GHOMAHIA, 3aAEpKKI POCTa NI, MPEXEBPEMEHHbIX POOB, | ChIBOPOTKa KpoBM 02 420
TASTR4 pucka B nporpamme ASTRAIA
5.8. Ouenka i by 0/ Xenesbl
172 Wheynui (Insulin) C KpOBU Kon 1 855
173 n i Ci KDOBM Kon no7 2150
148 C-nentup (C-Peptide) C KDOBM Kon 1 690
11HOM |OueHka ! roko3a WMHCYnMH pacyer Mna3sma kposw; CbiBOPOTKa KPOBK Kon 1 1030
A nHpekca HOMA-IR (Insulin i Fasting in, Model
of Insulin i HOMA-IR)
PACYE |HOMA-G pacueT uHaekca (npu [IIOKO3b! M3 Cepoit MNnaama kposu Kon [o?2 70
PACYE |HOMA-IR pacueT uHaexca C KDOBU Kon no2 70,
5.9. BUOreHHbIe aMUHbI
KATENN B Nnasme Kposn — KATENN Mnasama kposu Kon noS 3335
(Ci i i ine, i i Dopamine, Plasma)
151 B Moye (C: Mova Kon Ao 5 2960
i i i i i Dopamine, Urine)
950 CYTO4Has Moya: kucnota |Moua Kon Ao 4 3790
(BMK), romosannnuHosas kucnota (MBK), 5-ruapokcunHgonykcycHas kucnora (5-
NYK)(Catecholamines and Serotonin lites, 24 Hours-Urine: i ic Acid,
VMA, lic Acid, HVA, 5-F i ic Acid, 5-HIAA)
1166 6 " 4 moya  |Moua Kon RO 5 3400
free and conj 24-h urine)
152 B Move (C: Moua Kon RO 5 2960
inephri ine, Dopamine, Urine)
1270 ucTamuH B nnaawme kposu (Histamine, Plasma) MNnaama kposu Kon no4 3145
993 C B KpOBM in, Serum) C KDOBY Kon no4 3145
1159 CBob: n B Nnasme KpoBU MNnaama kposu Kon 8010 2290
1674 MeTaHEfbpMHbl ¢pamwoumpoeannme paaoeaﬂ Moua (cBOGOAHBIE + KOHBIOrNPOBaHHbIE) Mova Kon Ao 5 2115
!ree + random urine)
1683 pa3oBasi Moua: kucnota | Moua Kon Ao 5 3790
(BMK), romoBaH1nunHoBas kucnora (I'BK) 5- TWAPOKCUMHAONYKCYCHas KucnoTa (5-TUYK), ¢
P Ha of and serolomn random urine:
Acid (VMA), ilic Acid (HVA), 5-F acid (5-HIAA),
normalized to creatinine)
5.10. K: i
171 | Kanbumonu (Calcitonin) C KDOBM Kon 1 1435
102 [ 7 ropmoH (I MTr) (Parathyroid Hormone, PTH) C KDOBU Kon 1 1055
5.11. FopmOHb!1 i TKaHN
175 [Nentun (Leptin) Ci KpoBY Kon [05 1400
5.12. Perynsiuns
222 I (Er C KDOBYM Kon 1 1655
5.13. Ouenka pucka i i
| WHUAH i B KDOBU Mnaava kposu Kon no5 6150
6. MVIKPOSHEMEHTH
*C yKasaHa ans opHoro M3 ¢ n
Kaxgoro M3 u3 Toro xe o6pasua 6uomarepuana. [lo6aBuTe
no6on M3 MOXHO TONbKO B AieHb cAaYn * HorTe# Ha M3
PeKOMEHAYETCA TONLKO B Crly4ae HEBO3MOXKHOCTY CAATh Ha aHAaNN3 BONOCI. 3TO anbTepHAaTUBHLI
Bonocam ans ob6mena M3 B OfHaKo HOrTU
cumnTalotcs Gonee 3arpsasHéHHbIMU M3 nasHe. 1o y npu oueHke y
6.1. B KpoBMY ( KPOBY, LenbHas KPOBb)
M31 OCHOBHble B kposn | Ci KpOBM Kon Ao 6 1920
(_ssentlal Vital Elements, Essential Trace Elements, Serum)
M32 (Tskenbie B BEHO3HOI1 kposu (Toxic Trace Elements, |Kposb Kon Ao 6 1920
Tox\c Heavy Metals, Venous Blood)
M33 MWKPOGNEMEHTBI B CbIBOPOTKE KPOBY 11 BEHO3HOM KpoBM: CkpuHuHT (Trace Elements, Serum, |Kposb; CblBOpOTKa KpOBM Kon Ao 6 4995

Venous Blood:




874 Kagmuit (Cd) B kposu (Cadmium (Cd), Serum ) C KpOBY Kon 06 [1235/380*

863 KobaneT (Co) B kposu (Cobalt (Co), Serum) C KpOBU Kon no6  |1235/380*

888 Menp (Cu) B posu (Copper (Cu), Serum ) C KpOBY Kon 06 |1235/380*

892 (Mn)B KpoBM (Mn), Serum) C KpOBU Kon no6  |1235/380*

869 Cene (Se) B KpoBy (Selenium (Se), Serum) C KpOBY Kon o6 |1235/380*

868 Llnkk (Zn) B KpoBy (Zinc (Zn), Serum) C KpOBU on no 1235/380*

893 Hukens (Ni) B kposy (Nickel (Ni), Serum) C KDOBU on o 1235/380*

1111 3onoro (Au) B Kkposu (Gold (Au), Serum) C KDOBN on no 1235/380*

873 Monm6aet (Mo) B kposu (Molybdenum (Mo), Serum) C KDOBU on o 1235/380*

1118 Tannui (TI) B Kkposu (Thallium (T1), Serum) C KpOBI on o 1235/380*

883 Mbiwbsk (As) B kpoy (Arsenic (As), Serum) C KDOBM on o 1235/380*

1491 on B (lodine, serum) C KDOBY on o 1235/380*

814 TvTwi (Li) B wposy (Lithium (Li), serum) C KpOBY on 1o 1555

1112 Kaamuii (Cd) B BeHosHow kposw (Cadmium (Cd), Blood) 0Bb on o 1235/380*

1113 KobarnbT (Co) B BeHoaHoi kposm (Cobalt (Co), Blood) DOBb on ao 1235/380*

1114 lefib (Cu) B BeHosHo kposu (Copper (Cu), Blood) 08b. on o 1235/380*

1115 (Mn) B BEHO3HOI1 KPOBM (Mn), Blood) DOBb on ao 1235/380*

1116 Hukens (Ni) B BerosHoi kposw (Nickel (Ni), Blood) 08b. on o 1235/380*

1117 CereH (Se) B BeHo3HoI kposy (Selenium (Se), Blood) DOBb on ao 1235/380*

1119 LlnHk (Zn) B BeHO3HOM KpoBM (Zinc (Zn), Blood) 08b. on o 1235/380*

878 Csureu (Pb) B BeHosHow kposw (Lead (Pb), Blood) DOBb on o 1235/380*

1141 |PryTe (Hg) B BeHo3Ho# kposv (Mercury (Hg), Blood) 0Bb on no 1235/380%

6.2 B Moue

M4 | " B Move Mova Kon A06 4415
| Vital Elements, Toxic Trace Elements, Urine)

1040 Kanmuii (Cd) B moye (Cadmium (Cd), Urine) loua on o 1235/380*

1034 KoBaneT (Co) B Moue (Cobalt (Co), Urine) ova on o 1235/380*

1035 leib, Moua, pasosasi nopuusi (Copper, random urine; Cu) ova on o6 |1235/380*

889 leab (Cu) B cyTouHoi Mode (Copper (Cu), 24-Hours Urine) lova on o 1235/380*

1032 (Mn) B Moye (Mn), Urine) loua on o 1235/380*

1038 Cene ( Se) B Mo4e (Selenium ( Se), Urine) ova on o 1235/380*

1036 Uwnk (Zn) B Moue (Zinc (Zn), Urine) loua on ao 1235/380*

894 Hukenb (Ni) B mode (Nickel (Ni), Urine) ova on o 1235/380*

895 Csured (Pb) B moye (Lead (Pb), Urine) loua on ao 1235/380*

1042 |P1yTb (Hg) B Moue (Mercury (Hg), Urine) lova on no 1235/380%

1074 Tannmii (T1) 8 moye (Thallium (TI), Urine) loua on o 1235/380*

1037 Mbiwbsk (As) B Mode (Arsenic (As), Urine) ova on o 1235/380*

881 7 (Al) B Mmoye (Aluminum (Al), Urine) loua on o 1235/380*

1033 XKeneso (Fe) 8 mo4e (Iron (Fe), Urine) ova on o 1235/380*

1479 | Mog (1) & moe (lodine (1), Urine) ova on 06 |1235/380*

6.3. B BOfocax

M38 TOKCHYHbI! B Bonocax (Toxic Trace Elements, Hair) Bonocs! Kon no6 2645

M39 T n B Bonocax (Toxic Trace Elements, Essential | Bonocs! Kon Ao6 5300
Vital Elements, Hair)

M310 | BOnbLuOi CKPMHUHI aNIeMeHTHoro cocTasa onoc (Elemental Composition of Hair: Screening | Bonocs! Kon 06 9515
)

1004 7 (Al) B BOnocax (Aluminum (Al), Hair) onocs! on no 1235/380*
Bapui (Ba) B Boriocax (Barium (Ba), Hair) onock! on a0 1235/380*
Bepunnuit (Be) B Bonocax (Beryllium (Be), Hair) onocs! on no 1235/380*

B) B Bonocax (Boron (B), Hair) onock! on no 1235/380*
i (V) B Bonocax (Vanadium (V), Hair) onocs! on no 1235/380*

1128 Bi) 8 Bonocax (Bismuth (Bi), Hair) 0noch! on ao 1235/380*

1139 Bonbdpam (W) B Bonocax (Tungsten, ium (W), Hair) onocs! on no 1235/380*

1129 Tannuit (Ga) B Bonocax (Gallium (Ga), Hair) 0110Ch! on no 1235/380*

1130 | Fepmanuit (Ge) B Bonocax (Germanium (Ge), Hair) onoch! on 106 |1235/380*

1011 | >Keneso (Fe) & Bonocax (Iron (Fe), Hair) 0noch! on a0 1235/380*

1125 3onoro (Au) B Bonocax (Gold (Au), Hair) onocs! on no 1235/380*

1131 Vioa (1) 8 Bonocax (lodine (1), Hair) 0noch! on a0 1235/380*

1019 Kanmuii (Cd) B Borocax (Cadmium (Cd), Hair) onocs! on no 1235/380*

1006 Kanwii (K) B Bonocax (Potassium (K), Hair) onock! on a0 1235/380*

1007 Kanbuui (Ca) B Bonocax (Calcium (Ca), Hair) onock! on no 1235/380*

1012 KoBaneT (Co) B Bonocax (Cobalt (Co), Hair) onock! on a0 1235/380*
KpemHuii (Si) B Bonocax (Silica (Si) , Hair) onocs! on no 1235/380*

1132 NanTaH (La) B BONocax (Lantanum 9La), Hair) 0noch! on a0 1235/380*

1000 NuTni (Li) B BOnocax (Lithium (Li), Hair) onocs! on no 1235/380*

1003 larkmi (Mg) B Bonocax ium (Mg), Hair) 0noch! on a0 1235/380*

1010 (Mn) B BONocax (Mn), Hair) onocs! on no 1235/380*

1014 leap (Cu) B Bonocax (Copper (Cu), Hair) onock! on a0 1235/380*

1018 (Mo) B BOnocax (Mo), Hair) onocs! on no 1235/380*

1016 bibsik (As) B Bonocax (Arsenic (As), Hair) onock! on a0 1235/380*

1002 Harpuii (Na) B Bonocax (Sodium (Na), Hair) onocs! on no 1235/380*

1013 Hukens (Ni) 8 Bonocax (Nickel (Ni), Hair) 0110Ch! on no 1235/380*

1136 Onoso (Sn) B Bonocax (Tin (Sn), Hair) onocs! on no 1235/380*

1134 MnatuHa (Pt) 8 Bonocax (Platinum (Pt), Hair) onock! on a0 1235/380*

1021 PryTs (Hg) B BONocax (Mercury (Hg), Hair) Bonock! Kon [o 6 |1235/380*

1135 Py6uauii (Rb) B Bonocax (Rubidium 9Rb), Hair) Borocs! Kon no6  |1235/380*

1022 Csurety (Pb) B Bonocax (Lead (Pb), Hair) Bonocb! Kon no6  |1235/380%

1017 Cenet (Se) B Bonocax (Selenium (Se), Hair) Bornocbt Kon no6  |1235/380*

1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) Bonocb! Kon no6  |1235/380%

1137 CTpoHuwit (Sr) B Bonocax (Strontium (Sr), Hair) Borocs! Kon no6  |1235/380%

1020 CypbMma (Sb) B Bonocax (Antimony (Sb), Hair) Bonocb! Kon no6  |1235/380%

1008 Tannwuii (T1) 8 Bonocax (Thallium (TI), Hair) Borocs! Kon no6  |1235/380*

1133 ®occhop (P) B Bonocax (| (P), Hair) Bonocb! Kon no6  |1235/380%

1009 Xpom (Cr) & Bonocax (Chromium (Cr), Hair) Bornocbt Kon no6  |1235/380*

1015 LUunkk (Zn) B BONOCax (Zinc (Zn), Hair) Bonocb! Kon no6  |1235/380%

1140 LivipkoHuit (Zr) B Bonocax (Zirconium (Zr), Hair) Bornocbt Kon n06  |1235/380*

6.4. B HOFTSIX

M311__ | Tokcuuribl B HorTax (Toxic Trace Elements, Nails) Hortn Kon no 6 2645

M312 | T n B HorTsix (Toxic Trace Elements, Essential | Hortn Kon Ao 6 5 300
Vital Elements, Nails)

M313 | BonbLUOI CKPUHMHI dNeMEHTHOro cocTaea HorTeii (Elemental Composition of Nails: Hortn Kon Ao 6 9515

ing )

1076 | i (Al) B HorTsix (Aluminum (Al), Nails) Hortn Kon no6  |1235/380%

1080 Bapwuii (Ba) B HorTax (Barium (Ba), Nails) Hortn Kon no6  |1235/380%
Bepunnuii (Be) B Hortaix (Beryllium (Be), Nails) Hortn Kon no6  |1235/380*

1079 B) B HorTax (Boron (B), Nails) Hortn Kon no6  |1235/380%

1120 Baraawit (V) B HorTax (Vanadium (V), Nails) Hortn Kon no6  |1235/380%

1082 Bi) B HorTax (Bismuth (Bi), Nails) Hortn Kon no6  |1235/380%

1121 Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails) Hortn Kon no6  |1235/380*

1089 Tannuii (Ga) B HorTaix (Gallium (Ga), Nails) Hortn Kon no6  |1235/380%

1090 epmanuii (Ge) B Hortsix (Germanium (Ge), Nails) Hortn Kon no6  |1235/380%

1088 Keneso (Fe) B HorTsix (Iron (Fe), Nails) Hortn Kon no6  |1235/380%

1078 3onoro (Au) 8 HorTax (Gold (Au), Nails) Hortn Kon no6  |1235/380%

1092 Viop (1) B HorTsix (lodine (1), Nails) Hortn Kon no6  |1235/380%

1084 Kagmuii (Cd) B HorTax (Cadmium (Cd), Nails) Hortn Kon no6  |1235/380*

1093 Kanuit (K) B HorTsix (Potassium (K), Nails) Hortn Kon no6  |1235/380%

1083 Karnbuuit (Ca) B HorTsix (Calcium (Ca), Nails) Hortn Kon no6  |1235/380*

1085 |KobanbT (Co) B HorTsix (Cobalt (Co), Nails) Hortnt Kon 06 |1235/380%

1107 Kpemuuii (Si) B HorTax (Silica (Si), Nails) Hortn Kon no6  |1235/380*

1094 NanTaH (La) B HOrTsix (Lantanum (La), Nails) Hortn Kon no6  |1235/380%

1095 Tvtui (Li) B HorTsx (Lithium (Li), Nails) Hortn Kon no6  |1235/380*

1096 |Marnui (Mg) B HOrTaIX ium (Mg), Nails) Hortn Kon 06 |1235/380%

1097 (Mn) B HorTsx (Mn), Nails) Hortn Kon no6  |1235/380*

1087 |Mepb (Cu) B HorTsix (Copper (Cu), Nails) Hortnt Kon 06 |1235/380%

1098 (Mo) B HorTsax (Mo), Nails) Hortn Kon no6  |1235/380*

1077 | Mbiwbsik (As) B HorTsx (Arsenic (As), Nails) Hortnt Kon 06 |1235/380%

1099 Harpuii (Na) 8 Hortax (Sodium (Na), Nails) Hormn Kon no6  |1235/380*

1100 Hukenb (Ni) B HorTsix (Nickel (Ni), Nails) Hortn Kon no6  |1235/380*

1108 Onogo (Sn) 8 Hortax (Tin (Sn), Nails) Hormn Kon no6  |1235/380*

1103 |Mnatuna (Pt) B Hortax (Platinum (Pt), Nails) Hortnt Kon 06 |1235/380%

1091 P1yTb (Hg) B HOrTsix (Mercury (Hg), Nails) Hortn Kon no6  |1235/380*

1104 |Py6ugwit (Rb) B Hortax (Rubidium (Rb), Nails) Hortnt Kon 06 |1235/380%

1102 Csurey (Pb) B HorTsax (Lead (Pb), Nails) Hortn Kon no6  |1235/380*

1106 |Cene (Se) B HorTsax (Selenium (Se), Nails) Hortnt Kon 06 |1235/380%

1075 Cepebpo (Ag) B HorTsix (Silver (Ag), Nails) Hortn Kon no6  |1235/380*

1109 | CrpoHuwii (Sr) B HorTsix (Strontium (Sr), Nails) Hortnt Kon 06 |1235/380%

1105 CypbMma (Sb) B HorTsix (Antimony (Sb), Nails) Hortn Kon no6  |1235/380*

1110 |Tanmii (TI) 8 Hortsix (Thallium (TI), Nails) Hortnt Kon 06 |1235/380%

1101 ®occhop (P) B HorTsix ( (P), Nails) Hortn Kon no6  |1235/380*

1086 | Xpom (Cr) B HorTsix (Chromium (Cr), Nails) Hortnt Kon 06 |1235/380%

1122 Lk (Zn) B HorTax (Zinc (Zn), Nails) Hortn Kon no6  |1235/380*
LIMpKoHuit (Zr) B HorTsix (Zirconium (Zr), Nails) Hortnt Kon no6

7. NEKAPCTBEHHbIN MOHUTOPUHI

1235/380¢
=]
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7. it
88 Tan ( (P i C KDOBU Kon [os5 4030
89 (Phenytoin) ChIBODOTKA KDOBM Kon o5 4595
90 B Kkuenora (Jenakuh, (Acidum i Depakin, Convulexs) C KDOBY! Kon no2 1490
91 Terpeton) (C: ine, Tegretol) CbIBODOTKA KDOBM Kon no5 3395
274 L (C Ci ine A, i Kposb Kon 1 2060
917 (L CbIBODOTKA KDOBY Kon no4 5305
1271 (L i Keppra®) KDOBM Kon no4 5305
1353 | Takponumyc (Angarpad, Mporpad, Mpotonu, Takpocen) (FK506, Advagraf, Prograf, Kposs. Kon 1 3990
Protopic, Tacrosel)
1376 MwuToraH, nnasma kposw (Mitotane, o, p'-DDD, plasma) MNnasma kposu Kon no4 4 400
1377TE | Te ) (Terif i C KDOBU Kon [os5 4 675
1633 I Koosb Kon no5 4155
1415 (Apixaban Level) Mnasva kposu no2 1499
1416 (Ri Level) Mnaswa kposu o2 1599
1399 ( Ci KDOBM KDOBU Kon no3 3690
1757 CbiBODOTKA KDOBM Kon nos 3590
1761 L C KDOBU Kon [os5 3390
1762 CbiBODOTKA KDOBM Kon no5 3390
1763 I KDOBY! Kon [os5 3390
1765 + CbIBODOTKA KDOBM Kon no5 3390
1766 I C KDOBY! Kon [os 3390
1768 [AurokcuH (Digoxin) CbIBODOTKA KDOBM Kon no5 3390
1769 (Sertraline) C KDOBU Kon [os 3390
1770 nonmray Koosb Kon no5 3390
1773 C KDOBYM Kon [os 3390
1754 CbIBODOTKA KDOBM Kon [o5 2990
1755 P C KDOBYM Kon [os5 2990
1756 n CbIBODOTKA KDOBM Kon no5 2990
1758 C KDOBYM Kon [os5 2990
1759 CbIBODOTKA KDOBM Kon no5 2990
1752 Orocykeumug (Ett KDOBYM Kon [os 2990
1750 (L CbIBODOTKA KDOBM Kon [o5 2990
1374 Tonupamar (T C KDOBU Kon [os5 2990
1760 - CbIBODOTKA KDOBY Kon 05 4590
8. UCCNEAOBAHUA MOYU
8.1. KnuHuueckue Tectbl
116 AHanua moun obmin (AHanna Moum obLumii ¢ Mukpockonneit ocaaka) (Complete Urinalysis, | Moya Kon., Monykon. n 1 395
272 Moy no metoay H i Urine Test) Moua Kon 1 365
401 Kanbuuit moum. i TecT (npoba Cynkosuya) (Sulkowitch Urine Calcium Test) Movua MKon 1 225
8.2. Mouu (cyTouHan
* TecTbl Ne 95110, Ne 110113, Ne 97110, Ne 1318110, Ne 115110 u Ne 112110 BeinonHAloTCA B KOMNNeKce ¢
TecTom Ne CREA-U. TecT Ne CREA-U Henbas 3akasath or TecToE.
CREA-U B mMoye (Urine Creatinine) Moua Kon 1 70
95 6! cyTouHas mo4a (Albumin, 24-Hour urine) Moua Kon 1 515
95110 | AnbBymuH, pasosas nopuya Moui (C W pacyeTom Mova Kon 1 780
oTHolweHus) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation,
UACR)
96 Mpo6a Pebepra (Knuperc CKOPOCTb Kfy i i Moua Kon 1 390
(Glomerular Filtration Rate, GFR)*
97 06wt Genok, cytouHas moqa (Protein Total, 24-Hour urine) Moua Kon 1 435
97110 | Benok, pasosas nopuusi ModM (C W pacyeTom no Mova Kon 1 325
KpeaTuHuHy nokasarens) (Protein, random urine, with creatinine and protein/creatinine ratio
108 Amunasa B Mo4e CyTOYHON Unmu i 3a Bpema (Anbd: , Mova Kon 1 365
avactasa moun) (Amylase, 24-Hour or Timed Urine)
109 niokosa, cyTodHas mModa (Glucose, 24-Hour urine) Mova Kon 1 260
110 cyTouHas mMoua (Creatinine, 24-Hour urine) Movua Kon 1 280
110113 | Kanbuwit, pasoBas nopums Moum (¢ W pacyeTom 7 Moua Kon 1 245
(Calcium, random urine, with creatinine and i inine ratio
111 MovesuHa, cyTouHas mova (Urea, 24-Hour urine) Moua Kon 1 270
112 Mouesas kucnota, cyTouHas mova (Uric Acid, 24-Hour urine) Moua Kon 1 310
112110 |MoueBas kucnoTa, pasoBasi Nopuusi Mouu, ¢ W pacyeTom Moua Kon 1 360
no nok-ns
113 Kanbuwii (Ca), cyrounan moua (Calcium (Ca), 24-Hour urine) Mova Kon 1 335
114 Kanuit (K), Hatpuit (Na), cytouHas moya (Potasium (K), Sodium (Na), 24-Hour urine) Movua Kon no2 350
115 ®occpop (P), cyTouHas mova (| (P), 24-Hour urine) Moua Kon 1 335
115110 |®occbop, pa3osast Nopus MouM (C  pacueTom no Mova Kon 1 370
KpeaTuHuHy nokasatensi) (Phosphorus, random urine, with creatinine and
inine ratio i
918 6 CyTOuHas Moya Moua Kon [os5 2750
1318 Marnuii, cytouHas Moda (cy i 24 h urine excretion) Moua Kon [o?2 375
1318110 | MarHwuii, pasosasi nopuusi Moum (¢ W pacyeToM MarHui, Moua Kon Ao 2 660
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
1458 Okcanartsl, cyToyHas _moua (Oxalates, 24-Hour urine) Mova Kon no4 1655
1458110 | OkcanaTsl, pa3oBasi NOPUNSA Mo4M (¢ W pacyeTom no Moua Kon Ao 4 1695
KpeaTuHuHy nokasatens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio
1691 bl B Moue, 32 Moua Kon no 6 5790
OBC110 | OueHka pucka - MOYM, CYTOYHaA MoYa Moua Kon Ao 4 3125
(kanbuwi, markui, ocdop, okcanaTbl, MOYeBas KUCMOTa, KDEaTUHUH CYTOHHOR MOYM C
PacyeTom CyTO4HOM
OBC111 | OueHka prcka E MOqM, pagosas nopuys Mo | Mova Kon o4 3230
(Karibuuii, Markuii, dhocthop, OKCANaTki, MO4EBas KMCIOTA, KPEaTUHIMH PA3OBOM MOPLMM
MOuM, C pacyeTom no i
1694 A Kkncnora Moua Kon [os5 2590
8.3. B Moye
MC P " — CKpUHUHT i aHanua Moun Ha onvarkl, |Moda Kau 03 4405
KoKauH, nux (Drugs and
pi ing: Opiates, i ine, Cocaine,
C: C: inoi lites, Urine)
902 B Moye (C: inoi i Urine)* Moua Kau n[o3 1880
925 Onmars! povH) B Moye (Opiates i in), Urine)* Mova Kau n[o3 1880
898 BapbuTypars! B Mode i Urine)* Moua Kau [o3 1880
982 raHon (ankoronb) B Moe (Ethanol (Alcohol) Urine)* Moua Kon no4 1880
9950 «BpeaHble NpUBLIYKA» (AHANN3 MOYM Ha HUKOTWH, NCUXOTPONHBIE U HApKOTUYeckue Moua Kau Ao 5 5125
(HUKOTUH; n
p ( i Habits:
Nicotine, Drugs. i and I Urine)*
8.4. MOYEUHOTO KaMHs
1265 AHanM3 XMMU4YECKOro COCTaBa MOYEBbIX (MOYEYHbIX) KAMHE! METO[OM PEHTTEHOCTPYKTYPHOTO | MoYeyHbIN kameHb Kon no13 4980
aHanwu3a (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray
diffraction analysis)
1565M0 | AHanma XMMIYECKOro COCTaBa MO4EBbIX (MOYEYHbIX) KaMHei METOAOM UHPaKPacHoN MoyedHbIit kameHb Kon Ao 4 4980
K ional Analysis of Urine (Kidney) Stones, infrared ]
8.5. Te B Moue
9953 A, 4 (TOKCHHBI M3 r cpeacts, |Mova Kon Ao 5 2890
MOIOLLMX CPEACTB), MO4a pa3osa
9. UCCNENOBAHUA KANA
9.1. Kana
*[lns TeCTOB, NOMeYeHHbIX *, Heo6xoaMma NP6 (KANMP).
KANNP_| My (KANNP) 75,
158 Stool) Kan Kon. n Kau. 1 590
1594 | AHanua kana Ha siiua re (suya rimcTos) (PRO Stool, Helminth Eggs) Kan Kau 1 415
159MPO | Avanus kana Ha i (PRO Stool) Kan Kau 1 415
1600CT Ha (siya ocTpMU), TaMNOH iasis, Swab) Cockob Kau 1 485
16010C Ha (AiL4a 0CTPUL), WnaTens iasis, Spatula) Cockob Kau 1 475
236 CopepxaHue yrnesoaos B kane (peayuvpyroline BelecTsa B kane) (Stool Sugars, Reducing |Kan MKon 1 940
Fecal)
240 Karna Ha CKpPbITYIO KPOBb. i meTon Kan Kau 1 365
2401 CKpbITas KpoBb B Kane P ), Kan Kon noé4 1270
UMMyHOXMMUYeckuin meTog FOB Gold (Quantitative Immunochemical Fecal Occult Blood,
Test FOB Gold)
162 Onacraaa 1 (31), nankpeatnyeckas anactasa 1_(Elastase 1, E1) Kan Kon no4 3955
1533A1_| Anbcha-1 8 kane (Alpha-1-Antitrypsin, Feces) Kan Kon no6 1960




15920C | Ocrarous cTyna (Stool osmotic gap) Kan Kon o7 1420
1593 KenuyHble KCNOTbI B CTyne. Kan Kon no6 3990
1594 i Hen B CTyne Kan Kon 0o 6 3310
1596 30HYNH g i Kan Kon no6 7915
1597 B CTyne, Kan Kon no5 1620
1599 CreatokpuT cTyna Kan MNKon no6 1235
1338 K b i (Fecal C Kan Kon no6 3025
1072 kana Ha ] c (Stool ination: Protozoa (in Kan Kay 1 690
Preservative))*
3357 OueHka TOncTOoro metogom MUP, Kan Kon [o9 4660
KOJIOHO®NOP-8
3348 OueHka TOnNCcTOoro metogom MUP, Kan Kon no5 4715
KOJIOHO®NOP-16
3347 OueHka TONCTOro metogom MUP, Kan Kon no5 4715
KOJIOHO®NOP-16
1999 XKMPHbIE KCMOT! B Kane Kan [o9 2230
398 coctasa y Aereit metonom MLP, rTepocbniop Aetn | Kan 05 5590
360 Octpeie P rpynna)/ Wurennsl v VKT, |Kan 03 790
[OHK B kane
361 Ocrpbie k C: F OHK s kane  |Kan 03 790
362 OcTpele K Py PHK 8 kane Kan no3 1150
364 OcTpble ki L It Gl PHK B kane _|Kan no3 790
33127K | OcTpble kuwweyHble nHdekumn. Onpenenenne PHK BUpyCHbIX BO3GYAMTENEIH KULLEYHBIX Kan Kay no3 1500
Al 7 (Porasupyc A, L Gl k G l) B kane.
33128K | Octpble o] W BUPYCHbIX BO36yanTenei Kan Kay no3 3000
AN ] rpynna),lUnrennel u 3UKM,
C A F, pyc A, [ Gl Gl
B Karne
3363 |Ouerka ToncToro meTomom MLP, Kan Kon o6 5390
KOJIOHO®OP-16 Mpemnym
10. ANATHOCTUKA MHOEKLIMOHHbIX 3AEONIEBAHWM
orp: no B3ATMIO BUAOB B peruoHax. *Y ite y
odmca.* Vi cpoku MUP- " He
TecToR (nou
10.1.
242 | AuTuena knacca IgA K Anti. irus IgA) CbIBODOTKA KDOBI MKon 106 1145
241 |Artutena knacca IgG k 1t irus 19G) C KDOBYM MKon no 6 1145
10.2.
K -
237 | AuTuTena knacca 19G k ackapug (Anti i icoides 19G) C KDOBM KAY+KT no3 1320
10.3. Acneprunnes
278 aHTureHa Aspergil B KpoBU C KpoBM no4 7190
(Aspergillus antigen in serum)
279 aHTureHa Aspergil B GpoHX0- BpoHxoanbBeonsipHbIin NaBax no4 7190
nasaxe (Aspergillus antigen in lavage)
10.4. chnopa
396YPO I [HK B cockobe KNeToK yp Tpakta | Cockob Kau Ao2 370!
spp., DNA, Scrape of Urogenital Epithelial Cells)*
10.5. (6 Naima)
243 AnTuTena knacca IgG  Borrelia ti-Borrelia burgdorferi IgG) C KDOBM Kay no3 940!
244 AnTuTena knacca IgM k Borrelia ti-Borrelia burgdorferi IgM) C KDOBM Kau no3 940
1190 | AwtwTena knacca IgG  Borrelia i MeToRoM Tunra (Anti- | Ci Kposu Kau 08 2800
Borrelia burgdorferi IgG. )
1191 | AwtwTena knacca IgM k Borrelia i meTofom BecTepr-6rora (Anti- | Ci Kpos Kau o7 2830
Borrelia burgdorferi IgM, Western Blot (WB))
270 Knewa ana AHK Nait Kneuy Kay Ao3 1420
(Borrelia burgdorferi, DNA)
470 Knewa ana AHK i Kneuy Kay Ro4 1040
3112C1 AHK s i xuakocTy (Borrelia burgdorferi, DNA, CnHoBManNbHas XMAKOCTb Kay Ao2 600
H Synovial Fluid)*
3112CM AHK s it )xuakocTh (Borrelia i, DNA, C KNOKOCTb Kay Ro2 600
X C Fluid)*
10.6. ocna: BUpYC repneca Jenoseka 3 Tuna (¢ 7 nuwan)
256 ArTuTena knacca IgG K BUPyCY BETPSIHOM OCTIbI 1 nuwas (Anti-Varicelk S Kposu Kon 06 1055
Zoster Virus 19G, Anti-VZV IgG)
257 ArTuTena knacca IgM K BUpYCy BETPAHO/ OCTb! M nuwas (Anti-Varicelk C Kposi Kau 03 1150
Zoster Virus IgM, Anti-VZV IgM)
3215CN | Bupyc Varicella-Zoster, AHK B crioe ( Virus, DNA, saliva) Crniona Kau [o3 430
3215PO |Bupyc Varicella-Zoster, onpeaenenne HK B cockobe anuTennanbHbix KNeTok CmsucTon Cockob Kau Ao3 430
T porornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)
3215KO |Bupyc Varicella-Zoster, onpeaenenve HK B cockobe anutenuanbHbix knetok koxu (Varicella | Cocko6 Kau Ao3 430
X Zoster Virus, DNA, scrape of skin epithelial cells)
3215CB |Bupyc Varicell: ter, AHK B kposw (Varicella ZosterVirus, DNA, | CbiBopoTka KpoBu Kau Ao3 430
serum)
10.7. BUY. (Bupyc
“Tlpn Tecra (8 ueHTp CMWUA) ysenuunsaer
cpok
68 AntuTena k BUY 1 1 2 v anturen BUY 11 2 (HIV Ag/Ab Combo) C KpOBU Kay 1 545
3102 Bupyc Ta yenoeeka Tuna 1, kauecTeeHHoe onpeaenenne PHK (Human CbIBOPOTKa KPOBM Kau Ao 2 3195
i virus, quality, RNA) 8 KpoBM
339 Bupyc ra yenosexa, Tvn 1 (BUY-1), PHK (kon.) & C KpoBY Kon 02 7990
Kkposy (Human i i virus, HIV-1, RNA, quality, Serum)
10.8. BNY. (Bupyc
311C-  |Bupyc nanunmnombl YernoBeka BbICOKOro OHKOTeHHOro pucka, CkpuHUHI 14 Tunoe: 16, 18, 31, | Cockob Kau Ao 2 710
nPK 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenue 1HK B cockobe
anuTennanbHbIX KNeTok CimancToii npsimoit knwkn (HPV DNA, Scrape of Rectal Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*
311C- | BUpyC NAnVnMoMel YEMoBEKa BICOKOTO OHKOTGHHOO PUCKa, CKpUHMHT 14 Tnos: 16, 18, 31, | Cockob Kau 02 710
POT 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenenve 1HK & cockobe
anuTenuansHbIx kneTok potorniotki (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*
311C-  |Bupyc nanunmnombl YernoBeka BbICOKOro OHKOTeHHOrO pucka, CkpuHUHI 14 Tunos: 16, 18, 31, | Cocko6 Kau Ao 2 710
YPO 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenue [1HK B cockobe
anuTennanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*
312C- | BUpyC NanvnnoMe! YeroBeka BLICOKOTO OHKOTGHHOTO pUCKa, onpeneneHue IHK 16 1 18 Cockob Kau 02 420
YPO  |Tunos + KBM B cockobe KNeToK yp: Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))
313C-  |Bupyc nanunnombl YernoBeka BbICOKOro OHKOeHHOro pucka, reHotunuposanmne AHK 14 Cockob Kau Ao 2 1055
YPO Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe
anuTennanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
399C- | Bupyc nanunnombl Yenoseka HU3KOro OHKOreHHoro pucka, onpeaenexue [1HK 3 Tunos: 6, 11, | Cockob Kay no3 575
YPO |44 +KBM 8 cockoBe KneTok Tpakra (HPV DNA, Scrape of
Urogenital Epithelial Cells, 3 Types (6, 11, 44))
399C- | Bupyc nanumnnombl Yenoseka HU3KOro OHKOreHHOro pucka, onpeaenexme JHK 3 Tunos: 6, 11, | Cockob Kau Ao 3 575
MPK |44 + KBM B cockoBe anuTenansHbIx KNeTok CruancToii npsimoit kuwkn (HPV DNA, Scrape
of Rectal Epithelial Cells, 3 Types (6, 11, 44))
399C- | Bupyc nanunnombl Yenoseka HU3KOro OHKOreHHoro pucka, onpeaenexue [1HK 3 Tunos: 6, 11, | Cockob Kay no3 575
POT |44 B cockobe anuTenuansHsix knetok potornoTku (HPV DNA, Scrape of Faucial Epithelial
Cells, 3 Types (6, 11, 44))
374C-  |Bupyc nanunnomel Yenoseka, onpeaenenne [HK 4 tunos: 6, 11, 16, 18 + KBM B cockoGe Cockob Kon no3 885
YPO anuTennanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 4 Types (6, 11, 16, 18) i
377C- | AudhepeHumposatHoe onpenenetme IHK B (BUpyc nanunnoms! denoseka) 14 Tunos: | Cocko6 Kon 03 2450
YPO 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTenvanbHbix
KneToK yporeHuTankHoro Tpaka (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
391C- | Bupyc nanunnomsl yenoseka, onpegenexve AHK 21 una: 6, 11, 16, 18, 26, 31, 33, 35, 39, |Cockob Kon Ao 3 3885
YPO 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockoGe anuTenuanbHbIX KNeTok
yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11,
16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))
3011 |Bupyc nanunnoms denoseka (BMY), Bbinanerme IHK (CKpUHUHT 14 Tnos BMY BbICOKOro | COcko6 Kau o2 1190
OHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66 1 68 Tnnos, ¢
AvddepeHumansHbim onpesaenednem 16 n 18 Tunos, Tect-cuctema Peanbect BMNY
OHKOCKDUH.




YPO- | BMpyC NanvnfioMel 4eroBeka BICOKOTO OHKOTGHHOTO PUCKa, CKpUHMHT 14 Tunos: 16, 18, 31, | Cockob Kau 05 710
311C- |33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenexue [1HK B cockoGe
CrMB  |enuTennansHsix kneTok yporeuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
YPO- Bupyc nanunnome! Yenoseka BbICOKOrO OHKOTEHHOTO pucka, CKpuHUHT 14 Tunos: 16, 18, 31, | Cockob Kay no2 710
311C 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenetne IHK B cockobe
anuTennanbHbIX KNeTok yporenuTaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*
391C- | Bupyc nanunnoms! denosexa, onpenenerve AHK 21 Tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, |Cockob Kon 03 1150
YPO(30 |44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe anuTenuarnbHbIx KreTok
58) yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11,
16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))
10.9. T
305MOM | I AHK B Moye (G vaginalis, DNA, Urine)* Mova MKon no2 385
305CM | Faparepenna, onpenenenne [AHK B cekpete npoctarsi, askynsiTe (Gardnerella vaginalis, Cexper npocTaThi; JsKynst MKon 02 385
DNA, Prostatic Fluid, Semen)*
305YPO [T AHK B cockoGe KINETOK yPOreHUTarnbHoro Cockob MKon o2 385
TpakTa (G: vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
10.10. Fe
K -
1186 | Komnnexc MapasuTsl (OMUCT, 3XUHO, TOKCOK, TPUXVH) ChIBODOTKA KDOBM Kau 03 3335
297 AnTuTena K Hemarop poaa Anisakis 19G KDOBYM KAY+KT no6 900
299 AuTuTena k ickoi aByycTky Clonorchis sinensis 19G CbIBODOTKA KDOBY KAY+KM 106 1195
1563 Anti-O is felineus IgM knacca IgM k i ABYYCTKN, ChblBOpOTKA KPOBM Kay no6 800
[¢] is felineus)
1564 AntuTena knacca IgM k (anti-Trichinella IgM) C KDOBU Kau no6 890!
3355 |Cxp TLP- i 0308 Kan Kau 05 2405
Tennosa), re p
PCR of of Gelmo-screen assay)
3364 Bi AHK i 8 kane (Opis is felineus DNA) Kan Kay no5 1090
10.11. Fenatut A
71 [ AnTuTena knacca 19G k eupycy renatuta A_(Anti-HAV 1gG) ChIBODOTKA KDOBH Kau 02 870
72 | ArTutena knacca IgM K Bupycy renatuTa A_(Anti-HAV IgM) KDOBU Kay no2 1230
328CB_|Bupyc renatuta A, PHK B «posy (HAV RNA, Serum)* ChIBODOTKA KDOBH Kau 02 1000
10.12. Fenatut B
73 HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, noBepXHOCTHbIN aHTUreH Bupyca renatuta | CblBOPOTKa KpoBu Kay 1 500
L ACKNI» aHTUreH), i TecT (HBsAg, Hepatitis B Surface Antigen,
Qualitative)
74 HBe-aHTureH Bupyca renatuta B_(Hepatitis Be Antigen, HBeAg) C KDOBM Kau no2 870
75 AnTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatuta B, cymmapHo (Anti-HBc | CbiBopoTka kposin Kau no2 785
IgM, 1gG, Antibodies to Hepatitis B Core Antigen; HBCAb, Total, HBV Core Total Antibodies
(1gG + lgM))
76 ArTuTena knacca IgM k HB-core aHTureny Bupyca renaruTa B (Anti-HBC IgM Antibodies to | CbIBopoTka kposm Kau o2 1080
Hepatitis B Core Antigen; HBV Core Antibodies IgM)
77 AntuTena k HBe-aHTureHy Bupyca renaruta B (Anti-HBe, HBeAb) C KDOBM Kay no2 870
78 AntuTena k HBs-anTureHy Bupyca renatura B (Anti-HBs, HBsAb) C KDOBYM Kon no2 925
87 HBs-anTuren Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHBI BHTUTEH BUYCA renatuTa | CIBOPOTKA KpOBM Kon 02 2105
B, VACKWIA» aHTUTEH), ¥ Tect (HBsAg, Hepatitis B Surface Antigen,
o '
319CB  |Bupyc renatuta B, AHK B KpoBM, (HBV DNA, CblBOPOTKa KPOBY Kau Ro2 680
Serum, Qualitative)*
320CB |Bupyc renatuta B, AHK B KpoBm, (HBV DNA, CbIBOPOTKa KPOBM Kon no2 5150
Serum, Quantitati
10.13. Fenatut C
| Tectay CPOK Ha
aHen. Y Te v odmca,
79 AnTuTena knaccos IgM v IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* | CeisopoTka kposi Kay 1 825
321CB |Bupyc renatura C, PHK & Kposw, (HCV RNA, CuiBopoTKa KpoBH Kau o2 900
Serum, Qualitative)*
323NN |Bupyc renatura C, onpenenexue PHK 8 nnasme kposw, konuvectaexHoe (HCV RNA, Mnasma kposn Kon no15 | 17500
Plasma, Quantitati
324NN |Bupyc renatura C, onpenenerue PHK B nnasve, reHoTHNMpOBaHMe ¢ CybTvnamy (tvnbl 1 | Mnasma kposm Tenotun o4 1400
(cybTvnel 1au 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes
(Types 1 la, 1b), 2, 3)*
324 Bupyc renatuta C, konuuyecTseHHoe onpeaenenne PHK Bupyca 1 reHoTunuposanmne (Thnbl | CbiBOpOTKa KpoBM TeHoTun + Kon. no2 4825
1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))
350CB |Bupyc renatuta C, onpeaenexue PHK B cbiBopoTke kposi meToaom MLP, konuyectseHHoe | CbiBOpOTKa KpoBM Kon no2 4735
(HCV RNA, Serum, Quantitative, PCR)*
3500CB |Bupyc renatuta C (BI'C), ynbTpadyscTeuTensHoe onpeaenenne PHK BI'C (Hepatitis C Virus | CbiBopoTka kposu Kau no5 3705
(HCV) RNA, L itive PCR)
1688 Bupyc renatuta C PHK, 6 (1a,1b,2,3a,4,5a,6) Mnasma kposu Kau [o9 2775
7644G1 |MyTauum nekapcTeenHom peanctenTHocTv NS3, NS5A 1 NS5B pervtoHos reroma upyca | Kposs Kad no 11 10 225
renatuta C (ana 1a, 1b)
7644G3 |MyTauum nekapcTeeHHom peanctenTHocTv NS3, NS5A 1 NS5B pervtoHos reroma upyca | Kposs Kad no 11 10 225
renatuta C_(ans rexotvna 3)
1146 AnTuTena k upycy renaruta C, IgG Ci KpOBM Kay no6 7970
1143 AnTuTena knacca IgG k aHTUreHam Bupyca renatuta C, BbisBNsieMble METOaoM CbIBOPOTKa KPOBM Kau Ao 6 7970
TvHra (Anti-HCV 19G )
10.14. Fenatut D
Kn -
1268 AntuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) C KDOBU Kay no6 1100
1269 | AuTuTena knaccos IgM 1 IgG k Bupycy renatta D, cymmapHo (Anti-HDV Total (IgG + IgM)) | CbisopoTka kposv KAU+KM 106 1030
325CB__| Bupyc renaturta D, PHK 8 kposyn (HDV RNA, Serum)* C KpOBU Kau [o?2 925
10.15. Fenatut E
Kn -
227 | ArTena knacca IgM « Bupycy renawTa E (Anti-HEV IgM) C KDOBU KAY+KM [os5 1215
228 | AuTuTena knacca I9G k eupycy renatura E (Anti-HEV 1gG) C KpOBU KAY+KMN noS5 1320
10.16. Fenatnt G
326CB_|Bupyc renatvra G PHK 8 kposu (HGV RNA, Serum)* C KDOBU Kay no2 990!
10.17. Fepnec (repnec-Bupyckl Yenoseka 1 v 2 TMNoe)
122 AHTuTEna knacca IgG k Bupycy npocToro repreca 1 u 2 Tunos (Anti-HSV-1, 2 19G) C KpOBU Kay no3 685
1222 AntuTena knacca IgG k Bupycy npocToro repneca 1 tuna_(Anti-HSV-1 1gG) C KDOBM MKon no5 1110
1223 AHTuTena knacca IgG k Bupycy npocToro repneca 2 Tuna_(Anti-HSV-2 IgG; C KpOBU NKon noS 885
123 AntuTena knacca IgM k Bupycy npocToro repnieca 11 2 Tunos (Anti-HSV-1, 2 IgM) G KDOBM Kay o3 735
4AVHSV Anti-HSV 19G C KpOBU NKon no 6 1135
309rN3 | Ie 11 2 Tunos, AHK B cockoGe KNeTok Cockob Kau Ao 2 385
KOHBIOHKTMBbI (HSV-1, 2 DNA, Scrape of Conj iva Epithelial Cells )*
309KOX | Ie 11 2 Tunos, AHK B cockoGe KkneTok koxu (HSV-|Cockob Kau Ao 2 385
1, 2 DNA, Scrape of Skin Epithelial Cells)*
309KP [T 112 T1nos, AHK B BeHoaHoit kposm (HSV-1, 2 DNA, Blood)* LUenbHas kposb Kay - -
309MOM | T 112 tunoe, [AHK B Moye (HSV-1, 2 DNA, Urine)* Moua Kau no?2 385
309HOC | Ie 11 2 Tunos, AHK B cockoGe KNeTok i | Cockob Kau Ao 2 385
Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
309POT | Ie 11 2 Tunos, [HK B cockoGe KkneTok potornotku | Cockob Kau Ao 2 385
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*
309CB | Ie 112 1vnos, AHK 8 kpoeu (HSV-1, 2 DNA, Serum)* | CbiBopoTka kposu Kau Ao 2 680
309CIH [T 11 2 T1nos, AHK B critore (HSV-1, 2 DNA, Saliva)* CrioHa Kay 0o 2 385
309YPO | Ie 11 2 Tvnos, [HK B cockobe KNeToK Cockob Kay no2 385
TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)*
3090rN | re 112 Tunos, [HK B cockobe KNeTok Cockob Kay no2 545
3 KOHBIOHKTUBBI, TUNUpoBaHne (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells,
Typing)*
3090KO | Ie 11 2 Tunos, [HK B cockoGe KINeTOK KXW, Cockob Kau Ao 2 545
X (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
3090MO | I 112 1unos, AHK B Move, (HSV-1, 2 DNA, Urine, |Moya Kay Ao 2 545
Gl Typing)*
3090HO | Ie 11 2 Tunos, [HK B cockoGe KNeTok i | Cocko® Kau Ao 2 545
[} Hoca, T (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
3090PO | Ie 11 2 Tunos, [HK B cockoGe KNeTok Cockob Kau Ao 2 545
T POTOFNIOTKM, (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
3090CB |l 112 1unos, AHK s KpoBM, (HSV-1,2 |Ci KpoBM Kay Ao 2 785
DNA, Serum, Typing)*
3090CN |l 112 1unos, AHK B critoxe, (HSV-1, 2 DNA, Criona Kau Ao 2 545
H Saliva, Typing)*
3090YP |l 11 2 Tunos, [HK B cockoGe KNeTok Cockob Kau Ao 2 545
[e] P TpakTa, (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells,
Typing)*
10.18. F'epnec-Bupyc Yenoseka 6 Tuna
K -
276 | AuTuTena knacca 19G k yenoseka 6 Tvna (Anti-HHV-6 IgG) C KDOBM KAY+KT no 6 900




352MOM | T 6 Tuna, OHK B Moye (HHV-6 DNA, Urine)* Movua Kay no 2 385
352HOC | lepnecsupyc 6 Tvna, onpeaenenmne [IHK B cockobe annTenuansHbIx KNETok cnuancToi Hoca | Cockob Kay no2 385
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
352POT | epnecaupyc 6 Tuna, onpeaenenue [IHK B cockobe annTenuanbHeIx KNETok poTornoTk1 Cockob Kay no2 385
(HHV-6 DNA, Scrape of Faucial Epithelial Cells)*
352CB _|I 6 Tvna, OHK s kpoBu (HHV-6 DNA, Serum)* C KDOBU Kay no2 680
352CIH | T 6 TMna, OHK B crioHe (HHV-6 DNA, Saliva)* CrioHa Kay no 2 385
352YPO | epnecsupyc 6 Tuna, onpenenenmne [IHK B cockobe annTenuanbHbIx KneTok Cockob Kay no2 385
Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
10.19. Fepne: 8 1una
K -
277 AnTuTena knacca IgG k repnecenpycy Yenosexa 8 tuna (Anti-HHV-8 19G; C KDOBU KAY+KT [os5 1135
10.20. FoHopes
306113 | Fonorokx, onpenenenvie AHK 8 cockobe KneTok N Cockob Kau o2 385,
DNA, Scrape of Ct Epithelial Cells )*
306MOU | "oHOKOKK, AHK B mMoue (Neisseria DNA, Urine)* Movua Kay no 2 385
306MPK rONOKOKK onpepenenue [IHK B cockobe annTennanbHbIx KNETOK CAM3NCTON Npamoi knwkn | Cockob Kay no2 385
DNA, Scrape of Rectal Epithelial Cells)*
306POT | MoHokokk, onpeaenenue [IHK B cockobe anuTennansHbix knetok potornotkn (Neisseria Cockob Kay no2 385
DNA, Scrape of Faucial Epithelial Cells)*
306YPO rONOKOKK onpepenenve [IHK B cockobe KIeTOK ypt Tpakta Cockob Kay no2 385
DNA, Scrape of Urogenital Epithelial Cells)*
449 MoceB Ha rOHOKOKK i roHopest), K xuakocTb; Juksop; OTaensiemoe rnasa; CycTaBHas XMAKOCTb; SsKyNAT; Kay no7 1020
(GC, Neisseria Culture. Bacteria Identification and | Otaensiemoe nonosbix opraHos; OTaensemoe Npsmoit kniwkn; OTaensiemoe poTornoTkM;
Antibiotic Testing) i KuakocTb: Cekpet npoctatbi: C NOMI0CTY MaTKM
10.21. Fpunn
489 Vhcprioerua A+ (Influenza A+B, rpunn), aHTurenHbii Tecr (Influenza A+B. One Step Rapid Kau 1 1350
ic Assay)
304 Bupyc rpunna A/H1N1, kauecTsenHoe onpeaenenne PHK (Influenza virus Maaok Kau o4 2150
A/H1N1,quality, RNA).
3317 |Bupyc rpunna A/B, PHK (Influenza virus A/B, quality, RNA) Masok Kau 1 1680
2647INA | PHK rpunna A (RNA Influenza A virus) Masok 1300
2647INB | PHK rpunna B (RNA Influenza B virus) Masok 1300
10.22. (knew
250 [ Ha Hanuuve knewa aemogexkc (Demode» Demodex brevis) Ce rHoiHuka; Cockob. Kay 1 560
240 [ Ha Hannuve knewa femopexc (Demodes Demodex brevis) PecHuue; Ci 7 Kau 1 560
10.23. ame6Hasn, ame6uas
K -
235 AnTuTena knacca IgG k iiHoit amebbl (Anti histolytica IgG) | CblBopoTKa KpPOBM KAY+KN Ao 4 1040
10.24.
280 PITA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) C KDOBYM NKon no2 505
281 PIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) C KDOBM on no2 505
282 PMA ¢ Shigella sonnei (_hiqella sonnei, IHA) C KDOBYM NKon no2 520
437YMM | Moces Ha (Stool Culture, Kan; PextanbHbiit Masok MKon Ao 5 1440
Pathogenic Imesunal and Conditi ogenic Microflora, Bacteria Idenliﬁcaliun)
437YMM Moces Ha yio 1y Kan; Pe 7 MasoK MKon no7 1665
A uyBCTBM (Stool Culture, Pathogenlc Intestinal and
Conditionally Palhogemc Microflora. Bacteria and Antibiotic
Testing)
437YMM{Moces Ha , "y c Kan; PextanbHbiii Masok MKon Ao7 1775
o] yyBCTBM n (Stool Culture with
Bacteria Idennflcanon and Antibiotic+| Testing)
10.25. v nanovka)
855 | AuTuTena knacca 19G k " (Anti-Diphtheria Toxoid IgG) C KDOBM Kon [o5 1320
469 Moces Ha ( Culture) Masok; O Hoca; O HocornoTku; O nasyxu; O Kay Ao 6 900
DoTOrIOTKN
10.26.
K -
460 Moces kana Ha (Yersinia Kan Kau Ao 13 1610
yyBCTBM K (Yersinia , Stool Culture.
acteria Identification and Antlblotlc Testing)
286 PIIA ¢ Yersinia (Yersinia is IHA) C KDOBM MKon no 540
284 PMrA c Yersinia ceporvna O:3 (Yersinia ica 0:3, IHA) C KDOBU MKon ao 505
285 PIIA ¢ Yersinia ceporuna O:9 (Yersinia 0:9, IHA) C KDOBM MKon no 505
2381 AnTuTena knacca IgA k Yersinia litica n Yersinia is (antiq Ci KpOBM @4 Ao 925
Yersinia ica, anti-Yersinia is, 19A)
2391 AnTuTena knacca IgG K Yersinia i u Yersinia C KpoBU Kau no4 900
(anti-Yersinia anti-Yersinia is, 19G)
238 AnTuTena knacca IgA Yersinia (Anti-Yersinia itica IgA) | C KDOBM KAY+KT no4 925
239 AHTuTena knacca IgG k Yersinia (Anti-Yersinia itica I9G) | C KDPOBM KAY+KMN no4 925
10.27.
461 Moces kana Ha (C: spp.) (C: spp., Stool Culture. Kan Kay Ao 6 1610
Bacterial Identification)
10.28. KaHaMaa
K -
254 AntuTena knacca IgG k Candida albicans (Anti-Candida albicans 19G ) C KDOBM Kau no6 1150
6617 Mnecexb Candida albicans, I9G (M5) (M5 Candida albicans, 19G ) C KDPOBY Kon no4 785
344BNT |Kananaa OHK B ebinote (Candida albicans, DNA, Exudate)” Beinotb! Kau no2 385
344KOXX | Kanavpa, onpenenenme [IHK 8 cockobe anuTenvanbHeIx KeTok koxw (Candida albicans, | Cockob Kau 102 385,
DNA, Scrape of Skin Epithelial Cells)*
344MOM | Kanauna, AHK 8 mMoye (Candida albicans, DNA, Urine)* Moua MNKon no?2 385
344MNPK |Kanauaa, onpepenenne [HK B cockobe anuTenmanbHbx KNeTok CM3MCTON Npsamoi knwku | Cockob Kau Ao 2 385
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
344POT |Kanauaa, onpepenenmne [IHK B cockoGe anuTenmansHeix knetok potornotku (Candida Cockob Kau Ao 2 385
albicans, DNA, Scrape of Faucial Epithelial Cells)*
344CIH | Kananga, OHK & cniore (Candida albicans, DNA, Saliva)* Criona Kay no2 385
344YPO |Karavna, onpenenenie [IHK 8 cockobe KNeToK yp Tpakta | Cockob MKon no2 385,
(Candida albicans, DNA, Scrape of | Imnnnl'al Epithelial Cells)*
3021 KaHauzo3, CKpUHUHT 1 (C iasis, Screening and Typing) Cockob MKon n[o3 1195
3023 Kanannos, ckpunmHr (C: Cockob MKon no3 460
3024 Kanannos, Candidiasis, Typing) Cockob MKon no3 855
442 Moces Ha ppo»oxenonoﬁnb\e rpubbl (pogos Candida, Ci c KNAKOCTb; CycTaBHas XMAKOCTb; Tpanccynar Okceypart; dsikynaT; Cekper |Kay Ao 6 915
4yBCTBM (Yeast Culture. ification and npoctartsl; C ; Co ; Co nonocTin
Antimycotic Suscepnblllty testing) matku; Cogepxumoe yxa; Cocko6; OTaensiemoe nasyxu; OTaensiemoe nonoebIx OpraHos;
Otgensiemoe paHbl; OTaensemoe poTornoTku; MnespanbHas XUAKOCTb; MPoMbIBHbIE BOAL!
BpoHxos; Mokpota; Mova; i acnmpar; OT) rnasa; Ot
Hoca; OTtaensiemoe HocornoTku; MHoit; XKenub; Kan; Kpaithsis nnots; fiuksop; Masok
3802 Tpubi - n i Mukosos poaos Candida, |Mokpota; Moya; Cmbibl; Cocko Kau Ao 5 2690
v Debaryomyces
442CF  |Moces Ha apoxokesbie rpubbl (pogos Candida, Cryptococcus) ¢ onpeaenexvem Hoi; Kan; Kpaithsis nnote; Masok; OT; rnasa; O Hoca; Tj H Kau no7 2690
4yBCTBM K ANst MECTHOTO Y SFIKyﬂﬂT Cexpet npocTatsl; Conepxumoe abeuecca; Coaepxumoe
iy nonoctu martku; Ce yxa; Cocko6; Otaensemoe
HOCOrTIOTKM; Omenslewme nasyxu; Omenslemoe nonosbIx opraHos; OTaensieMoe paHbl;
porornoTku; P Ma30K
10.29. ] BUpYC
il 3aKa3 TecToB
267 AnTuTena knacca IgG k Bupycy (Anti-Tick-borne is Virus | C KpOBM Kon Ao 6 715
(TBE!
268 AnTuTena knacca IgM k Bupycy (Anti-Tick-borne is Virus | Ci KpOBM Kau Ao 6 900
(TBEV) IgM)
1227M Knewa ans PHK/AHK 7 7, | Knew Kau 03 3490
nepealoLMxcs MKCORoBLIMMU Knewamy: KIELLEBOV SHLE®ANUT, BOPPENNO3
(BOME3Hb NTAVIMA), AHAMITA3MO3, SPAIXMO3 (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma
i Ehrlichia i (RNA/DNA), PCR)
410 Kknewa ansi aHTUreHa BMpyca Knewesoro Knewy Kau Ao 2 750
Ta (Detection of pathogen antigen in ticks: Tick-borne itis virus (TBEV))
4601 Knewa ans BUpyca Knewy Kau no3 2 060
[HK Borrelia burgdorferi (De(ecnon of pathogen antigen/DNA in ticks: Tlck borne encephalms
virus (TBEV), Borrelia s.l)
370- WccnenosaHne Knewa: CKpUHUHI (n Knewa Ans Knew, no3 2290
cne PHK/HK Bo36yauTenein knewamu: PHK Tick-
borne encephalitis Virus (TBEV), IHK Borrelia burgdorferi s. 1.) (Study of Tick: Screening)
10.30. i Konut
462 Moces Ha knocTpuanm (Clostridium difficile, i konuT) (Clostridi Kenub; Kan Kau po7 1620
difficile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
486/479 |PaspensbHoe onpeaeneHmne TokcuHa A v TokciHa B Clostridium difficile B kane, aHTurenHbiii | Kan Kau no2 1595

Tect (Toxin A and B Clostridium difficile. One step rapid i ic assay)




10.31. Kokniow

KM -
247 AuTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) ChIBODOTKA KDOBM KAY+KTT 05 1320
245 AnTtuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis I9G) C KDOBM MNKon no5 1320
246 Anturena knacca IgM « Bordetella pertussis (Anti-Bordetella pertussis Igh) ChIBODOTKA KDOBM Kau 05 1320
470 TMoces ot poTOrnoTKN Ha 3 o poTornoTkA Kau 06 1415
per i tussis, pharyngeal Culture. Bacteria
Identification)
3319 | Aucpxbepenumpoaanroe seimanenvie [HK Bordetelia species: Bordetella pertussis Cockob Kau 03 985
v Bordetella B
CocKoBE aNMTENVANbHLIX KIETOK CRIMBMCTON POTOFMOTKY w/uni HocornoTkw (Differentiated
detection of DNA Bordetella spp.: Bordetella pertussis (pertussis pathogen) and Bordetella
bronchiseptica (bronchosepticosis pathogen) in a scraping of the oropharynx and or
nasopharynx)
10.32.
1637 AHTUTENa K SARS-CoV-2 Benky), I9G, 3660TT (Anti- ChblBOpOTKa KPOBM Kay+Krn no3 710
SARS-CoV-2 id protein), 19G, Abbott)
1641 AntuTena k SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) C KDOBU Kay [os 830!
1652 | AwTvTena K criaiikosomy (S) Benky SARS-CoV-2, IgG, kayecTsenHoe onpeaenerie. OueHka | CbIBopoTKa kposm Kau 05 1000
110 v MOCNE (anti-SARS-CoV-2 S (spike) protein antibody, IgG,
qualitative. of immunity before and after
1658 AnTuTena k SARS CoV-2 (S-6enky, ekntoyasn RBD), 19G, konu C KDOBU Kon [os 1355
1659 | AuTuTena, KonuvecTaenreie, k cnaitkosowmy (S) Benky (RBD) SARS-CoV-2, IgG (Anti-SARS- | Ceisoporka kposi Kon 1 1565
CoV-2, spike (S) protein (RBD), 19G
1663 | AHTUTENA, KOMUYECTBEHHBIE, KcnaVlKoEoMy (S) 6enky (RBD) SARS-CoV-2, IgG (c Buigadeii | CbiBopoTka kposm Kon 1 1565
6nanka 8 Vapanns) Anti-SARS-CoV-2, spike
(S) protein, IgG, quantitative (specnal result form for those traveling to Israel).
1641/37 | Antuena k SARS-CoV-2, IgM u 19G (Abbott) C KDOBU Kay [o3 1465
1641/58 | AHTuTena K kopoHasupycy SARS-CoV-2, IgM (kadecTeHHoe onpepenerie) 1 1gG ChiBopoTKa KpOBH Kon 03 2075
(Anti-SARS-CoV-2, IgM/IgG)
1641/59 | AHTuTena k kopoHasupycy SARS-CoV-2, IgM (kadecTeHHoe onpepenerie) u 1gG CuiBopoTKa KpoBH Kon 03 2275
(Anti-SARS-CoV-2, IgM/IgG)
3322C0 SARS-CoV-2, PHK B ma3ke co i HOCOrMOTKA 1 Maszok Kau 1 1250
v porornoTku (Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal
smear)
2647CO |PHK SARS-CoV-2 (RNA SARS-CoV-2) Maszok 1 300
10.33. Kopb
2500 | Auturena knacca IgG k Bupycy Kopu (Anti-Measles IgG) ChiBoDOTKa KDOBY Kon o2 1205
10.34.
84 AntuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella I9G) C KDOBM Kon 1 660
85 AnTuTena knacca IgM Kk Bupycy kpacHyxu (Anti-Rubella IgM) C KDOBM Kay 1 870
1142 AnTuTena knacca IgG k aHTUreHam BUpyca KpacHyxu, BbisiBnsieMble METOAoM CbIBOPOTKa KPOBM Kau no7 7970
Tura (Anti-Rubella 19G, )
3AVRU ti-Rubella I9G C KDOBM MKon no 6 1595
338CB__| O PHK (Rubella virus, RNA) B KpOBM C KDOBM Kau no2 940
10.35. Avapes napeym)
482 l napeym (C idium parvum), AHBIIA CUHAPOM, AHTUTEHHBIA Kan Kau Ao3 1270
Tect (Cr idium parvum. One Step Rapid ic Assay)
10.36.
345YPO l 3 AHK B cockobe KIeTOoK ypt Cockob Kon Ro2 360
TpakTa (L illus spp., DNA, Scrape of Urogenital Epithelial Cells)*
10.37.
3114MO | Nuctepuu, AHK B moe (Listeria DNA, Urine)* Moua Kau no6 365
3114HO | NucTepwm, onpenenerie AHK B cockoBe anMTENMansHbIX KNIETOK CMNCTON Hoca (Listeria | Cockob Kau 06 390,
C DNA, Scrape of Nasal Epithelial Cells)*
3114MN0 | Nuctepum, [HK B nnaame kposw (Listeria DNA, Plasma)* MNna3ama kpoBu Kay 0o 6 365
3114PO |Nuctepun, onpeaenexue AHK B cockoBe anuTenuanbHbIX KneTok potornotky (Listeria Cockob Kau Ao 6 390
T DNA, Scrape of Faucial Eﬂlthellal Cells)*
453 Moces Ha nucTepuu (Listeria K e} rnasa; O nonoesix opraHos; OTaensiemoe potornotku; Cekper Kau no7 1020
(Listeria Culture. Bacteria ification and npocTatel; Coaepkumoe nonocTi mMatku; Iakynat
Antibiotic ibility testing)
10.38.
K -
234 ArTuTena knaccos IgM, IgG, IgA K nAm6nviA, Anti-Giardia lamblia IgM, |C Kpos KAY+KN 03 805
19G, IgA, Total)
483 Nambnuw (Giardia iamblia), AUapefieii CHHAPOW, aHTUTeHHbI TecT (Giardia liamblia. One | Kan Kau 02 1185
Step Rapid Assay)
10.39. MeHWHIUT, MEHMHIOKOKK
471 Moces Ha K O HOCOFTOTK! Kau RO 6 910
(Neisseria meningitidis Cul(ure Bacteria ification and Antibiotic Testing)
10.40. Muko3b! rpubb! — )
995 Ha rpuBb (Mic for Koxa; Koxa v Bonocsl; Hortin Kau., Ao3 1055
pathogenic fungi) OnucarensHbli
<boomar
1277 v noces Ha PG (Mi P Koxa; Koxa u Bonocs; Hortn Kau., no 24 2025
and Culture for pathogenic fungi) OnucarentHbiit
hopmar
1277KX |Moces Ha naToreHHbie rpubbi Koxa; Koxa v Bonocsl; Hort Kau., Ao 24 2025
Hr OnucatenbHbilii
<boomar
3014 bl (Tri i i AHK 8 Bonocel; Koxa; Hortu Kau RO 5 1090
oBpasyax koxw, Bonoc, Horreit
10.41.
K -
302MO4 hominis), AHK 8 move hominis, DNA, | Moya MKon A0 2 385
Urine)*
302YPO hominis), HK 8 cockobe anuTenuanbHbix knetok | Cockod MNKon po2 385
yporexmTanbHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
308MOM AHK B Moye italium, | Moya Kau Ao 2 385
DNA, Urine)*
308YPO HK B cockobe Cockob Kau Ao 2 385
KNeTok TpakTa itali DNA, Scrape of Urogenital
Epithelial Cells)*
347TMK [IHK 8 mokpore Mokpora; CMbiBbI Kad no3 940
DNA, Sputum)*
34700 [IHK B nnaame kposu (Mycoplasma | Mna3sma kposu Kad o3 600!
DNA, Plasma)*
347POT AHK B cockoGe Cockob Kau Ao 3 560
KIETOK POTOrNOTKA iae, DNA, Scrape of Faucial Epithelial Cells)*
347CINH I AHK B criore CnioHa Kau Ro4 560
DNA, Saliva)*
179/80 | AHtuena knaccos IgM v I9G k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 19G: C KDOBYM KAY+KM nos 1420
179 AuTuTena knacca IgM k hominis (Anti hominis IgM) Ci KDOBU Kau no5 715
180 AnTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 19G| C KDOBYM KAY+KT nos5 715
260 AHTUTEna knacca IgA k hominis (Anti hominis IgA) C KDOBU KAY+KN no 6 900
181/82 |AnTtuTena knaccos IgM u IgG k i it C KpoBM KAY+KN nos5 1505
IgM, 19G)
181 AnTuTena knacca IgM k iae (Anti iae 1gM) Ci KDOBU Kay nos 765!
182 AuTUTena knacca IgG k iae (Anti iae 19G) C KDOBU KAY+KN no5 765
1367 AnTuTena knacca IgA k iae (Anti iae 1gA) Ci KDOBU KAY+KT nos5 745
10.42. TpakTa
345YPO [HK B cockobe KNETOK ype Cockob Kon Ao 2 360
TpakTa (L illus spp., DNA, Scrape of Urogenital Epithelial Cells)*
396YPO 1, [HK B cockobe KNETOK ype TpakTa | Cockob Kau Ao 2 370
spp., DNA, Scrape of Urogenital Epithelial Cells)*
397YPO AHK B cockobe KNETOK yporeHuTanbHoro Tpakta | Cockob Kau Ao 2 350
curtisii, DNA, Scrape of Urogenital Epithelial Cells)
380 CrpUHMHT TpaTa. p CipyH. (UROGENITAL Cockob Kavi., Kon. 05 2385
TRACT MICROBIOCENOSIS Screening ( PCR Panel Femoﬂor Screen))
383CT6 | Beisisnexve BosGyauteneit UMMM (7 + KBM), cockob annTenmanbHbIx KieTok Cockob Kay Ao 2 2175
P TpakTa i of Sexually Tr i Infections (STI) Pathogens,
Scrape of Urogenital Epithelial Cells)*
386 TpakTa. cprop 8. (UROGENITAL TRACT | Cocko6 Kau., Kon. no5 2085
MICROBIOCENOSIS (PCR Panel Femoflor 8))
372 TpakTa. cbriop 16. (UROGENITAL TRACT | Cocko6 Kau., Kon. 05 3100

MICROBIOCENOSIS (PCR Panel Femoflor 16))




3020 WHBUO®NOP — Tpakta Cockob Kau., Monykon. n[o3 5215
(INBIOFLOR - Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))
3025 |Beisenenve BosbyauTeneit MMM (4 + KBM): onpeaenerme AHK Chlamydia trachomatis, | Cockob Kau 03 1540
Neisseria Tri vaginalis, italium, [AHK Yenosexa
(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis
DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium
DNA, Human DNA )
3022 i BarnHos (Bacterial Vaginosis, BV) Cockob Kon no3 2065
3026 WHBUO®NOP -y yenosexa (! ¥ CKpUHUHF) | Cockob MKon no3 620
(INBIOFLOR — Urogenital i
3027 nevenmns (L Cockob MKon Ao 3 460
( { Effect itoring of Tr
3028 nevenns (L Cockob MKon Ao 3 460
parvum) (Ui parvum, Effecti itoring of i
3029 neveHns Cockob MKon Ao3 460!
hominis) hominis, Effecti itoring of T
3150YP P TpakTa MyX4nH B cockobe Cockob MKon nos5 3220
o anu KneTok TpakTa -TIME PCR Detection Kit,
the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)
3250YP CrpnH, P 0 TPaKTa MyXUH B Cockob MKon 05 2255
o cockoBe anu KNEToK yp TpaTa (Androflor® Screen REAL-TIME
PCR Detection Kit, the study of men’s urogenital tract microbiocenosis in the epithelial
scrapes from the balanus, urethra)
VNNN-_| Henxsasueas avarHoctuka UMMM no mode Moua no2 2635
3032 WNHBUO®JIOP-3KCMEPT. e Cockob MKon+Kau n[o3 6540
TpakTa.
3033 CrpuH. CKpi Tpakta__ | Cockob MKon+Kau 03 2025
3034 Maken Cockob Kon [o3 6 000
3036 Bvodrop Cockob Kon no3 1435
380(305 | CKpUHUHI TpakTa. cbnop CkpuH. (UROGENITAL Cockob Kon nos5 1150
8) TRACT MICROBIOCENOSIS, (_PCR Panel Femoflor Screen))
10.43.
397YPO 3 AHK B cockobe KNEeTOK ypOreHuTasnsHoro TpakTa | Cockob Kau Ao2 350
curtisii, DNA, Scrape of Urogenital Epithelial Cells)
10.44. O
K -
230 | AuTuTena knacca 19G k (Anti-Opis is felineus I9G) C KDOBM KAY+KT no 3 1170
10.45. OcTpble KMwWeyHble
33111K_| OuTeposupyc!, PHK B kane i RNA, Fecal) Kan Kau no3 815
496NOR |HOPOBWPYC (Norwalk virus) - fAHbBIA CUHAPOM, rerorpynn | |Kan Kay Ao 2 2040
v Il B kane, ummyHoxpomartorpadus (Norwalk virus Gl , GlI, One step rapid
i ic assay, antigen, stool)
33111C (kay.), PHK Cockob Kay [o5 890
10.46. B19
3324CB | B19, HK C KDOBM @4 no 1100
3324PO |: B19, HK Cockob @4 no 1100
3324Cn | B19, HK Crtona @ ao 1100
85219 | AHTuTena k B19,Ig¢ C KDOBM MKon no 1050
85319 _|Axtutena k B19,IgM C KDOBU @y no 1140
10.47. NapoTuT anugemuyeckui
K -
252 | AuTuTena knacca IgG k Bupycy naporuta (Anti-Mumps IgG) C KDOBM KAY+KT no4 1150
253 | Antutena knacca IgM k eupycy naportura (Anti-Mumps IgM) KDOBU Kay no6 1150
10.48. i
3349 Crp Ha n napas1To3os Kan Kay Ao 5 2510
( amebuasa, i MHBa3NM,
wmetonom MLIP, Mp P ing of intestinal i PROTO-
screen assay)
10.49. i BUDYC)
248 AnTuTena knacca IgG k supycy (Anti pil Syncytial |Ci KpOBM MKon Ao 6 1210
Virus (RSV) I9G:
249 AnTuTena knacca IgM k supycy (Anti pil Syncytial |Ci KpOBM MKon Ao 6 1210
Virus (RSV) IgM)
3318 o] " OCTPbIX BUPYCHBIX i Yenoseka Masok; Cockob Kau 1 2480
(OPBMW): PHK pecnnparopHo-cuHUMTUansHoro eupyca (human Respiratory Syncytial virus,
hRSv), (human irus, hMpv), Bupycos naparpunna 1, 2, 3n
4-ro Tunos (human Parainfluenza virus 1-4, hPiv), kopoHasnpycoe (human Coronavirus,
hCov), (human Rhinovirus, hRv), IHK rpynn B, C v E (human
Adenovirus B, C, E, hAdv) n Gokaeupyca (human Bocavirus, hBov) B cockoGe
onu KIIETOK POTOrTIOTKM M HOCOFIOTKN
10.50. Tud chinHon
283 PMrAc Avar i Mposaueka (Rickettsia prowazekii, CbIBOPOTKa KPOBM MNKon Ao 4 530
1HA)
10.51.
463 l Py 3 iAHbIV CUHAPOM, 7 TecT irus Direct Detection |Kan Kau RO2 675
by Latex
10.52. C (Tnd i, napatud,
273 AutuTena k typhi, PMTA typhi Antibodies, IHA) C KDOBM MKon no2 840
288 PArAc gr.A gr.A, IHA) C KpOBU NKon no?2 715
289 PMrAc gr.B gr.B, IHA) C KDOBM MKon no2 505
290 PArAc gr.C gr.C, IHA) C KpOBU NKon [o?2 505
292 PMrAc gr.D gr.D, IHA) C KDOBM MKon no2 505
293 AnTuTEna K gr.E, PNrA gr.E Antibodies, IHA) C KpOBU NKon [o2 505
287 POrAc O O-antigens, IHA) C KDOBU MKon no2 790
457-M | Moces Ha natorenHylo KnweuHyto driopy (Stool Culture (Salmonelia spp., Shigella spp.). Kan; PeKranbHiii Masok Kau 06 1230
Bacteria Identification)
457-A  |Moces Ha y yio coropy, K Kan; PeKTanbHbii Masok Kau 06 1245
(Stool Culture spp., Shigella spp.). Bacteria
Identification and Antibiotic ibility Testing)
457-®  |Moces Ha y iyto coriopy, K Kan; PektanbHblit Masok Kau Ao 6 1780
" (Stool Culture, Salmonella spp., Shigella
spp. Bacteria Identification, Antibiotic ibility and i Efficiency Testing)
10.53.
69 Cucpunuc RPR — aHTukapamronunuHossii TecT (Syphilis RPR (Rapid Plasma Reagins), CbiBopOTKa KPOBM MNKon 1 405
icardiolipin Test)
70 AHTUTEna knaccos IgM v IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum CbiBOpOTKa KPOBM Kau 1 665
IgM, 1gG, Total)
221 AnTuTena knacca IgM k Treponema pallidum_(Anti-Treponema pallidum IgM ) C KpOBU Kay no 6 1215
1206 AnTuTena knacca IgM k Treponema pallidum, MeToAOM TiHra (Antii C KpoBU Kay no7 2790
Treponema pallidum IgM, )
1205 AnTuTena knacca IgG k Treponema pallidum, meToaom TuHra (Anti- C KpOBM Kau Ao7 2790
Treponema pallidum 19G,
346MN3 |Bneanas TpenoHema, onpeaenenne [IHK B cockobe annTennanbHbiX KNEToK KOHBIOHKTUBbI Cockob Kau Ao 2 400
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
346KOXK | BneaHas TpenoHema, onpegenenmne [IHK B cockobe annTennanbHbix KNeTok Koxu Cockob Kau Ao 2 385
(Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)*
346MOM | BnegHas [HK B mose (Treponema pallidum, DNA, Urine)* Moua Kau no2 400
3460T/] | Breanas [HK B (T pallidum, DNA, Otpensiemoe Kay no2 385
Secretion)*
346POT | Bneanas TpenoHema, onpeaenenme [IHK B cockoBe anuTenuansHbIX KNEeTok poTornoTku Cockob Kay no2 400
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
346CB |BreaHan AHK 8 Kkposw (Treponema pallidum, DNA, CblBOpOTKa KPOBM Kay no2 710
Serum)*
346YPO | BneaHas TpenoHema, onpeaeneHue [IHK B cockobe anuTennansHsix KneTok Cockob Kay no2 400
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
10.54. )
468-M  |Moces Ha a a i Maszok; O Hoca; O HocorsoTky; O nasyxu; O Kau no6 900
MP3C) aureus) aureus poTornoTku
aureus — MRSA) Culture. Bacteria Identification)
468-A | lMoces Ha ] ] Masok; O Hoca; O HocornoTku; OT; nasyxu; O Kau Ao 6 980
MP3C) aureus), K POTOrMOTKM
aureus icillin-Resistant

aureus — MRSA) Culture. Bacteria ification and Antibiotic ibility Testing)




468-P  |Moces Ha i 7 i Masok; OT, Hoca; O HocornoTku; OT/ nasyxu; O Kon RO6 2775
MP3C) aureus), K poTornoTkn
cnextpy penap aureus
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, Antibiotic
Enlarged Testing)
468-®  |Moces Ha i 7 i Masok; OT, Hoca; O HocornoTku; OT/ nasyxu; O Kau RO6 1185
MP3C) aureus), poTornoTkn
"
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, Antibiotic
and i Efficiency Testing)
459-1  |Moces Ha i aureus) aureus Otaensiemoe Hoca; OTaensemoe HocornoTki; OTaensemoe nasyxvt; OTAensiemoe Kau o5 890/
Culture. Bacteria Identification) DOTOrNOTKN
459-A  |Moces Ha 7 aureus), THot; 'pyaHoe Morioko; Kan; C b ;T Sceynar; Kau o7 900
uyBCTBU K aureus Culture. Bacteria| Otaensiemoe Hoca; OT/ensemoe HocornoTku; OTaensemoe nasyxy; OTAENsieMoe paHs;
i and Antibiotic Testing) Or ootornoTkm: C abcuecca
459-P  TMoces Ha ] aureus), Hoi; Kan; O Hoca; OT) HocornoTku; O nasyxw; Okceypar; | Kon no7 2775
YyBCTBY K cnekTpy O paHbl; O potornoTku; PektanbHelin Masok; Coaepxumoe abeuecca;
aureus Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing) C il
459-0  |Moces Ha 7 aureus, THoit; MpyaHoe Moroko; Kan; O Hoca; O, HocornoTkm; O Kau o7 1185
uyBCTBM K n naayxu; OT; panei; O porornoTku; C :
aureus Culture. Bacteria Antibiotic ibility and Efficiency | Cq ; T 3 Okcecynar
Testing)
10.55.
876 | Atutena knacca I9G k cTonGHsuH (Anti-Tetanus toxoid I9G) C KDOBM Kon no5 1320
10.56. C: rpynn A v B)
348MK_|C [IHK 8 mokpore (St spp., DNA, Sputum)* Mokpora; CMbiBb! Kau o4 1270
348MN__| Crpentokokk, onpeaenetve JHK 8 nnasme kposm (St spp., DNA, Plasma)* Mnasva kposu Kau no4 870
348POT | C AHK B cockoGe KINETOK poTOrnoTk1 Cockob Kau no4 600
spp., DNA, Scrape of Faucial Epithelial Cells)*
348CIH | C [IHK 8 criioe (St spp.. DNA, Saliva)* Criona Kau o4 600
466 Moces Ha 6 i rpynnel A group A, Koxa; Otaensemoe potornotkn; Coaepxumoe yxa Kay no6 915
(St pyogenes Culture. Bacteria i
466-A | Moces Ha 6 i rpynnel A group A, Koxa; Otaensemoe potornotkn; Coaepxumoe yxa Kay no6 1215
K
(Streptococcus pyogenes Culture. Bacteria and Antibiotic Testing)
287 c pynns! A, Tect (om; poTormoTkn) Group |01 poTornoTk Kau 1 720
A. One Step Rapid Assay)
454-1 |Moces Ha 6 rpynnbl B group B, OTaensiemoe NonoBbIX OpraHoB Kau 06 1020
(Streptococcus agalactiae Culture. Bacteria Identification)
454-A  |Moces Ha 6 7 rpynnbl group B, OTaensiemoe NonoBbIX OpraHoB Kau 06 1270
K
(Streptococcus agalactiae Culture. Bacteria and Antibiotic Testing)
488 C rpynnsi B, " TecT Group B. One Step Rapid OTaensiemoe nonosbx OpraHos Kau 1 1185
ic Assay)
331031 OHK B nnasme kposm (St DNA) MNnasma kposu Kay no3 870
33103C [OHK B criiore (St DNA) Critona Kay no3 870
33103P | MHesmokokk, onpeaenetune [JHK B cockobe anuTenunanbHbIX KIEeToK poTOrnoTKM Cockob Kau no3 870
oT ( i
33103M | MHesMmokokk, onpeaenete JHK 8 mokpore (St: iae, DNA) Moxpota: CMbigb! Kau no3 870
354KO| C: Tpynn! B, NHK agalactiae DNA) 8 cockobe oK Kau 103 640
anu KINETOK KOXM
354MOU | CTpenTokokk rpynnil B, onpenenerme [1HK (St agalactiae DNA) B Moye Moua Kay no3 640
354POT | C rpynnsi B, AHK galactiae DNA) B cockobe Cockob Kau no3 640
anu KIeTOK poTOrnoTKM
354YPO | C rpynnsi B, [OHK galactiae DNA) B cockobe Otpaensiemoe nonosbIx opraHos; Cocko6 Kau no3 640
anu KneTok TpakTa
354MPK | C rpynnsi B, AHK galactiae DNA) B cockobe Cockob Kau no3 640
anu KIIeTOK A NPAMON KULUKW
10.57. CtpoHrunoungos
1372 | AutuTena knacca 19G k Anti- i lis 19G) C KDOBYM Kau no4 1215
10.58. T- 7 BUPYC
1208 | AwtuTena knacca IgG K T-MMc0TPONHOMY BUYCY venoseka Tuna 1 u 2 Tunos (Anti-HTLV- | CeiBopoTka kposm Kau 05 1030
1,219G)
10.59. T (
K -
232 | AuTuTena knacca 19G k Tokcokap (Anti-Toxocara IgG) C KDOBM KAY+KT no3 765
10.60. T (
80 AntuTena knacca IgG k T gondii (Anti-T gondii I9G) C KDOBM Kon 1 670
81 AnTuTena knacca IgM k Te gondii (Anti-Tc gondii IgM) C KpOBU Kay 1 870
1AVTOX! Anti-Toxopl gondii I9G C KDOBM MKon no2 1515
335CB_| T« AHK 8 KkpoBy (T gondii, DNA, Serum)* C KpOBU Kay noS5 710
10.61. T (
K -
233 | Atutena knacca I9G k (Anti-Trichinella IgG) C KDOBY KAY+KT no3 765
10.62. T) (
K -
261 AnTuTena knacca IgG k Trichomonas vagin: richom: vaginalis 19G; C KpOBU KAY+KM no6 900
307MOM | Ty OHK 8 move (Tri vaginalis, DNA, Urine)* Mova Kay no2 385
307CN | Tpuxomonana, onpenenerme [IHK B cekpete npoctarsi, askynate (Trichomonas vaginalis, | CekpeT npocTartsl; dskynat Kad no2 385
DNA, Prostatic Fluid, Semen)*
307YPO | Ty [OHK B cockobe KINeTOoK ypi Cockob Kau A0 2 385
TpakTa (T vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
10.63. T
K -
13210E nyeckoe Ha M. is meTosiom T-SPOT.TB (netvt go 10 Kposb Kau po3 8295
T net) (T-SPOT TB - Interferon-Gamma Release Assays, IGRA (children under 10 years of
age))
1321B3 Wieckoe Ha M. is meTonom T-SPOT.TB (s3pocnbie 1 |Kposb Kau 03 8295
P Aetm ctapwe 10 net) (T-SPOT TB - Interferon-Gamma Release Assays, IGRA (adults and
children of ten and over))
1266 | AuTuTena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis, cymmapHo (Anti- CbIBOpOTKa KPOBH Kad no4 2115
i is IgM, IgA, IgG, Total)
341MK T [IHK 8 Mokpore Mokpora; CMbiBb! Kad no2 915
DNA, Sputum)*
341MHC T AHK s it KpOBU Knetku Kau po2 430
DNA, Menstrual Blood)*
341MO4 T AHK B Move DNA, |Moua Kau po2 430
Urine)*
341CB T IHK s Kposm C Kposu Kau 02 620
DNA, Serum)*
1547 IgM (Brucella, IgM) C KpOBU Kay [o9 725
1548 19G (Brucella, IgG) C KDOBU KAY+KN no9 725
1598TB HOCTWKa é i TecT, TB-Feron IGRA) | Kposb Kon no3 5765
1546 IgA (Brucella, IgA) Ci KpOBY Kau 09 590
10.64. )
KM -
264 AnTuTena knacca 19G K | (Anti-U icum 19G) C KDOBU KAY+KTT 06 900
265 AntuTena knacca IgA k L (Anti-L { I9A) Ci KDOBU KAY+KT no6 900!
303MOM | Ypeannaama (Ureaplasma urealyticum) (6uosap T-960), onpeaenexue AHK B Moue Mova MKon Ao 2 385
(L (T-960), DNA, Urine)*
303YPO | Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpenenexve AHK 8 cockobe Cockob MKon Ao 2 385
onu KNEToK yp TpakTa (L icum (T-960), DNA,
Scrape of Urogenital Epithelial Cells)*
342MOM4 (Ureapl parvum), JHK B move (L parvum, DNA,  |Moua MNKon no2 385
Urine)*
342YPO (Ureapl parvum), JHK B cockobe anuTenuanbHbIx knetok | Cockob MNKon no2 385
TpakTa (L parvum, DNA, Scrape of Urogenital Epithelial Cells)*
343MOM4 (Ureapl + parvum), [HK B Moye Moua MNKon no2 465
(Ui icum + L parvum, DNA, Urine)*
343YPO (Ureapl i + parvum), [HK B cockobe | Cockob MNKon no2 385
ann KneTok TpakTa (L i + Ureapl
parvum, DNA, Scrape of Urogenital Epithelial Cells)*
10.65.
KM -
133 AuTUTena knacca IgG k + pylori (Anti-| pylori IgG) C KDOBU Kau 1 720
176 AntuTena knacca IgM k b pylori (Anti pylori IgM) Ci KDOBU Kon nos5 1080
177 AuTUTena knacca IgA k + pylori (Anti-t pylori IgA) C KDOBU KAY+KN no5 1125
258 AnTuTena knacca IgG K t pylori, MeToaoM TuHra (Anti- | C KpoBM Kay no7 4370
L pylori IgG. )




(Gram Stain. Bacterioscopic Examination of Smear)

Copepxvmoe nonoctn matku; CycTaBHas XnakocTe; TpaHccyaar; dkceyaar; dskynsT;

o porornotku; O ypetpbl (keH.); M. KUAKOCTb;
MpombiBHbIE BoAbI GpoHxos; CekpeT npocTarsl; Ce ;
acnmpar; O Hoca; O HocornoTku; OT/ nasyxu; O

NonoBbIx OpraHos: O PaHbl

259 AnTuTena knacca IgA k Heli pylori meTonom Tunra (Anti- | CbiBopoTKa KpoB# Kau o7 4370
Helicobacter pylori IgA,
1303HE [ 1303HEL “(‘rypeaaubwl AbixatensHbii Tect (C-YAT, 13C-Urea Breath test, UBT). MPOBbI BbIALIXAEMOTO BO3AYXa MKon 06 2725
L pylori
10.66. X W
KM -
105 AnTuTena knacca IgA k Chlam CbIBODOTKA KDOBU KAY+KM no3 820
106 AnTuTena knacca IgG k Chlamydia trachomatis (Anti 1y is 19G) KDOBYM KAY+K no3 840
105/6 | Awtutena knaccos IgA u 1gG « Chiamydia trachomatis, pasaensHo (Anti-Chlamydia ChIBOPOTKA KPOBM KAY+KN 03 1655
IgA, 1gG)
188 AntuTena knacca IgM k Chlamydia is (Anti-Chlamydia IgM) CbIBODOTKA KDOBU Kau no5 785
1495 AnTuTena knacca IgG k Genky Tennosoro woka (BTLU) Chlamydia trachomatis (Anti-cHSP60 | CbiBopoTka kposu KAY+KM A0S 840
9G)
301rn3 (Chlamydia it AHK 8 cockoSe anuTenuansHbix knetok | Cockob Kay no2 385
KOHBIOHKTVBB! (Chlamydia is, DNA, Scrape of Ct iva Epithelial Cells )*
301MOM (Chlamydia it HK 8 moye (Chlamydia trachomatis, Moya Kay no2 385
DNA, Urine)*
301MPK (Chlamydia HK B cockoBe anuTenuanbHbix knetok | Cockob Kay no2 385
it npsimoit kuwky (Chlamydia is, DNA, Scrape of Rectal Epithelial Cells)*
301POT (Chlamydia HK B cockoBe anuTenuanbHbix knetok | Cockob Kay no2 385
porornotku (Chlamydia is, DNA, Scrape of Faucial Epithelial Cells)”
301YPO (Chlamydia it HK B cockoBe anuTenuanbHbix knetok | Cockob Kay no2 385
yporeHuTansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial
Cells)*
183 Anutena knacca IgA k Cl i iae (Anti-Cl i iae IgA) | CbiBODOTKA KDOBY KAU+KI 05 900
184 AntuTena knacca IgM k Cl I iae (Anti-Cl i iae IgM) | C KDOBU Kay [os 775!
185 Anutena knacca IgG K CI i iae (Anti-Cl i iae 19G ) | CbiBODOTKA KDOBY KAU+KIT 05 775
349MK (Chlamydia i JIHK B mokpote (Chlamydophila Moxkpota; CMbiBbI no3 1260
DNA, Sputum)*
349NN (Chlamydia i [IHK B nnasme kposw (Chlamydophila Mna3sma kposu Kay no3 870
DNA, Plasma)*
349P0T (Chlamydia i [IHK B cockobe annTenuaneHbix knetok | Cockob Kay no3 810
porornotku (C i iae, DNA, Scrape of Faucial Epithelial Cells)”
349CNH (Chlamydia i [IHK B cntore (Chlamydophila CnioHa Kay no3 810
DNA, Saliva)*
1379 AHTUTena knacca IgG k rnasHomy GenKy Hapy»XHON MeMﬁpaHl:l MOMP u AnTuTena knacca | CblBOpOTKa KpOBK KAY+KN nos5 625
19G Pgp3 i 6enok) Chlamydia trachomatis
10.67. BUPYC repneca Yenoseka 5 Tuna LMB)
82 AnTuTena knacca 19G K (Anti-CMV IgG) ChIBODOTKA KDOBH Kon 1 680
83 AnTuTena knacca IgM k uuTow (Anti-CMV IgM) C KDOBU Kay 1 820!
2AVCM Anti-CMV IgG C KDOBM MKon no2 1695
310rN3 |Uutomeranosupyc, onpeaeneqne IHK B cockobe anuTennanbHbIX KNeToK KOHbIOHKTUBI Cockob Kau no2 385
(CMV DNA, Scrape of Conj iva Epithelial Cells )*
310KOX | iuTomeranosupyc, onpeaenexue IHK B cockobe anuTennanbHbix knetok koxu (CMV DNA, | Cocko6 Kau no2 385
Scrape of Skin Epithelial Cells)*
310MOM | L OHK B Moye (CMV DNA, Urine)* Mova Kay no2 385
310HOC | Liutomeranosupyc, onpenenerivie IHK B CockoBe anMTemnManHbix KETOK CRUANCTOM HOCa | Cockob Kau 02 385
(CMV DNA, Scrape of Nasal Epithelial Cells)*
310POT | Liutomeranosupyc, onpenenerivie AHK B Cockobe anvTenmanHbix KeTok potornorkn (CMV | Cockob Kau 02 385
DNA, Scrape of Faucial Epithelial Cells)*
310CB |L OHK s Kposy (CMV DNA, CuiBopoTKa KpoBM Kau o2 680
Serum)*
310CIH |1 [AHK 8 cnioHe (CMV DNA, Saliva)* Critona Kay no2 385
310YPO |Uutomeranosupyc, onpeaenexne IHK B cockobe KNeToK Cockob Kau no2 385
TpakTa (CMV DNA, Scrape of Urogenital Epithelial Cells)*
3156 L IHK (C: irus, DNA) B ChIBOPOTKa KPOBH Kon o4 550,
KpoBM
10.69. Bapp BUpYC repneca 4 tvna (BUpyc dnwTeiHa-
Bapp)
K -
351MOM | Bupyc 3nweiina-bapp, onpenenenxve [HK B moye (EBV DNA, Urine)* Movua Kay no2 385
351HOC | Bupyc OnwrteitHa-Bapp, onpeaenenue [IHK B cockobe anuTenuanbHbIX KNeTok CMsucTomn Cockob Kau no2 385
Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*
351POT |Bupyc OnwrteitHa-Bapp, onpeaenenne [IHK B cockobe anuTenmanbHblx Knetok potornotku | Cockob Kau no2 385
(EBV DNA, Scraoe of Faucial Epithelial Cells)*
351CB  |Bupyc PP, AHK B kpoeu (EBV DNA, CbIBOPOTKa KPOBM Kau no2 680
Serum)*
351CIH | Bupyc Onweiita-bapp, onpeaeneqve AHK e cnioqe (EBV DNA, Saliva)* Crtona Kau no2 385
351YPO | Bupyc Anwreiira-Bapp, onpenenetue [IHK B Cockobe anuTenuanbHeIX KNeTok Cockob Kau 02 385
Tpakta (EBV DNA, Scrape of Urogenital Epithelial Cells)*
186 ArTWTena knacca IgM K KancuaHoMy aHTUreHy Bupyca dnuiTeina-Bapp (Anti-EBV Viral CuiBopoTKa KpoBM Kau o3 805
Capsid Antigens (VCA) IgM )
187 ArTuTena knacca IgG K aHTUreny Bupyca ima-Bapp (BB NA IgG, CuiBopoTKa KpoBH Kon o3 840
Epstein-Barr Virus Nuclear Antigen IgG, EBNA 1gG)
255 AuTuTena knacca IgG k paHHeMy aHTureHy Bupyca SnwTeita-Bapp (Anti-EBV Early Antigen | CbisopoTka kposvt Kad no3 990
(EA) 19G )
275 AuTuTena knacca IgG K KancuaHoMy aHTureHy Bupyca dnTeiiia-bapp (Anti-EBV Viral ChIBOpOTKa KPOBH Kad no3 1125
Capsid Antigens (VCA) 19G )
3511 |Bupyc PP, IHK 8 kposu (EBV DNA, | Cuisoporka kposi Kon no2 620
Serum)*
1630 O WHpekca MMMYyHoOF knacca G k Ci KpOBM Whpekc no9 1145
VCA supyca dnwreiiHa-bapp 8 KPOBM. 8%
10.70.
K -
229 | AuTuTena knacca I9G k (Ant- i 19G) C KpOBU KAY+KMN no3 1215
10.71. nanouka,
485 Ha iyto nasn ichia coli 0157:H7, iiHbIA | Kan Kay Ao 2 1965
CUHAPOM, aHTUreHHbIA recr (Eschenchla coli 0157:H7. One Step Rapid
Assay)
458-A  |Moces Ha y nanmky ichia coli 0157:H7, Kan Kau Ao 6 1270
YyBCTBN ichia coli 0157:H7 Culture.
Bacteria Idenllflcallon and Antibiotic ibility Testing)
458-®  |Moces Ha YIO NarnouKy ichia coli 0157:H7, Kan Kay Ao 6 1545
4yBCTBM n ichia coli
0157:H7 Culture. Bac(eﬂa ification, Antibiotic ibility and i Efficiency
Testing)
10.72. OBble
3388 . B reHoB. Kr 1 GeTa-nakTaMmHbIM Mokpota; Moya; Cmbisbl; Cockob MKon+Onc Ro7 2490
y Gakrepui
3389 |BakCrpunYTM. B wetogom NUP 8 Mova; OTAENsemMoe BEpXHUX AbIXaTeNbHbIX MyTeit; COCKob MKon+Onc o6 6390
PeXHME peaHOr BDeMeHM
10.73. pocta
1304CU 7  TeCT C NaKTYr030it, AMArHOCTUK PG BbIALIXAEMOTO BO3AYXa Kau+Onc o4 2990
BP 6! pocta (CUEBP) (| Breath Test with lactulose,
of SIBO)
10.74.
3380 Spnuxus, onpeaenenne AHK B uenbHoit kposu (Ehrlichia is, DNA) Kposb Kau no3 790
11. MUKPOBWMONOrMYECKME UCCNEQOBAHWA: HECMELIM®UYECKUE BOCMANUTENBHBIE
3ABC PA; NOKANU3ALIMIA
*B cnyyanx ny ",y " B HU3KOM TUTpe ($10*4
KOe/Tamn., M., FPaM.) U1 He NMEIoLLeit ANArHOCTUHECKOTO 3HaUeHNs! hroph, onpeaeneHmne
K n He y Ao 16
NET rMHEKONOrMYeckme aHanu3s! 6epyTCs TONLKO B NPUCYTCTBUM poavTenei. MeloTcs orpaHuyeHns no
B3ATUIO BUAOB B pervoHax. ¥ nrey
oduca
1.1, nyeckme
*[ns TecToB. *, (MUK).
MUKTC || (MWK) 190!
456 ka (Stool Culture) Kan Kon 00 10 1830
456- 3 K (Stool Kan Kon Ao 10 1990
Culture. Intestinal Bacterial O Efficiency Testing)
447 Ha 61oLIeHo3 OTzenseMoe MonoBbIX OpraHoB. MNKon no7 2195
" (c 7]
okpaLuieHHoro no Mpamy) (Vaginal Bi i i and
Testing (Gram Stain. of Smean)*
445 Maska, no Mpamy KupKocTb; MHoit; Nukeop; Masok; Mokpota; Copepxumoe uHdnnbTpaTa; Kay Ao 3 590




440 Moces Ha [3 Movia; O 110MI0BLIX OPraHoB; Cekper NpocTaTsl; CoRepkMMOoe nonocTh Matki; | MKon 05 1185
(Mycoplasma hominis Culture. Bacteria and Antibiotic Testing)* Bskynat
444 Moces Ha Moua; O nonoesix opraHos; CekpeT npocTatbl; Coaepk1moe NonocTi mMatku; MKon nos5 1050
(Ureaplasma spp. Culture. Bacteria Identification and Amlblmlc Susceptibility Testing)* DsAkynat
440/444 |TNoces Ha n Movia; O 110rI0BLIX OpraHoB; CekpeT NpoCTaTsl; CoRepkMMoe nonocTn Matki; | MKon 05 2100
npenaparam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Baz:tena Identification | 3skynsT
and Antibiotic Testing)*
452 Moces Ha *nakocTb; MHoi; Jukeop; OTaensemoe nonosbix opraHos; OTaensemoe Kay po 10 1965
npenapatam (Anaerobic Culture. Bacteria and Antibiotic Testing) path TpaHccynat; dkceyaar; dakynsT; I'Ineepanbl-«aﬂ KnakocTe; Cekper npocTatl;
abeuecca; Ce ; C nonocTy Marku;
(‘ /CTaBHAR KMIKOCTE
474-A |Moces paHesoro or; W TKaHe#t Ha | Thon; Maso; Ornensiewoe wa upypruseckoro apenaxa; Otaensenoe patts; Conepxmos |MKon 06 1020
( pirate/Tissue Culture. Bacteria ; C unbTpara; Sccynar
and Antibiotic Testing)*
474-P | Toces paHeBoro W TKaHei Ha K | FHoit; Ma3ok; O m Xupyprudeckoro ApeHaxa; Otaensiemoe parbl; Copepxumoe | Kon no6 2775
cnekTpy (' pirate/Tissue Culture. ; Ce ; T Okecynar
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*
474-® |Moces paHesoro or; W TKaHe#t Ha « | o Masor; Otaensevioe s xnpyprnseckoro apeaxa; Otaensenos pa; Conepnvioe |TKon 06 1185
n ( pirate/Tissue Culture. [ unbTpara; Okecynar
Bacteria Antibiotic ibility and Efficiency Testing)*
467-A | Moces oT aepxnwx nyTen Ha Masok; O Hoca; O HocornoTku; O nasyxu; O MNKon no6 1100
YyBCTBU' (oaHa (Upper Respiratory | poTornotku
Cul(ure Bacteria Idennflcatlon and Antibiotic Testing)*
267-P Bepx Masox; OT, Hoca; O HocornoTku; OT, nasyxu; OT, Kon o6 2715
uyacmw K cnexTpy (Upper poTornoTkn
Respiratory Culture. Bacteria Antibiotic Enlarged Testing)*
467-® | Moces oT BEPXHUX nyTen Ha Masok; O Hoca; O HocornoTku; O nasyxu; O MNKon no6 1195
YyBCTBU' K n (Upper Respiratory POTOrNOTKUA
Culture. Bacteria Antibiotic ibility and Efficiency Testing)*
441-A  |Toces Moy Ha K M Mova Kon no6 1060
(Urine Culture. Bacteria Identification and Antibiotic Testing)*
441-P  |Toces Moum Ha cnextpy | Mova Kon 06 2670
aHTUMUKPOBHLIX npenapatos (Urine Culture. Bacteria Idenllfcallun Antibiotic Susceptibilty,
Enlarged Testing)*
441-0  |Moces Moun Ha K Moua Kon Ao6 1195
npenapatam n Gakrepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility
and Bacteriophage Efficiency Testing)*
465-A  |Moces rnas Ha K Ortaensemoe rnasa MKon Ao6 1415
aHTUMMKPOBHIM Npenapatam (Eye Culture. Bacteria and Antibiotic
Testing)*
465-P | Moces ot rnas Ha K O rnasa Kon AO6 3210
cnekTpy (Eye Culture. Bacteria Identification,
Antibiotic Enlarged Testing)*
465-®  |lMoces rnas Ha K Ortaensemoe rnasa MKon Ao6 1670
" (Eye Culture. Bacteria Identification,
Antibiotic and Efficiency Testing)*
446-A  |Moces Ha Mukpodriopy omenﬁemom HOHOEEIX opraHoB, K O nonosbIx opraHos; CekpeT npocTarsl; Coaepxumoe nonocth matku; Askynat |MKon Ao 6 1360
y Tract Culture. Bacteria Identification and
Antibiotic Testing)*
446-P | Toces OTAENSIeMOro NOMoBbIX OPraHoB Ha x |O NONOBBLIX OpraHoB; CekpeT NpocTaTbl; ConepkyvMoe NonocTi MaTki; Cockob; | Kon 06 3090
cnextpy y Tract Culture. Bacteria | skynst
Identiication, Antibiotic Susceptibility, Enlarged Testing)*
446-®  |Moces 0TAENAEMOro NOMOBbIX OPraHoB Ha O nonosbIx opraHos; CekpeT npocTarsl; Coaep)umoe nonocth matku; Askynat |MKon Ao 6 1610
n itourinary Tract Culture. Bacteria
Antibiotic ibility and Efficiency Testing)*
473-A  |Moces yuen Ha K Ci yxa MKon Ao6 1415
aHTUMMKPOBHBIM Npenapatam (Ear Culture. Bacteria and Antibiotic
Testing)*
473-P |Moces ot yuweit Ha 3 Ci yxa Kon 06 3210
cnekTpy (Ear Culture. Bacteria Identification,
Antibiotic Enlarged Ttesting)*
473-® |Moces yweit Ha [3 Conepxumoe yxa MKon 06 1665
n (Ear Culture. Bacteria Identification,
Antibiotic ibility and Efficiency Testing)*
477-A | MNoces K KnakocTe; fkeop; MnespanbHas XnakocTb; Coaepxumoe Kon Ao 6 1130
aHTUMMKPOGHLIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic TPaXeoCTOMUYECKOI/MHTYBaLMOHHON TPYGKW; CycTaBHas XMAKOCTL:
Testing)
477-P  |Moces Ha Tuksop; M. KUIKOCTb; Ce i, i Kon Ao6 2825
cnexTpy patos (Punctate Fluid Culture. Bactena Tpy6ku; CycTaBHas XuaKocTs
Identification, Antibiotic Enlarued Testing)*
472-A | Moces MOKPOTbI U CMbIBOB Ha Moxpora; + i acnmpar; MM} B0AbI GpoHXxoB MNKon Ao 6 1425
4yBCTBU n i maska (Sputum and
Tracheobronchial washlngs Culture. Bacteria and Antibiotic
Testing,
472-P |Toces MOKpOTb! 1 CMbIBOB Ha Mokpora; i acnupar; M| BOAbI GPOHX0B. Kon o6 3205
uyBCTBI K cnexTpy [ 7
Maska (Sputum and Tracheobronchlal washings Culture. Bacteria Identification, Antibiotic
Enlarged Testing,
481 JiHbII CUHAPOM, i TeCT (/ One Step  |Kan Kau Ao 2 1270
Rapid Assay)
484 nunopw (F pylori), i Tect (F pylori. One Step |Kan Kau Ao 2 1205
Rapid ic Assay)
438-A | TMoces kposwn 1 " Ha *nakocTe; Kposb; Jukeop; MnespanbHas xnakocTs; CycTasHas xuakocTs | Kau Ao 12 1460
4yBCTBU K (Blood Culture, Biofluids Culture. Bacteria
i and Antibiotic Testing)
202 ep, /HBIA CUHAPOM, anTurena B Kare, Kan Kad 02 1260
pachus (C spp., One step rapid immunochromotographic
assay, antigen, stool)
403 loHopes, aHTureHa, pachusi test, One |O nonoBbIx opraHos; OTaensiemMoe poTornoTku; MyHKUNOHHAS KUAKOCTb; Kau Ao3 1300
step rapid it ic assay) PexTanbHblit Masok
405 TNernoHenna, BbISBNEHNE aHTUreHa B MoYe, (Legionella Mova Kay Ao 3 1755
One step rapid i ic assay, antigen, urinae)
408 MHEBMOKOKK, BbISIBNIEHNE aHTUreHa B MoYe, Moua Kau Ao3 1755
One step rapid i ic assay, antigen, urinae)
409 OHTEpoBUpYC, BbiABNEHNE anmrena B Kane, ummyHoxpomatorpacms (Enterovirus, One step |Kan Kau Ao 2 1320
rapid assay, antigen, stool)
411 Bupyc (PC- aHTUreHa, Masok; CMbiBbI Kau Ao 2 1130
VIMMyHOXPOMaTOFPaq)Mﬂ (Respiratory Syncytial Virus, RSV, One step rapid
assay, antigen)
3441-0 MO4U Ha c 4yBCTBU K Movua Kau+zakn no4 1805
n (Fast urine culture, antibiotic &
bacteriophagy testing)
D441-A MO4U Ha YyBCTBU K Mova Kay+3aakn no4 1675
(Fast urine culture & AST)
446MWK | Moces 0TAENAEMOro NONOBbIX OPraHoB Ha c O nonoBbIx opraHos; CekpeT npocTatkl; Coaepxvmoe nonoctn matku; CockoB; | Kon no7 1690
K cnexTpy n WHT Bskynsat
477TMUK | Noces Ha c K Tuksop; M. KuAKoCTb; Ce i, i Kon RO 8 1190
cnextpy " TPyGKu; CyCTaBHast XUAKOCTL
474MWK | Moces PaHbl Ha c K Hoit; Masok; Otaensemoe 13 xwpypmqecxoro ApeHaxa; OTaensemoe paHbl; Conepxvmoe | Kon Ao 8 1490
cnekTpy penap: " ; Co i para; Bkecynar
467MWK | Moces oTaensieMoro BEpXHNX fibIxaTenbHblii nyTeii Ha Mukpodnopy ¢ onpenenewem Masok; O Hoca; O HocornoTku; O nagyxu; O Kon no7 1590
uyBCTBM K cnexTpy pororsoTkn
WHr
441MUK | Moces moun Ha c K cnekTpy |Moya Kon po7 1390
n VHr
473MUK | Moces 13 yxa Ha c K Ci yxa Kon Ao7 1490
cnextpy penaparos n
12 WMMYHONOrMYECKWUE UCCNEQOBAHUSA
3aka3 TecToB
12.1. nyeckme
192 n4eckoe ( Survey Kposb: Ci KDOBYM Kon no9 15 420
191 n4eckoe KPUHUHIOE Survey, Kposb: Ci KDOBM Kon no5 9 390
1310 i (Phagocytic Activity of L ytes) Kposb Kon no3 1150
4192 - CD3, CD4, CD8, CD19, Kposb Kon Ao 3 4900

CD16, CD56 (L CD3, CD4, CD8, CD19, CD16, CD56)




4193 CD4+ T- % un (T- pul, CD4+ T-cells, Percent and | Kposb. Kon o2 1765
Absolute)
4194 -nmcouTel, % U (CD19+ B-cells, Percentand | Kposb Kon 02 1765
Absolute)
1311 | AKTuBupoBaHHbie numcbouTel (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: | Kposs Kon 03 1715
CD3+HLA-DR+, CD3-HLA DR+)*
1312 Ci K (L Activation Ability) Koosb Kon no9 4900
1235 |L (LK) obluve (Circulating Immune Complexes ChIBOPOTKa KPOBH Kon 05 1590
(CIC) Total)
12.2. obwue
45 VimmyHors Kknacca A in A, IgA) C KDOBYM Kon 1 435
46 VimmyHor, Knacca M in M, IgM) CbIBODOTKa KDOBY Kon 1 435
47 VMmyHor; Kknacca G in G, 19G) KDOBM Kon 1 435
67 VMMyHOr 0By nuHb! Kniacca E (06uuui IGE, ummyHornobynin E obuii) (Immunoglobulin E | Ceisoporka kposu Kon 1 765
Total, IgE Total)
4048 | mmyHor, G 19G1, 1gG2, IgG3, 19G4) ChiBODOTKA KDOBM Kon 06 13 860
12.3. C Genku
948 [ 7 i Genok ( il Cationic Protein, ECP) Ci KDOBU Kon 1 1090
6048 | Q03MHOUNBHBI KaTMOHHBI Benok, ImmunoCAP® (Eosinophil Cationic Protein, ChiBopoTKa KpOBH Kon 05 2515
ImmunoCAP® ECP)
12.4.
193 cncTembl C3, C4 (C C3, C4) CbIBODOTKA KDOBM Kon no 2 1195
1315C3 |C3 CUCTEMbI (C C C3) KDOBM Kon no2 600
1316C4 |C4 cucTemsl (C C ) CbIBODOTKA KDOBM Kon no 2 600
1534 Cuctema . OLeHKa i (CHS50) (F i ity Test of |C KpoBM Kon nos5 1665
C (CH50))
836 WHrubuTop C1+ (C1-Esterase Inhibitor, C1-INH) Mnasva kposu Kon [os 2445
850 WHrnéuTop C1-acTepasl (C1-Esterase Inhibitor, ion; C1-INH) MNnasma kposu Kon o 6 3140
12.5. 1
210 1B (MN-1B) in 1 Beta, IL-1) C KDOBM Kon no 6 2385
211 i 6 (1N-6) in 6, IL-6) CbIBODOTKA KDOBM Kon no5 2385
212 7 8 (UN-8) in 8, IL-8) C KDOBY! Kon no6 2385
213 i 10 (MN-10) (Interleukin 10, IL-10 CbIBODOTKA KDOBM Kon no 6 2385
PakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-a, Cachectin) KDOBY Kon [os5 2385
13. UHTEP®EPOHOBbIV CTATYC
13.1. i cTatyc
1043 | craryca (Study of Interferon Status) Kposb Kon 1010 6 850
13.2. # cratyc (4 c K
* TecTbl c Tectom Ne 1043
1044 \Murapou (Ingaron) Kpose. Kay 1010 2790
1047 __|Peacbepon Kposb, Kau 10 10 2790
13.3. # cratyc (4 c K
* TecTbl B c Tectom Ne 1043
1050 AMUKCUH (Amixin) DOBb. a4 0 2790
1051 arouen (Kagocel) POBb. @4 [0 2790
1052 Heosup (Neovir) DOBb. a4 0 2790
1054 (C POBb. @4 [0 2790
13.4. # cratyc (4 c K
* TecTbl c Tectom Ne 1043
1055 ’anaam (Galavit) POBb. @4 [0 2790
1064 POBb. on [o 2790
1057 MmyHan (| I DoBb @ o 2790
1058 yHO: POBb. @y [o 2790
1059 DOBb. @4 [0 2790
1066 I POBb. @y [o 2790
1060 TNukonup (Licopid) DOBb. @4 [0 2790
1148 Nanasup (Panavir) DOBb. a4 0 2790
1061 n i POBb. @4 [0 2790
1062 TakTvenH (T: POBb. @y [o 2790
1063 TumoreH (Thymogen) POBb. @4 [0 2790
14. ANATHOCTUKA AYTOUMMYHHbIX 3AEOJIEBAHUN
14.1. Ci " TKaHU
125 AHTUsIAEpHbIE aHTUTENa (A$|A CKpUHUHT (Anti-Nucl Ci KpoBu Kau no2 1380
Antibodies, ANA,
126 AnTuTena knacca IgG k i HaTueHoM [IHK -AcOHK IgG, antn-AHK) CbIBOPOTKA KPOBM Kon Ao 2 1020
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA I9G)
1267 i cpaktop (ANA IIFT, HEp-2) C KDOBM MKon no7 1515
1586AD |AnTtuTena k acHK 8 kposu, i TecT ¢ C KpoBu MNKon po7 1400
N cy6erpara Crithidia luciliae, I9G, METOAOM HenpsiMoit uMMyHodbioopectieHLm (Crithidia
luciliae indirect test (CLIFT))
1588 AntuTena k numcoumTam, knacca I9G C KDOBU MKon no6 1820
825 AuTuTena knacca IgG K akcTpar anTureny (3HA) C KpoBU Kad no2 1655
Nuclear Antigen, ENA, Anti-Ril i ibodies, Anti-RNP)
826 Marens aHTuTen Npun ( onucaHue aHTUTEN k| CbiBOPOTKa KPOBY Kad o7 3245
aHTurenam Scl-70, CENP-A, CENP-B, RP11, RP155, dimbpunnapun, NOR90, Th/To, PM-
Sc100, PM-Scl75, Ku, PDGFR, Ro-52), uMmyHoGrior (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, @MGpMnanMH NORS0,
Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52,
827 awTuTena Sm, RNP/Sm, SS-A (60 Klla), SS-A (52 Klja), SS-B, | CbizopoTka Kpos# Kau o7 4405
Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1
aHTUreHy), MMMyHOBNOT (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Sci-
70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,
956 AuTuTena knacca IgG k ckpuHuHT (Anti-Nucl C KpoBU Kon £0 10 1655
Antibodies, ANA, 19G, i
4059 CKpPUHUMHT GonesHei i TkaHm (AT k OHA, i chaktop (AH®)) | Ci KpOBU MNKon+Kay no7 2705
4060 CucTemHas KpacHasi BON4aHKa, (AT k AT k C KpoBU Monykon. n Kon. Ao 17 5070
IgG; AT k IgM; aHTMHyKneapHbili daktop (AH®))
4061 AvdhdepeHunanbHas anarHoctuka CKB 1 apyrinx p (AT k C KpoBU Monykon. n Kon. Ao 10 2705
i dpakTop (AH®))
4069 | Mpodpvnb «CucTemHas kpacHas Bonvakka (CKB), acAHK |C KpoBU Kon o2 2110
IgG, C3, C4 bl (Systemic lupus (SLE) profile,
activity i ti-double-stranded DNA 19G, C3 and C4
1215 | AutuTena « unTonnaamaTueckm anturenam SS-A (Ro) ((SS-A (52¢[1a)/ SS-A (60 klla), | Ceiopotka kposu Kon 03 1415
19G (Anti —SS-A, 1gG_(Anti-SS-A-52 and anti-SS-A-60
1216 | AHTUTena K K UMTONNA3MaTUIeCKkVM aHTUreHam SS-A (52«fa), IgG (Anti-SS-A-52 CbIBOpOTKa KPOBH Kon no3 1415
19G)
1217 antuTena CENT-B, IgG (Anti-Centromere B autoan(nbodles |QC_5) C KpOBU Kon n[o3 1415
1218 AHTUTENa K KCTpar oMy aHTureHy Sm, IgG (Anti-Sm C KDOBM Kon [o3 1415
1219 AHTUTENA K 3KCTParupyeMbIM sifepHbIM aHTureHa RNP/Sm, IgG (Anti-RNP/Sm ChblBOpOTKa KPOBM Kon no3 1415
9G)
1220 |Awurena K mcTonam (Histone), IgG (Anti-Histone autoantibodies, I9G) Ci KDOBU Kon Ro3 1415
1221 AuTuTEna K MU (AMA-M2), IgG (Anti-AMA-M2 C KDOBM Kon no3 2175
1224 AHTUTENa K uMTONNa3MaTiiyeckum aHtureHam SS-A (60k[a), IgG (Anti-SS-A-60 CblBOpOTKa KPOBM Kon no3 1415
19G)
1225 AHTUTENa K Uy y aHTureHy Jo-1, I9G (Anti-Jo-1 ibodies, 19G) C KDOBM Kon no3 1415
1226 AHTUTENa K uMTONNasMaT4eckum aHtureHam SS-B (La), IgG ti- B ibodi C KpOBM Kon Ao 3 1415
19G)
1228 AntuTena k anturery Scl-70, I9G (Anti-Scl-70 autoantibodies, IgG! C KDOBM Kon no3 1415
1229 AnTuTena k pubocomansHomy Genky P (Rib-P), I9G (Anti-Rib-} P ibodies, 19G) C KDOBM Kon no3d 1415
1232 anTTena RNP-70 (Anti-RNP-70 i C KDOBM no3 1480
14.2. i CUHAPOM
137/138 | AnTtuTena knaccos IgM u IgG k (Anti-P lipi ibodies, APA, IgM, CblBOpOTKA KPOBM Kon nos5 1230
1gG)
966/74 | Antutena knaccos IgG v IgM k (Anti-P i ine, 19G, 1gM) Ci KDOBU Kon no6 2455
967 AutuTena knaccos IgA, IgM, IgG k kapavonunuHy, ckpunmHr (Cardiolipin Antibodies IgA, IgM, | CbisopoTka kposn Kon Ao 5 1665
19G, aCL,
968 AntuTena knacca IgA k i iolipin IgA, aCL IgA) C KDOBM Kon 0o 6 1420
969 AnTUTena knacca IgG K kapavonunnHy. Antlcardlollgln 19G, aCL IgG C KDOBY Kon nos 1345
997 AutuTena knacca IgM k IgM, aCL IgM) C KDOBM Kon no5 1435
1284 AnTUTena knaccos IgG, IgA, IgM k ﬁe'ra-2-- 1, - C KpoBM Kon noS 1500
1 Antibodies, anti-32-GP1, 19G, IgA, IgM, Total)
1340 AnTuTEna knaccos IgG n IgM K Ci KPOBM Kon no8 1615
(Anti-F i in Antibodies, Anti-PS/PT, IgG, IgM, Total)
1341 AHTuTEna knacca IgG k V (Annexin V Antibodies, aAnV, I9G) C KDOBM Kon 8010 1615
1342 AuTUTena knacca IgM k V (Annexin V Antibodies, aAnV, IgM) Ci KDOBM Kon no 10 1605




1378 | Manens aHTchocdonunuaHbix aHTuten, IgG, IgM METORoM AOT-MMMyHoaHanua, ChiBopoTKa KpoBH Kau o7 9945
7 TecT B kpoBu (Anti- lipi ibodies Panel)
4062 |ATk 19G, IgM CHIBODOTIA KDOBM Kon 1010 2365
4063 op! (AHO®, AT k 1gG, |C KpoBM Monykon., Kon. no 14 3650
1gM)
4064 i CUHAPOM, P PHY P (AH®; ATk |Ci KpoBu Monykon., Kon. no 14 4925
19G, IgM; AT k Gera-2-r 1)
1666 AT k. IgA C KDOBU Kon [os 1120
1667AP |AT k 19G CbIBODOTKA KDOBY Kon 05 1120
1668AP_|AT k IgM C KDOBM Kon no5 1120
1669 ATk CKPUHUHT CbIBODOTKA KDOBY Kon 105 1490
1670 AnTuTena k Geta2r 19G C KDOBM Kon [os5 1430
1671AB | AHTutena k 6etazr IgM CbIBODOTKA KDOBY Kon 05 1430
1672 AnTuTena k Geta2r IgA KDOBU Kon [os 1260
1340AF | Artutena k 19G, IgM, IgA__| CbIBODOTKa KDOBU Kon 106 1590
4064NE i cuHapom, Kputepun i lipid syndrome, Mnasma kposw; CbiBOPOTKa KPOBK no6 8495
1 laboratory criteria)
14.3. N dha
223 AHTUTENA B KpoBu it ibodies, ASA, C KpoBM Kon noS5 1605
Serum)
14.4. i apTpvT,
1204 AHTUTENa K LNKNNYECKOMY LMTPYNnHupoBaHHomy nentuay (ALILIM) (Anti-Cyclic CbIBOPOTKa KPOBM Kon 1 1925
Ci Peptide, anti-CCP)
965 AHTUTena knacca IgG k kepatuHy (AHTUKepaTUHOBbIE aHTuTena, AKA, AHTudunarrpuHossle | CblIBOPOTKa KpOBK MKon no7 2905
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)
1332 | AwTuTena knacca IgG K (aHT- | CoiBOpOTKa KpOBY Kon no7 1800
MLUB) (Anti-Mutated Citrulli Vimentin Antibodies, Anti-MCV, Anti-Modified Citrulli
Vimentin Antibodies, Anti-Sa Antibodies, 19G)
1333 i chakTop, 1gA (PO IgA; id Factor, RF, IgA) KDOBU Kon £0 10 1480
1536 | OnuromepHbiit i 6enok xpsia (Human Cartilage Oligomeric Protein, COMP) CbIBODOTKA KDOBY Kon 05 3055
14.5. ] novek
807 AnTUTena knacca IgG k 6asanbHoit membpae knyboukos novek (aHTu-BMK) (Glomerular ChblBOpOTKA KPOBM Kon nos8 2290
Basement ntibodies, Anti-GBM, 19G)
970 AHTUTENa knacca IgG k i (AHLIA) (Anti phil C C KpoBM MKon nos8 3055
Antibodies, ANCA, IgG)
812 AnTUTena knaccos IgG, IgA, IgM k kneTkam (HUVEC), C KpoBM MKon Ao 10 2270
(Anti Cell Antibodies, AECA, IgG, IgA, IgM, Total)
822 AHTUTENa K A2 it i ‘A2 Receptor Antibody, CbIBOPOTKa KPOBM MNKon Ao 10 3140
PLA2R i 1gG
823 AntuTena knacca IgG k (aHTn-MPO) { Antibody, MPO) | Ci KDOBM Kon no7 1655
837 ATuTena knacca IgG k C1q daktopy (Anti-C 1q Antibodies, Anti- | C Kposu Kon 1010 1655
Clq, I9G)
955 AnTuTena knacca IgG K nporeuriase-3 (aHTu-PR-3) (Anti-Proteinase-3 Antibodies, PR-3- C KpoBY Kon 1010 1655
Antibodies, PR-3 ANCA, IgG)
821 MaHens aHTUTEN K GHTUTEHaM aHTMHERTPO(UNHBIX aHTMTEN (Nanens anTureros AHLIA), | CbiBOpOTKa KpoBM Kau 1010 4405
19G (Anti il C i ibodies, ANCA, 19G, Panel)
4065 T i chakTop (AH®), AT K ChIBOOTKa KPOBM MKon no7 3890
73 (AHLA/DANCA, cANCA), IgG)
4066 6t T (AT K 6 7 C KpoBK Monykon. n Kon. Ro7 4535
KnyBouKkoB nodex, AT k uuTonnasme Heiirpodiunios (AHLIA/PANCA, cANCA), 1gG)
4067 ly noyex i chaktop (AH®), AT k CbIBOPOTKa KPOBM Monykon. u Kon. no7 5830
6: i ly noqex, AT k i (AHLA/pANCA,
CANCA), 19G)
14.6. Ay # anabet 1-ro Tuna
201 ArTuTena knacca IgG K BeTa-KneTkam nomKenyaoqHoi xenessl (Anti-Islet Cell Antibodies, | CbiBopoTka kposm MKon 1010 1800
Islet Cell ibodies, ICA)
202 ArTuTena knacca IgG K rmy GAD) (Anti-GAD Antibodies, C Kposi Kon 1010 2095
D¢ i AT-GAD, IgG)
200 AnTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, IAA, I9G C KDOBM Kon 010 1195
1285 AnTuTena k TuposuHdgocdarase (IA-2) (Islet Antigen 2 ibodies, Anti-IA2 ibodies, IA-2 | Ci KpoBu Kon Ao 10 2270
Ab, Tyrosine ibodi
1286 AHTUTENa K aHTUreHam KNeTok NomkenyaouHoit xenessl GAD/IA-2, cymmapHo (Anti- CblBOpOTKA KPOBM Kon Ao 10 2270
GAD/IA2 Antibodies Pool, Glutamic Acid Dt 65, GAD and i Antigen 2
(Tyrosine I1A2, ICA-512) ibodies, Total)
14.7. Ay any , ay natonorus
roHan
1209 AnTuTena knaccos IgA, IgM, IgG K TkaHn An4HUKa Ci KpOBM MKon A0 10 2400
(Anti-Ovarian Antibodies, AOA, IgA, IgM, I9G, Total)
1287 AnTuTena knaccos IgA, IgM, IgG k Knetkam Ci KpOBM MNKon Ao 10 2 800
(ACIIK), ti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies,
SCA, 1A, IgM, I9G, Total)
1290 | AuTuTena knaccos IgA, IgM, IgG K CTEpOMANPOAYLMPYIOLM KIIETKAM SIMKa, CYMMAapHO ChIBOpOTKa KPOBH MKon £0 10 2270
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Anti , Testicular
StCAb, Steroidal Cell ibodies, SCA against Testis, I9A, IgM, IgG, Total)
1291 AutuTena k KneTkam TKaHeit C KpoBM MKon Ao 10 3520
tissue steroid-producing cells
14.8. KOXN
809 AuTuTEna K 6: i Koxw, 196G zone antibodies, 19G) C KDOBYM MKon 8010 2875
813 AnTUTEna knacca IgG k (D i ibodies, D¢ in 1, KpoBY MKon Ao 10 3055
DSG1 and Desmoglein 3, DSG3 Antibodies, 1gG)
1298 AnTuTena knacca IgG k gecmornemHy-1 (Desmoglein 1, DSG1 Antibodies, I9G) C KpOBU Kon 8010 3175
1299 AnTuTena knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 19G) KDOBM Kon 80 10 3055
1330 | AwtuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous igoid (180 kDa) |C Kposu Kon 1010 3055
Antibodies, Antibodies to BP Antigen 2, IgG)
1331 |AuTuTena knacca IgG k Genky BP230 (Anti-Bp230 Antibodies, Bullous igoid (230 kDa) |C KpoBU Kon £0 10 3055
Antibodies, Antibodies to BP Antigen 1, IgG)
4054 |Mpocouns 6 (AT ATk C KpoBU MKon £0 10 5050/
6asanbHOii MemBpaHe Koxw)» (Bullous D is D profile (antibodies to
epidermi intibodies to skin basal
14.9. TpakTa. Llennakus
972 AutuTena k 19G (Anti: isi: ibodies, 19G, EMA) C KDOBM MKon 0010 1880
810 AHTUTeNa Knacca IgA K 3HAOMM3MIO (aHTUIHAOMM3MIHBIE aHTUTena, AOMA) (Anti- ChIBOpOTKa KPOBH MKon no7 1650/
ies, Anti-EMA, IgA)
805 AHTUTENa K NapueTanbHbIM Knetkam xenyaka, IgG (P | Cell Antibodies, PCA, Ig G; C KpOBU NKon no7 2050
971 AntuTena knaccos IgA n 19G k Anti-Reticulin Antibodies, ARA, IgA, 19G) C KDOBYM MKon no7 1880
270 AnTUTEna knacca IgG k rnuagnHa (Anti-De i Gliadin  |C KpoBu Kon noS 1145
Peptide, Anti-DGP, 1g9G
271 AuTuTena knacca IgA K rnunaavHa (Anti-Deami Gliadin  |C KpoBU Kon no5 1040
Peptide, Anti-DGP, IgA)
1282 | AuTuTena knacca IgA K TKaHeBo#t TpaHcr (Anti-Tissue Tr C KpoBU Kon no5 1655
Antibodies, Anti-tTG, {TGA, 1gA)
1283 AHTUTena knacca IgG K TkaHeBoi TpaHer (Anti-Tissue T C KpoBM Kon nos5 1655
Antibodies, Anti-{TG, tTGA, 19G)
817 AnTuTena knacca IgG K BHyTpeHHeMy dakTopy Kactna (Anti-Intrinsic Factor, IFAD, Intrinsic | CbIBOpOTKa KpoBY Kon 1010 2000/
Factor Antibodies, 1gG)
1335 | AuTuTena knacca IgG K CaxapoMMLIETaM (auarHocTuka 6oneann Kpona) (Anti- CbIBOpOTKa KPOBH Kon o7 1480
Cerevisiae Antibodies, ASCA, 19G )
1336 AHTUTena knacca IgA k ( Boneanu Kpora) (Anti y C KpoBM Kon no7 1480
Cerevisiae Antibodies, ASCA, 1gA )
1337 AHTUTena knacca IgA k 7] (AHLIA) it phil C: C KpoBM MKon no7 1480
Antibodies, ANCA, 1gA)
944 ly v apyrux IgG4 i |Ci KpOBM Kon no 10 2235
(Diagnosis of and other IgG4-Related Diseases)
4055 Ci Y ractputa n i aHemuu (AT K napueTanbHbiM | CbIBOPOTKA KPOBM Monykon. u Kon. no 10 3435
Knetkam xenyaka; AT K BHyTpeHHemy thaktopy Kactna)
4056 CepoauarHocTika GoneaHn KpoHa v Hecneunduyeckoro sisseHHoro konuta (HAK) CblBOpOTKA KPOBM Monyxon. u Kon. no7 6385
(AHLA/PANCA, cANCA, I9G; AHLIAJANCA, IgA; ASCA, 19G, IgA)
4057 Lienuakus, ceponornieckuin CKpuHIMHI (AT K IgA; AT k C KpoBM Monykon. u Kon. no7 3070
ravaauna, 19G; IgA obuy.)
4058 Llennakusi, ceponoriyeckan anardoctuka (AT k aHaoMu3nio, IgA; AT K TkaHeBoW CblBOpOTKA KPOBM Monykon. u Kon. no7 5125
TpaHcrny IgA, 19G; IgA obw.)
1530BK | AnTtuTena knaccos IgA v 19G k KneTkam , (Anti- C KpoBM MKon no6 1360
K Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG, Total)
1531AA |AnTtutena knaccos IgG v IgA k GP2 aHTureny KneTok 7] C KpoBM Kon no6 2245
LK xenesbl (Anti-GP2)
1532AM | AHTUTeNa K auMHapHBIM KneTKam Nompkeny04Hoi xenesbl, IgG 1 IgA cymmapHo (aHTuTena k | CbiBOpOTKa KpoBK MKon no6 1355
K i YacTu i xenesbl, ibodies against Exocrine Pancreas,
Pancreatic Antibodies, PAB)
1617 AnTuTena Kk 3HTepoumTam, knacca IgG Ci KDOBM MNKon 0o 6 2300




14.10. Ay neyeHn
804 AuTuTena k MuToxoHapuam, IgG (Mitochondrial Antibodies, AMA, IgG! CbIBODOTKA KDOBM MKon no7 2050
806 AHTUTENa K rnagkoit Myckynatype, I9G (Smooth Muscle Antibodies, SMA, ASMA, 19G) C KDOBYM MKon no7 2050
819 AHTWTENa K MKPOCOMaM Nexeny 1 novex, IgG (anti-liver kidney microsomal antibody, anti- | CeiBopoTa kposm MKon o7 2095
LKM, I9G)
1288 | Mamens aHTuten knacca IgG npn nesenn (AT K ChiBopoTka KpoBm Kau no7 4405
AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), ummyHobrot
(Autoimmune Disease Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-
1, SLA/LP, SSA/Ro-52, 1q9G,
1289 AnTuTena knacca IgG k acuanor GPR) CbIBOPOTKA KPOBM MKon a0 10 2270
( ies Against Asi: in Receptor, Anti-ASGPR, 19G;
14.11. Ay
936 AntuTena k 4 (NMO), I9G C KDOBU MKon £0 10 3395
937 AnTutena knacca IgG Kk ckeneTHeiM Mituam (ACM) (Anti-Skeletal Muscle Antibodies, ChiBopoTKa KpOBH MKon o8 1785
AStMA, 1gG!
938 AnTuTena knaccos IgG u IgM K ranrnvoannam (naimk-6nor: GM1; GM2-GM3-GM4; GD1a, | Ceisoporia kposm Kau o7 8135
GD1b, GD2-GD3, GT1a GT1b GQ1b o (Anti-GM1 ibodies, Anti-
GQ1b Anti I liosi ibodies Panel, Total)
939 MuoanT- cneumqunble aHTuTena knacca IgG (naith-6not: Mi-2, Ku, PM-Scl 100/75; Jo1 PL- | CblBopoTka Kposu Kay no7 6 260
7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel)
803 AHTUTENa K aueTunxonMHoBoMy peuentopy (AxP, avarHocTuka Ci KpoBM Kon no 10 6220
( line Receptor Antibodies, Anti-AChR, Total)
953 AHTUHelipoHanbHble aHTUTena knacca IgG (naiiH-6not: Hu (ANNA1), Yo-1 (PCA1), CV2, CblBOpOTKA KPOBM Kay no7 8135
Ma2, Ri (ANNA2), amcducbuaun) (Anti-| Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1
(PCA1), CV2, Ma2, Ri (ANNA2), i
954 Antutena knacca IgG NMDA (N D ) s CuiBopoTKa KpoBH MKon o7 6260
Methyl-D-Aspartate ReceDlDr An(lbodles |QG)
1538 | AuTutena k muenuHy IgG, meton (Anti-myelin antibody, | Ceisoporka kposu MKon 05 1940
19G, IF)
1581CB | AutvTena k LGI1 1 CASPR2 (KOMMOHEHTbI KOMIITIEKCa KanueBkix kaHanos), IgG, ChiBopoTka | CbIBOpOTKa KpoBM MKon o7 6790
kposy (VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)
1582CB | AHTvTena K peuenTopam Heitporos Tvnos NMDA,CASPR, LGI, AMPA1, AMPA2, GABART | Ceisoporia kposm mTp 06 15015,
Kknacca |G,
1584AN | AHTUHeiipoHanbHbie aHTuTena, IgG, MeTo[:l HenpsmMoit uMmyHodnyopecuenuvm (Neuronal | CIBOpOTKA KpoBU MKon o7 3640
ies, 19G, Indirect i (IF))
1585MU | AHTuTena k i MuSK) B CHIBOPOTKE KpOBM, | CHIBOPOTKA KpOBY Kon no7 6045,
SK (Muscle-specific tyrosine kinase (MuSK) antibody)
1537 B AVarHOGTIKE PacCestHHOMO ckneposa: | CbiBopoTka+CMK; Jukeop; ChIBOpOTKa KpOBI 3akn 1010 7815
IgG (nmkBop, 1 cBOBOAHLIX Nerkix Liener
MMMYHoOT (nvkBop)
14.12. Ay nerkux u cepaua
815 AnTuTena knacca IgG k cep, ynarype . C KpoBM MNKon Ao 8 1615
anTuTena (Anti-Heart Antibodies, |Q§)
844 aHn (AN®) KpoBM (i C KpoBU Kon o2 3055
Converting Enzyme, ACE, Serum)
923 L (HMs kposu (Neopterin, Serum) C KDOBM Kon £0 10 2270
4068 Tk (AMA), AT K ceppenHoi C KpoBY MKon 1010 3115
wmyckynarype)
14.13. 1
973 | Antuena knacca k 19G i TecT (Platelet Antibodies I9G, Indirect) C KDOBM MKon 010 4 650
15. ANNEPTONOrMYECKUE UCCIENOBAHUA
15.1. Annepronoruyeckue ImmunoCAP
6830M6_|Mnecexb Alternaria alternata (m6) IgE, ImmunoCAP C KDOBU on nos 1190
6846M2 | Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP Ci KDOoBY on o7 2 760
6831M3 | Mnecenb Aspergillus fumigatus (m3) IgE, ImmunoCAP C KDOBU on nos5 1130
6833M5 | Candida albicans (m5) IgE, ImmunoCAP C KDOBM on no5 1340
6834M2 |Cl ium herbarum (m2) IgE, ImmunoCAP C KDOBU on [os5 1095
6832M1 | Penicillium notatum (P. (m1) IgE, ImmunoCAP C KDOBU on no5 1095
6801PI | Phadiatop Infant InmunoCAP, IgE C KDOBM on no5 2880
6806F76| Anbdpa- 6 (nBos d4) (76) IgE, ImmunoCAP C KpOoBY on 1o 2900
6814W2 | AMBpo3us Bbicokas, nonbiHonueTHas, nAmb at (w230) IgE, ImmunoCAP C KDOBY on ao 2730
6903F21 | AnaHac (f210) IgE, ImmunoCAP C KDOBM on no 1150
6882F33| AnenbcuH (f33) IgE, ImmunoCAP C KDOBYM on no 1340
6872F13| Apaxuc (f13) IgE, ImmunoCAP C KDOBM on no 1095
6877F92| BanaH (f92) IgE, ImmunoCAP C KDOBU on a0 1200
6901F88| bapanuHa (88) IgE, ImmunoCAP C KDOBM on no 860
680973 | Bepesa (t3) IgE, ImmunoCAP C KDOBM on no 2108
6810721 | bepesa Goponasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP C KDOBM on [o5 2500
6811722 Bepesa Gopoasyaras, rBet v2, rBet v4 (t221) IgE, ImmunoCAP C KDOBM on no5 2720
6808F77 | Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP C KDPOBY Kon [o5 2705
66633 | Buwhs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) C KDOBM Kon no9 1340
6878F27 | FosaauHa (f27) IGE, ImmunoCAP Ci KpoBU Kon 005 1095
6886F11| Mpeunxa (f11), IgE, ImmunoCAP C KDOBU Kon [os5 1095
66643 | [pu6bl (wamnuHbonbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, CbIBOpOTKa KPOBH Kon 09 1150/
ImmunoCAP)
66634 | [pywa (f94), IgE, ImmunoCAP (Pear, Pyrus is, IGE, ImmunoCAP) Ci KpoBY Kon o5 1290
6819H1 | flomawrss nbinb (Greer Labs.) (h1) IgE, ImmunoCAP C KDOBU Kon o5 950!
6825H2 | lomawksis nuinb (Hollister —Stier) (h2) IgE, ImmunoCAP Ci KpoBY Kon o5 1095
6879F45| [ipoxoky nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP C KDOBY Kon [o9 1340
6890F44 | 3emnsHuka, KnyGHuka (f44) IgE, ImmunoCAP C KDPOBY Kon [o5 1150
6807F78| KasenH, monoko (nBos d8) (f78) IgE, ImmunoCAP C KDOBYM Kon no5 2500
6870F93 | Kakao (f93) IgE, ImmunoCAP C KDPOBM Kon [o5 1290
6887F35 | Kaptodens (f35) IgE, ImmunoCAP C KDOBU Kon [os5 1095
6898F84 | Kusm (f84) IgE, ImmunoCAP C KpOBU Kon [o9 1340
6818D2 |Kneuy i nbinm / D. farina (d2) IgE, ImmunoCAP C KDOBU Kon [os5 1160
6817D1 | Kneuwy aomaluHeit nbinu / D. (d1) IgE, ImmunoCAP C KpOBU Kon [o5 1115
6908171 |Komap (i71) IgE, ImmunoCAP C KDOBU Kon [os5 1215
66627 | Kodve (f221), IgE, ImmunoCAP (Coﬂee Coffea spp., IgE, ImmunoCAP) C KDPOBY Kon [o5 1300
6841E94| Kowka, rFel d1 (e94) IgE, ImmunoCAl C KDOBM Kon no5 2760
6804E1 | Kowuka, nepxots (e1) IgE, |mmllnn“AP C KpOBU Kon noS 890
6894F24 | Kpesetka (f24) IgE, ImmunoCAP C KDOBM Kon no5 1095
6861E85| Kypuuia, nepo (e85) IgE, ImmunoCAP C KpOBU Kon noS 1195
6917K82| Natexc (k82) IgE, ImmunoCAP C KDOBU Kon [o9 1340
6889F20 | NumoH (208) IgE, ImmunoCAP C KpOBU Kon noS 1490
66635 | Manuna (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) C KDOBM Kon no5 1290
66636 | Mannapu (f302) IgE, ImmunoCAP. C KpOBU Kon noS 1290
66631 | MuHgans (f20) IgE, ImmunoCAP C KDOBM Kon no5 1050
66618 | Monoko kosbe (f300) IgE, ImmunoCAP C KDPOBY Kon [o5 1290
6805F2 | Monoko koposbe (f2) IgE, ImmunoCAP C KDOBYM Kon no5 1135
6891F31 | Mopkosb (f31) IgE, ImmunoCAP C KpOBU Kon noS 1340
6873F83 | Maco kypuup! (f83) IgE, ImmunoCAP C KDOBM Kon no5 1135
6848F23 | OBanbbymuH, anbGymuH anyHbIil, nGal d2 (f232) IgE, ImmunoCAP C KDPOBY Kon [o5 2500
6884F7_|Osec (f7) IgE, ImmunoCAP C KDOBU Kon [os5 950!
6849F23| Osomykona, nGal d1 (f233) IgE, ImmunoCAP C KDPOBM Kon [o5 2710
66603 | Oscsmvua nyrosas (g4) IgE, ImmunoCAP [¢ KpoBU Kon n09 1340
66604 | Orypeu (f244) IgE, ImmunoCAP C KDOBU Kon no9 1340
66646 | OnyBaHuuK o6  (w8) IgE, ImmunoCAP C KDoBM Kon 105 1050
6911C1 | G (c1) IgE, ImmunoCAP C KDOBU Kon [o9 1190
6876F95 | Mepcuk (f95) IgE, ImmunoCAP Ci KDOBM Kon no 10 1340
6874W6 | Monbikb o6 (w6) IgE, ImmunoCAP C KDOBU Kon nos 1135
6815W2 | MonbiHb 0BbikHOBeHHas, nArtv1 (w231) IgE, ImmunoCAP C KDOBY Kon no5 2720
6816W2 | Monbitb obbikHoBeHHas, nArtv3 (w233) IgE, ImmenoCAP C KDOBU Kon nos 2720
6881F25 | Momuaop (f25) IgE, ImmunoCAP Ci KDOBM Kon no5 950
6824E21| MonyraiA, nepo (6213) IgE, ImmunoCAP C KDOBU Kon nos 1500
6869F4 | Mweruua (f4) IgE, ImmunoCAP Ci DoBY Kon 105 1215
6892F9 _|Puc (f9) IgE, ImmunoCAP C KDOBYM Kon nos 1340
6893F26 | Ceuuta (f26) IgE, ImmunoCAP C KooBM Kon 09 1340
6820HS | Cmech annepreros gomalneii nbinn (Hollister-Stier) (hx2) IgE, ImmunoCAP Ci KpOBM Kon o9 1590
6822MX_| Cmech annepreros nneceny (mx2) IgE, ImmunoCAP Ci KDoBM Kon 105 1525
6821TX_|Cmech annepreros nbinbbl Aepesbes (tx9) IgE, ImmunoCAP. C Kkpou; Ci KDOBU Kon nos 1560
6838W X | CMecb annepreHoB nbinbLbl CopHbix Tpas (wx1) IgE, ImmunoCAP C KDOBM Kon no5 1590
6914FX | CMeCh eTCKUX NULLeBbIX (fx5) IgE, ImmunoCAP C KDOBU Kon nos 1535
6883CF_| Cmech nueBbix (fx15) IgE, ImmunoCAP Ci KDoBM Kon 109 1850
6868GX | Cmech nbinbupl nyrosbix Tpas (gx1) IgE, ImmunoCAP C KDOBYM Kon no9 1450
6843E10| Cobaka, rCan f 1 (e101) IgE, ImmunoCAP Ci KDOBU Kon nos5 2710
6803E5_| Cobaka, nepxors (€5) IgE, ImmunoCAP C KDOBU Kon nos 1150
6871F14 | Coeble 606bi (f14) IgE, ImmunoCAP C KDoBM Kon 105 950
6835G6 |Ti nyrosas (96) IgE, ImmunoCAP Ci KpOBM Kon o9 1100
6812G2 | Ty nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP Ci KpoBM Kon 105 2745
6813G2 |Ti nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP Ci KDOBU Kon nos5 2720
6880F3 | Tpecka atnaHTuyeckas (f3) IgE, ImmunoCAP Ci KDOBU Kon nos5 1095
6829TP_| Tpuntasa, ImmunoCAP Ci KDOBU Kon nos 3450




6888F22  Thbikea (f225) IgE, ImmunoCAP CbIBODOTKA KDOBM Kon no9 1340
6896F17 | Dynayk (f17) IgE, ImmunoCAP KDOBU Kon [o9 1340
66628 | Yait nvcTosoi (f222) IgE, ImmunoCAP CbIBODOTKA KDOBY Kon 109 1340
6875F49 | Abnoko (f49) IgE, ImmunoCAP C KDOBM Kon no5 1095
690612 |5in ocbl 7 (i2) IgE, ImmunoCAP CbIBODOTKA KDOBY Kon 05 1190
690511 _|AAn nyenst 7 (i1) I9E, ImmunoCAP C KDOBU Kon [o9 1190
6836FL | vnbiin 6enok (f1) IgE, ImmunoCAP CbIBODOTKA KDOBY Kon 105 1175
6837F75| Anubiv xentok (f75) IgE, ImmunoCAP KDOBU Kon [os 1175
6802PH | Phadiatop ImmunoCAP, IgE CbIBODOTKA KDOBM MKon o5 3395
6920W5 | MonbiHb ropbkas (w5) IGE, ImmunoCAP. C KDOBU Kon [os 970!
6844E10] Cobaxa, rCan f 2 (€102) IgE, ImmunoCAP ChIBODOTKA KDOBH Kon 105 2500
6851K20|JInsoumm srua, nGal d4 (k208) IgE, ImmunoCAP C KDOBYM Kon [os5 2500
6855F35| Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP CbiBODOTKA KDOBM Kon no7 2760
6847E20| Bblumii CbIBODOTOHHbIA anbGymut, nBos d6 BSA (e204) IgE, ImmunoCAP KDOBU Kon [os5 2500
6919E81| Osua, onurenwit (681) IGE, ImmunoCAP CbIBODOTKA KDOBY Kon 109 860,
6005 C A, IgE ( an A aureus), IgE, m80) |CelBopoTka kpoBu Kon 1 950
6006 C ] B, IgE (! in B aureus), IgE, m81) |CelBopoTka kpoBu Kon 1 950
6922 06wt Ig E ImmunoCAP C KDOBYM Kon no6 860
6823MX | Cmech _annepreHos rpubkos (mx1) IgE, ImmunoCAP CbIBODOTKA KDOBY Kon 05 1540
6931F24 | Ariuo kyputoe (f245), IgE, ImmunoCAP (Whole (f245), IgE, ImmunoCAP) C KDOBYM Kon [o9 1190
6932F79 | TmioTeH (f79), IgE, ImmunoCAP (Gluten (f79), IgE, ImmunoCAP) CbIBODOTKA KDOBY Kon 109 1190
15.2. E obwwmit
67 WmmyHornoBynuHe! knacca E (06wt IgE, ummyHornoBynuu E obumii) (Immunoglobulin E - | CeiBopoTka kposu Kon 1 765
Total, IgE Total)
15.3. O IgE:
*OTBeT no Kaxaomy M3 naHenu
665 CwmetuaHHas naHens Immulite (20 013 (7 (Foodand |Ci KpoBM Kon no6 7720
Respiratory Panel), IgE
6706 Manasi pecnuparopHas nasens Immulite (10 pecnupaTopHblx annepreqos) (Small CblBOpOTKA KPOBM Kon no6 2795
Respiratory Panel), IgE
6707 Manas naxens Immulite (10 annepreqos: 7 nuiesbiIx, 3 IgE | Cl KDOBM Kon no6 2795
670 Meavatpnyeckas narens Immulite (20 annepreHos: 13 NUUIEBLIX M 7 PECTUPATOPHBIX ) ChiBopoTKa KpOBY Kon 06 7910
(Pediatric Panel), IgE
666 naxens Immulite (20 (Respiratory Panel), IgE_| CbiBoDOTKa KDOBM Kon 706 8090
1881 ALEX2 (Allergy Explorer 2), go 300 KDOBU MKon no3 20290
6010 | PecnuparopHas navens PROTIA AIIerqy-Q (anneprus y neTei u B3poCTbIX, 59 ChiBopoTKa KpOBH Kon 05 6470
W NULLEeBbIX pir PROTIA Allergy-Q), IgE
6011 | Avonueckan nawens PROTIA Allerqy-Q - (anneprvity AeTert v a3pocnoi, 43 anneprera: | Ceizoporia pos Kon 05 5400
25 nuuesbix v 18 ) (Food and Respiratory PROTIA Allegry-Q), IgE
6260 |MynsTunarens PROTIA Allerqy-Q (anneprusi y aeteii v B3pocribix, 90 annepreHos: CuiBopoTKa KpoBH Kon 05 9990
nuuesbie, v apyrue) i PROTIA Allergy-Q), IgE
15.4. O IgE:
*O6wui no cmecun
669 Muwesas navens Immulite (20 nwwesbix (Food Panel), IgE C KpOBY on 1o 8290
6691 lanas nuwjesas naxens Immulite Ne1 (10 nuwessix anneprexos) (Small Food Panel) , IgE | C KDOBM on a0 3500
669112 | Manas nuuiesas naxens Immulite Ne2 (10 nuiesbix (Small Food Panel), IgE | Ci KpOBY on 1o 3900
637 CMech nuuieBbIX anmnepreHos 1: anenbcuH, 6aHaH, abnoko, nepcuk, IgE (FP15 (F33, F49, CbIBOPOTKa KPOBM on Ao 1610
F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)*
638 CMech NULLEBLIX anmnepreHoB 2: kuem, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, CbIBOPOTKa KPOBM Kon no4 1610
F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, I9E)*
639 CMech NuLLEeBbIX anmnepreHos 3: CBUHMHA, KYpUHOe MACO, roBsauHa, 6apaHuHa, IgE (FP73 | CbiBopoTka kposu Kon no4 1610
(F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
677 Ananac, IgE (Pineapple, IgE, F210) C KDOBM on no 4 900
998 AnenbcuH, IgE (Orange, IgE, F33) C KDOBM on no 4 1020
611 Apaxuc, IgE (Peanut, IgE, F13) Ci KDOBM on no4 720!
676 :aHaH IgE (Banana, IgE, F92) C KDOBM on no 4 1005
673 IgE (Lamb, IgE, F88) C KDOBM on no 4 1050
649 Bera-naktornobynur, IgE (Beta L iin, IgE, F77) C KpOBY on 10 4 710
645 ToesavHa, IgE (Beef, IgE, F27) Ci KDOBM on no4 1005
636 MpeiincopyT, IgE (Grapefruit, IgE, F209) [¢ KpoBU on 104 815
641 IpeyHesan myka, IgE IgE, F11) Ci KDOBM on no4 1015
650 asenH, IgE (Casein, IgE, F78) C KDOBM on no4 710!
642 anycTa kovaHHasi, IgE (Cabbage, IgE, F216) C KDOBYM on no 4 910
646 IgE (Potato, IgE, F35) C KDOBM on no 4 1005
654 e, IgE (Kiwi Fruit, IgE, F84 C KDOBYM on no 4 840
634 nybHuka, IgE (Strawberry, IgE, C KDOBM on no 4 830
608 (oposbe Moroko, IgE (Milk, I C KDOBM on 1 710!
614 abbl, IgE (Crab, IgE, F23) C KDOBM on no 4 840
615 eseTku, IgE (Shrimp, IgE, F24) C KDOBM on no 4 710
651 puHoe Msco, IgE (Chicken Meat, IgE, F83) C KDOBM on no 4 840
635 umoH, IgE (Lemon, IgE, F208) C KDOBYM on no 4 930
675 lanro, IgE (Mango, IgE, F91) C KDOBM on no 4 830
617 lopkose, I9E (Carrot, IgE, F31) C KDOBU on no4 1005
648 OscsiHas myka, IgE (Oat, IgE, F7) C KpOBU Kon no4 1085
632 Mexapckue apoxoky, IGE (Baker's Yeast, IgE, F45) C KDOBM Kon no4 1020
674 Mepcuk, IgE (Peach, IgE, F95) C KpOBU Kon no4 860
655 MveHble Apoxokw, IGE (Brewer's Yeast, IgE, F403) C KDOBU Kon no4 785
647 Mpoco, IgE (Common Millet, IgE, F55; C KpOBU Kon no4 710
610 Mwennynas myka, IgE (Wheat, IgE, F4) C KDOBM Kon 1 715
652 Puc, IgE (Rice, IgE, F9) C KpOBU Kon no4 1015
644 Cauhuta, IgE (Pork, IgE, F26) C KDOBM Kon no4 1005
619 i, IgE (Celery, IgE, F85) Ci KpOoBM Kon no4 840
612 Coesble 606bl, IGE (Soybean, IgE, F14) C KDOBM Kon no4 715
616 Tomarsl, IgE (Tomato, IgE, F25) C KDPOBM Kon no4 1005
609 Tpecka, IgE (Codfish, IgE, F3) C KDOBM Kon no4 715
643 Teikea, IgE (Pumpkin, IgE, F225) Ci KpoBY Kon o4 1015
613 Dynayk, IgE (Hazelnut, IgE, F17) C KDOBU Kon no4 715
633 LWokonag, IgE (Chocolate, IgE, F105) C KDPOBY Kon no4 780
653 A6noko, IgE (Apple, IgE, F49) C KDOBM Kon no4 1005
607 Suamei Genok, IgE (Egg White, IgE, F1) C KpoBY Kon 1 715
618 Anunbin xenTok, IgE (Eqg Yolk, IgE, F75) C KDOBU Kon 1 1005
6008  |CMech NuLLeBbIX anniepreHos 15: anenbcuH, 6aHaH, S6Moko, nepcuk, IgE (FP15; Food Panel | Coigopotka kposi Kon 1 1670
15: Orange, Apple, Banana, Peach, IgE)
6013 | CMech NWLEBBIX arNepreHoB 5: AMuHbIt GEroK, MOMOKO, TPECKa, NLUEHMYHas MyKa, apaxic, | CbIBOpOTKa KpOBH Kon 1 1670
coesie 606bI, IgE (FP5; Food Panel 5: Egg White, Milk, Codfish, Wheat, Peanut, Soybean,
IgE)
6015 Poxb/ pxatas myka, IgE (Rye, IgE, 5) C KDOBYM Kon 1 950
6018 Kodbe, IgE (Coffee, IgE, f221) C KDOBM Kon 1 1220
6019 Topox, IgE (Green Pea, IgE, f12) C KDOBM Kon 1 950
6020 Mwunpans, IgE (Almond, IgE, f20) C KpOBU Kon 1 950
6021 Cpywa, IgE (Pear, IgE, f94) C KDOBU Kon 1 950!
6022 |Nyk, IgE (Onion, IgE, 48) C KpoBY Kon 1 950
6023 Opysanuuik, IgE (Dandelion, IgE, w8) C KDOBM Kon 1 950
6121 |Anbdba- 6 IgE (Alpha in, I9E, 76) C KDOBY Kon 1 660
15.5. O IgE: 6
*06wmit no cmecu
602 Cwmech annep! nnecexu: Penicillium notatum, C ium herbarum, Aspergi C KpoBY Kon 1 1605
fumlgaﬁus Candida albicans, Alternana tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel
i notatum, ClI herbarum, Aspergillus fumigatus, Candida albicans,
Anernanatenuls IgE)*
623 Mnecexb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) Ci KDOBU Kon no4 1000
624 Mnecexb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) C KDOBU Kon no4 740
625 Mnecexb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3, Ci KDOBY Kon no4 715
626 MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) Ci KDOBU Kon no4 715
627 Mnecexb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) C KDOBM Kon no4 715
631 nbinb/H1-i Greer IgE (House Dust — Greer, IgE, H1) Ci KDOBU Kon 1 945
621 Knewy D i (D1), IgE (D i i IgE, C KpOBM Kon 1 1050
D1)
622 Knew D ides farinae (D2), IgE (D ides farinae, IgE, D2) C KpOBM Kon 1 1050
6004 |Cmecs annep i biny 1: D ChIBOPOTKA KPOBM Kon 1 1670
D¢ ides farinae, Nbinb, Tapaka, IgE (Dust Panel 1, I9E)
15.6. O IgE:
*06wuit no cmecu
1070 CMech annepreHoB [4OMALLHMX rPbI3YHOB: ANUTENNIA MOPCKOM CBMHKM, AMUTENMIA KPONNKa, CblBOpOTKA KPOBM Kon Ao 4 1755
anuUTenni Xomska, kpeica, Meiwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel:
Guinea Pig lium, Rabbit ium, Hamster Epithelium, Rat, Mouse, IgE)*
605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) Ci KDOBU Kon 1 770
606 Cobara, IgE (Dog Epithelium, IgE, E2) C KDOBU Kon 1 715
620 Tapakan, IgE (Cockroach, IgE, 16; Ci KDOBU Kon no4 880
660 Mopckas cuHka, anutenuit, IgE (Guinea Pig Epithelium, IgE, E6 Ci KDOBU Kon no4 890
661 BonkucTbii nonyraii, nepo, I9E (Budgerigar Feathers, IgE, E78) Ci KDOBU Kon no4 690!
662 Osua, anutenuit, IgE (Sheep Epithelium, IgE, E81) C KDOBU Kon no4 845
663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) C KDOBM Kon no4 1120
6009 Ap nuenst i, IgE (Honey Bee Venom, IgE, i1) C KDOBU Kon 1 660
6017 |Mepxotk nowanaw, IgE (Horse dander, IgE, e3) Ci KpOBM Kon 1 660




6001E5 | Cobaka (e5), IgE (Dog (€5), IgE) CHIBODOTIA KDOBM 04 690
15.7. O IgE: nbbUbl ]
*06wmit no cmecu
600 CMechb annepreHoB TpaBbil: exa cbopHas, nyroBas, poXe C KpoBM Kon no2 1300
Tumocheeska, MATNMK nyrosoi, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard
Grass, Meadow Fescue, Perennial Rye Grass, Timothy Grass, June Grass (Kentucky
IgE)*
601 CMECH annepreHos Tpasb: KOMOCOK AYLUNCTBIN, PO MHOTONETHSS, TUMOEEBKE, POXKb ChiBopoTka KpoBm Kon no4 1595
ByxapHuK i, IgE (GP3 (G1, G5, G6, G12, G13), Grass
Panel: Sweet Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass,
Velvet Grass, IgE)*
603 Cmech annepreHoB iepeBbeB: OnbXa, NellnHa obblkHoBeHHan, uea, 6epesa, ayb, IgE (TP9 | CeiBopoTka kposu Kon no2 1595
(T2, T4,T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*
604 Cwmech Pl COPHOIA TpaBbl: nonbiHb o6 C KpoBM Kon no2 1595
NoAOPOXHMK, Mapk Genas, YepTononox pycckuit, IgE (WP1 (W1, W6, W9, W10, W11),
‘Weed Panel: Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian
Thistle, IgE)*
657 Bepesa, ninbLa, IgE (Birch, IgE, T3) ChIBODOTKA KDOBH Kon 0d 690
640 Tonons, IgE (C¢ IgE, T14) C KDOBYM Kon no4 1020
656 Tumodbeeska, Nbinbua, IgE (Timothy Grass, IgE, G6) CbIBODOTKA KDOBM Kon no4 690
658 Monbikb o6t nbinbua, IgE (Mugwort, IgE, W6) C KDOBU Kon no4 690!
659 TMonbiHb ropbkast, IgE (Wormwood, IgE, W5) ChIBODOTKA KDOBH Kon o4 690
6016 OscsiHuua nyrosas, IgE (Meadow Fescue, IgE, g4) KDOBU Kon 1 950
6002W 1 | AM6poaus (w1), IgE (Ambrosia (w1), IgE) ChIBODOTKA KDOBH 04 690
15.8. O IgE:
628 [Narexc, IgE (Latex, IgE, K82) C KDOBU Kon no4 690!
15.9. O I9G:
*06wuit no cmecu
6612 | CMeCh NuuieBbIX anneprenoB 1: anenbcyH, 6aHaw, S6roko, nepcuk, IgG (FP15 (F33, F49, | Cuizoporka kposi Kon o4 1515
F92, F95), Food Panel: Orange, Banana, Apple, Peach, 19G)*
6611 | CMeCh NULIEBLIX ANNIEPreHOB 2: KMBM, MaHro, Garar, aHawac, IgG (FP50 (F84, F91, F92, | CuiBoporka kposi Kon o4 1515
F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, 1gG)*
6613 | CMECh NULLIEBLIX ANNIEPTEHOB 3: CBUHVHA, KyPUHOE MSICO, TOBRAMHA, GapariHa, IgG (FP73 | CuiBoporka kposi Kon o4 1525
(FZS F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*
231ALL MMMyHOT knacca G (IgG) K nVLLeBbIM annepreHam | CoIBOPOTKA KpOBY Kon 03 21590
(Basu: Food Profile, IqG)
6672 | Ananac, IgG (Pineapple, IgG, F210) ChIBODOTKA KDOBH Kon 0d 1190
6667 AnenbcuH, 19G (Orange, 19G, F33) C KDOBM Kon no4 945
6645 | Apaxvc, 19G (Peanut, IgG, F13) ChIBODOTKA KDOBH Kon o4 880
6671 Banan, 19G (Banana, 19G, F92) C KDOBU on no4 1130
6668 19G (Lamb, I9G, F88) C KDOBM on no 4 785
6601 Beta-nakTornobynuH, IgG (Beta L iin, 19G, F77) C KDOBM on no4 885
6654 losanuHa (F27), annepren-cneumuduyeckue IgG (Beef, IgG, F27) C KDOBM on no 4 1110
6666 peindpyT (F209), anneprex-cneunduyeckue I9G (Grapefruit, I9G, F209) C KDOBM on no 4 785
6644 IpeuHesasn myka (F11), anneprex-cneundmyeckue IgG (Buckwheat, I9G, F11) C KDOBM on no 4 1170
6602 a3ent (F78), annepre-cneumduyeckue 1gG (Casein, IgG, F78)) C KDOBYM on no 4 900
6649 anycTa kouaHHas (F216), annepren-cneundmyeckue IgG (Cabbage, 19G, F216) C KDOBM on no 4 785
6657 apTocens (F35), anneprex-cneunduyeckue I9G (Potato, 19G, F35) C KDOBYM on no 4 1110
6608 mBu (F84), annepren-cneumdmyeckme IgG (Kiwi Fruit, IgG, F84) C KDOBM on no 4 1130
6659 (ny6Huka (F44), anneprex-cneuuduyeckue IgG (Strawberry, 19G, F44) C KDOBYM on no 4 1150
6648 (oposbe monoko (F2), annepren-cneunduyeckue IgG (Milk, 19G, F2) C KDOBM on no 4 880
6652 esetky (F24), annepren-cneunduyeckme I9G (Shrimp, 19G, F24) C KDOBYM on no 4 885
6603 puHoe Msaco (F83), annepren-cneunduyeckme IgG (Chicken Meat, I9G, F83) C KDOBM on no 4 1120
6609 umoH (F208), annepren-cneunduyeckue IgG (Lemon, I9G, F208) C KDOBYM on no 4 785
6670 lanro (F91), annepren-cneumduyeckue IgG (Mango, I9G, F91) C KDOBM on no 4 1115
6656 lopkosb (F31), annepren-cneuudmyeckue IgG (Carrot, 19G, F31) Ci KDOBM on no4 890
6661 OscsiHas Myka (F7), annepren-cneumdudeckue IgG (Oat, I9G, F7) C KDOBM on no 4 890
6664 Mexapckue apoxoku (F45), anneprex-cneumndmyecke 19G (Baker's Yeast, I9G, F45) C KDOBM on no 4 1120
6669 Mepcuk (F95), annepren-cneundmyeckue IgG (Peach, I9G, F95) C KDOBM on no 4 785
6610 MueHble apoxokn (F403), anneprex-cneuncnyeckue IgG (Brewer's Yeast, I9G, F403) C KDOBM on no 4 785
6660 Mpoco (F55), anneprex-cneunduyeckme IgG (Common Millet, 19G, F55; C KDOBM on no 4 785
6658 n wmyKa (F4), DI 19G (Wheat, I9G, F4) Ci KDOBU on no4 900
6605 Puc (F9), annepren-cneunduyeckue IgG (Rice, I9G, F9) C KDOBM on no4 860
6653 Csutura (F26), anneprex-cneumncmdeckue I9G (Pork, 19G, F26) C KDOBYM on no 4 1120
6646 Coesble 6o6bl (F14), anneprex-cneumdmyeckve IgG (Soybean, IgG, F14) C KDOBM on no 4 885
6607 Tomarel (F25), annepret-cneundumyeckme IgG (Tomato, I9G, F25) C KDOBYM on no 4 875
6655 Tpecka (F3), annepren-cneunduyeckue IgG (Codfish, 19G, F3) C KDOBM on no4 910!
6650 Toiksa (F225), annepren-cneuvmduyeckue 1gG (Pumpkin, IgG, F225) C KDOBYM on no 4 1340
6647 | dynayk (F17), annepren-cneumdmaeckve IgG (Hazelnut, IgG, F17) C KpOBY on 104 885,
6665 Wokonag (F105), annepren-cneuncuyeckme 19G (Chocolate, 19G, F105) C KDOBYU on no4 1135
6606 Abnoko (F49), annepren-cneundmdeckue I9G (Apple, I9G, F49) C KDOBM on no 4 900
6643 Anunbin 6enok (F1), annepren-cneundudeckue 19G (Egg White, 19G, F1) C KDOBU on no4 890!
6662 Anunbii xenTok (F75), anneprex-cneumdmyeckve I9G (Egg Yolk, I9G, F75) C KDOBM on no 4 900
1880 Cneumndmyeckne nmmyHornobynnHel knacca G (I9G) k nuwesbiM aHTureHam: Food Xplorer | CbiBopoTka kposu MNKon Ao 23890
(FOX). (Specific G to food antigens: Food Xplorer (FOX))
15.10. O 19G: 6i
6619 | Cwmech annep! inecenv: Penicilium notatum, CI ium herbarum, Aspergi C KpoBY Kon o4 1515
fumigatus, Candida alblcans Alternanalenuls [[s[e} (MPl (M1, M2, M3, M5, M6), Mold Panel
1 i notatum, ClI herbarum, Aspergi fumigatus, Candida albicans,
A\ternaﬂatenms IqG)*
6614  |Mnecews notatum (M1), annepi e 1gG (Penicillium notatum, 1gG, | CiBopoTka kposm Kon no4 785,
M1)
6615 |Mnecer Cladosporium herbarum (M2), annep: b 19G (Cl C Kpos Kon o4 785
herbarum, IgG, M2)
6616  |Mnecens Aspergilus fumigatus (M3), annep e 19G (Aspergillus fumigatus, |C KpoBY Kon no4 895,
19G, M3)
6618 Mnecexb Alternaria lenuls (M6) ol sl 19G (Al ia tenuis, 19G, M6) | Ci KDOBM Kon no4 785
6632 |Kneuw D inus (D1), D b 19G ChIBOPOTKA KPOBY Kon o4 785
(D inus, 19G, D1)
6633 |Kneuw D ides farinae (D2), D Iy 19G (D C KpoBY Kon o4 785,
farinae, 19G, D2)
6634 |Kneuw D i i (D3), D b 19G ChIBOPOTKA KPOBY Kon o4 785,
(D i 19G, D3)
6635 / (H1), annepren-cneundudeckue 19G (House Dust — Greer, 19G, H1) |C KDOBM Kon no4 785
15.11. Of I9G:
6638 | Kowka, anuTenuii (E1), anneprex-cneunduueckue IgG (Cat Dands i 19G, E1) C KDOBM Kon no4 785
6639 | Cobaka, anutenwii (E2), annepren-creuvdwieckue 19G (Dog Epithelium, I9G, E2) KDOBU Kon no4 785
15.12. nyeckue TexHonorus
6024A6 | Anbda-nakransbymuH (nBos d4) (f76), IgE (Alpha Lz in, nBos d4 (f76), IgE) C KpOBU Kon 1 695
6025A6 | KasenH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78), IgE) C KDOBYM Kon 1 695
6026AB | Bera-naktornobynuH, (nBos d5) (f77), IgE (Beta L iin, nBos d5 (f77), IgE) C KDOBM Kon 1 695
6027AB_|Bepesa 6opogasuaras, rBet v1 (t215), IgE (Birch, Betula verrucosa, rBet v1 (t215), IgE) C KDOBM Kon 1 695
6028A6 | Bepesa Gopopasuaras, rBet v2 (1216), IgE (Birch, Betula verrucosa, rBet v2 (t216), IgE) C KpOBU Kon 1 695
6029AB |MonbiHb oBbikHoBEHHas, NArtv3 (w233), IgE (Mugwort, Artemisia vulgaris, nArtv3 (w233), CblBOPOTKa KPOBM Kon 1 695
IgE)
6030AB_| Cmeck annepreHos nnecexn (mm2), IgE (Mixed mold allergen (mm2), IgE) C KDOBM Kon 1 695
6031AB_|Jomawkss nbinb (Hollister —Stier) (h2), IgE (House dust (Hollister —Stier)(h2), I9E) KpOoBY Kon 1 695
6032AB | Kowka, cbiBopoTouHbIi anbbymuH, rFel d2 (€220), IgE (Cat, serum albumin, rFel d2 (e220), |CbisopoTka kposn Kon 1 695
IgE)
B6033AB |Cobaka, CbIBOPOTOHHBIN anbGymuH, nCan f3 (€221), IgE (Dog, serum albumin, nCan f3 CblBOpOTKA KPOBM Kon 1 695
(e221), IgE)
B6034AB | Bblumit CbIBOPOTOYHBIN anbBymuH, nBos d6 BSA (e204), IgE (Bovine serum albumin, nBos | CbiBopoTka kposn Kon 1 695
d6 BSA (e204), IgE)
6035AB | OBanbbymuH, anbGymmuH snuHbIi, nGal d2 (f67), IgE (Ovalbumin, egg albumin, nGal d2 (f67), | CbisopoTka kposn Kon 1 695
IgE)
6036AB_| Osomykona siiiua, nGal d1 (f68), IgE (O id egg, nGal d1 (f68), IgE) C KDOBU Kon 1 695
6037AB_| Koranb6ymun siua, nGal d3 (f69), IgE (Conalbumin egg, nGal d3 (f69), IgE) Ci KDOBU Kon 1 695
6038AB | Nnsouynm siua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4 (k208), IgE) C KDOBM Kon 1 695
6039AB | Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE: C KDOBU Kon 1 695
6040A5 | Apaxvc, rAra h8 (f352), IgE (Peanut, rAra h8 (£352), IgE) C KDOBU Kon 1 695
6041AB | Malassezia spp. (m227), IgE C KDOBY Kon 1 695
6042AB | Cmech nyroebix Tpas (gm1), IgE (Mixed meadow grasses (gm1), IgE) Ci KDOBU Kon 1 695
6043AB6_|Cmech nuesbix annepreros (fm21), IgE (Mixed food allergen (fm21), IgE) C KDOBY Kon 1 695
6044AB | A1 ocb! 7 (i2), IgE (W hite-faced hornet (i2), IgE) C KDOBU Kon 1 695
6045AB | An ocbl obbikHoBEHHOM (i3), IGE (Common wasp (Yellow jacket) (i3), I9E) C KDOBU Kon 1 695
6046A5 | Komap (i71), IgE (Mosquito (i71), IgE) C KDOBU Kon 1 695
6047AB_|AAn weplHs (i75), IgE (European hornet (i75), IgE) C KDOBU Kon 1 695
6048AB | V (c2), IgE (Penicilloyl V (c2), IgE) C KDOBU Kon 1 695
6049AB_| Orypeu (f244), IgE (Cucumber (f244), IgE) C KDOBM Kon 1 695
6050A6_| Asokano (96), IgE (Avocado (96), IgE) C KpOBY Kon 1 695
6051AB | Apbys (f329), IgE (Watermelon (f329), IgE) C KDOBM Kon 1 695
6052AB | Moroko kosbe (f300), IgE (Goat's milk (f300), IgE) C KDOBM Kon 1 695
6053A6 _|Yait (f222), IgE (Tea (f222), I9E) C KDOBM Kon 1 695
6054A5 | Stumens (f6), IE (Barley (16), IgE) C KDOBU Kon 1 695




B6055AB | Abpukoc (f237), IgE (Apricot (f237), IgE) CblBODOTKA KDOBM Kon 1 695
6056AB_| Buwhs (f242), IgE (Cherry (f242), I9E) KDOBN Kon 1 695
6057A6 | Manuua (f111), IgE (Manvha (f111), IgE) CblBODOTKA KDOBM Kon 1 695
6058AB_| MaraapuH (f302), I9E (Mandarin (f302), I9E) C KpOBU Kon 1 695
B6059A6 | baknaxan (f262), IgE (Eggplant (f262), IgE) CblBODOTKA KDOBM Kon 1 695
B060AB_| Bpokkonu (f260), IgE (Broccoli (f260), IgE) C KpOBU on 1 695
B6061AB | YecHok (f47), IgE (Garlic (f47), IgE) C KDOBU on 1 695
6062AB | Tpu6bl (f212), IgE (Mushroom (champignon) (f212), IgE) Ci KpOBI on 1 695
B063A6 | MosconHeunuk (w204), IgE (Sunflower (w204), IgE) C KDOBU on 1 695
6064AB | Pomaluka (w206), IgE (Ch ile (w206), I9E) C KDOBN on 1 695
B6065AB_| CmopoanHa kpacHas (f322), IgE (Red currant (f322), IgE) C KDOBM on 1 695
B066AB_| Cmech nuuieBbIx m2), Igl C KDOBY on 1 1595
6067AB | Cmech nuesbIx m4), Igl C KDOBM on 1 1270
B068AB_| Cmech nuuiesbIx m5), Igl C KDOBY on 1 1775
B6069AB | CMech nuiesbIx m6), Igl C KDOBM on 1 1240
6070AB_| Cmech nuuiesbix m C KDOBY on 1 1270
6071AB_| CMech nuiesbIx m10), Ig| C KDOBU on 1 1595
6072AB | Cmech nuLeBbIX m18), Ig| C KDOBU on 1 2080
6073AB_| Cmech nuiesbIx m22), Ig| C KDOBU on 1 1105
6074AB_| Cmech nuLyeBbix m24), Ig Ci KDOBM on 1 1155
6075A6 | Cmech nuiiesbix m70), Ig| C KDOBM on 1 1375
6076AB_| Cmech nuLyeBbix m71), Ig Ci KDOBM on 1 1375
6077AB_| Cmech nuiesbIx m72), Ig| C KDOBM on 1 1105
6078AB_| Cmech nuLyeBbix m101), IgE C KpOBI on 1 1105
6079A6 | Cmech nuiesbIx im104), IgE C KDOBU on 1 1325
6080AB_|Cmeck nepbes ntuy (em1), Ig Ci KDOBM. on 1 1105
B6081AB | Cmech nepbes nty (em72), IgE C KDOBM on 1 1095
6082AB | Cmech 5108 (im100), IgE C KDOBN on 1 620
B6083AB_| CMech annepreHos NbinbLibl AepeBbes (paHHee (tm2), IgE C KDOBM on 1 1220
6084AB | Cmech annepreHos nbifblibl Aepesbes (nosaHee (tm3), IgE C KpOBI on 1 1505
B6085AB_| CMech annepreHos NbinbLibl AepeBbes (paHHee (tm5), IgE C KDOBM on 1 1105
B086AB_| Cmech annepreHos nbifbLibl Aepesbes (nosaHee (tm6), IgE C KpOBI on 1 1470
6087A6 | Cmecs anneprenos nnecer (mm1), Ig| Ci KDoBY on 1 1595
608BAI vHorpag (f259), IgE (Grape (f259), IgE) C KpOBI on 1 1000
B6089A pesetka Turposas (f179), IgE (Tiger shrimp (f179), IgE) C KDOBU on 1 1000
6090A / (f41), IgE (Salmon (f41), I9E) C KpOBI on 1 1000
B6091AB | Cenbpp (f205), IgE (Herring (f205), IgE) C KDOBM on 1 1000
6092AB_| Ckymbpust (f206), IgE (Mackerel (f206), IgE) C KpOBI on 1 1000
B094A i opex (f18), IgE (Brazil nut (f18), IgE) C KDOBM on 1 1000
6097AI I'oDox(ﬂ 2), IgE (Pea (f12), IgE) C KpOBI on 1 1000
B6098AB_| ®aconb Genas (f15), IgE (W hite bean (f15), IgE) C KDOBM on 1 1000
6099AB | [ibiHa (f87), IgE (Melon (f87), IgE) C KDOBY on 1 1000
6100A6 | Poxs (f5), IgE (Rye (f5), IgE] C KDOBM on 1 660
6101AB_|nioTeH (f79), IgE (Gluten (f79), IgE) C KDOBN on 1 1000
6102A6 | Cbip LWseiiuapckuii (f70), IgE (Swiss cheese (f70), IgE) C KDOBM on 1 1000
6093A! am6ana (f254), IgE (Plaice (f254), IgE) C KDOBN on 1 1000
6095A 7 opex (f36), IgE (Coconut (f36), IgE) C KDOBU on 1 660
6096AB | Mpeuknii opex (f256), IgE (Walnut (f256), IgE) C KDOBM on 1 1000
103A6 | Cbip Yennep (f81), IgE (Cheese, Cheddar (f81), IgE) C KDOBN on 1 730
104A6 | Cbip ¢ (f82), IgE (Cheese, Mold-type (f82), IgE) Ci KDOBM on 1 730
105A6 | Cbip Opuam (f150), IgE (Cheese, Edam (f150), IgE) C KDOBM on 1 730
106AB | Cbip [ayaa (f198), IgE (Cheese, Gouda (f198), IgE) C KDOBN on 1 730
107AB | TyHeu (f40), IgE (Tuna (f40), IgE) C KDOBM on 1 730
108AB | Kykypysa (f8), IgE (Corn (f8), IgE) C KDOBN on 1 730
109A6 | Crmea (f255), IgE (Plum (f255), IgE) C KDOBM on 1 730
110AB_| ScTparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) C KDOBN on 1 730
111ABE | TumbsH (273), IgE (Thyme (f273), IgE) C KDOBM on 1 730
112AB_| Mariopan (f274), IgE (Marjoram (f274), IgE; C KpOBI on 1 730
113A K (f275), IgE (Lovage (f275), IgE) Ci KooBM on 1 730
114AB_| TmuH (f265), IgE (Caraway (265), I9E) C KpOBI on 1 730!
115A (f267), IgE (Cardamon (f267), IgE) C KDOBM on 1 730
116AB_|CBosauka (f268), IGE (Clove (f268), IgE) C KpOBI on 1 730!
117AB_| Cema cherxena (f219), IgE (Fennel seed (f219), IgE) C KDOBM on 1 730
118AB | Basunuk (f269), IgE (Basil (f269), IgE) C KDOBN on 1 730
119A6 | Mmbups (f270), IgE (Ginger (f270), IgE) C KDOBM on 1 730
120A Amc (f271), IgE (Anise (f271), IgE) C KDOBN on 1 730
6012 G, IgE (Penicilloyl G, IgE, c1) C KDOBM on 1 800
6014 @ggManbgemgl@EMaan IgE (Formaldehyde/ Formalin, IgE, k80; C KpOBI on 1 800
1070AB | CMeCh annepreHos AOMALUHYIX TPbI3yHOB: SMUTENUii MOPCKOM CBUHKW, SMUTENMiA KpOMMKa, | CbIBOPOTKA KpOBM on 1 1790

SnUTENW/t XOMAKa, KPBICa, MbiLb, IGE (EP70 (E6 E62, E84, E87, EB8), Rodents Panel:

Guinea Pig Epif Rabbit Epi i Rat, Mouse, IgE)
122A6 | Exa cBopHas (g3), IgE (Dactylis qlomerata (ua) IqE) Ci KDOBY on 1 690
123A6 | Mnesen/Palirpac MHoroneTHui (g5), IGE (Lolium perenne (g5), IgE) C KDOBM on 1 690
124AB_| OscsHmua nyrosas (94), I9E (Festula elatior (g4), IgE) C KpOBI on 1 990!
125A6 | Ti nyroeas (g6), IgE (Phleum pratense (g6), IgE) C KDOBM on 1 690
126AB_| MaTnuk nyrosov (g8), IgE (Poa pratensis (g8), IgE) C KpOBI on 1 690!
6127AB | Ananac (f210), IgE (Pineapple (f210), IgE) C KpOBU Kon 1 690
6128AB | Kuewm (f84), IgE (Kiwi (f84), IgE) C KDOBU Kon 1 690
6129A6 | BaHaH (f92), IgE (Banana (f92), IgE) C KpOBU Kon 1 690
6130A6 | Mepoik (95), IgE (Peach (f95), IgE) [¢ KpoBU Kon 1 690
6131AB_|PoamapuH (f335), IgE (Rosmarinus officinalis (f335), IgE) Ci KDOBY Kon 1 690
6159AB | KypuHoe msico (f83), IgE (Chicken (83), IgE) C KDOBN Kon 1 690
6160AB | Puc (f9), IgE (Rice (f9), IgE) C KpOBUM Kon 1 690
6161AB | AA6noko (f49), IgE (Apple (f49), IgE) C KDOBU Kon 1 690
6162A6 | Bepesa Gopopasyaras (t3), IgE (Betula verrucosa (t3), IgE) C KDOBM Kon 1 690
6163AB | MonbiHb 06! isia vulgaris) (w6), IgE (Mugwort (w6), IgE) C KDOBU Kon 1 690
6164AB | MonbiHb ropbkas (Artemisi inthi (w5), IgE (Wormwood (w5), IgE) C KpOBU Kon 1 690
6165AB_| SnuTenuit mopckor canHkm (€6), IgE (Guinea pig epit (e6), IgE) G KpOBI Kon 1 690!
6166AB_|Mepbs yra (e78), IgE igar feathers (e78), IgE) C KDOBM Kon 1 690
6167AB i1 1 wepcTb oBub! (€81), IGE (Sheep epithelium (e81), IgE) C KDOBU Kon 1 690
6168AB_| KypuHble nepba (€85), IgE (Chicken feathers (e85), IgE) C KpOBUM Kon 1 690
6169AB | Bapanua (f88), IgE (Mutton (f88), IgE) C KDOBN Kon 1 690
6170AB | Manro (f91), IgE (Mango (f91), IgE) C KpOBUM Kon 1 690
6171AB | AnenbcuH (f33), IgE (Orange (f33), IgE) C KDOBY Kon 1 790
6172AB i kowwkw (e1), IgE (Cat epithelium (e1), IgE) C KpOBU Kon 1 790
6173AB_|Moroko koposbe (f2), IgE (Milk (f2), I9E) C KpOBI Kon 1 690
6174A6 | Knew D¢ i pteronyssinus (d1), IgE C KpOBUM Kon 1 790
6175AB_|Kneuw, D ides farinae (d2) IgE C KpOBI Kon 1 790!
6176AB | Avunbiin Genok (f1), IgE (Egg white (f1), IgE) C KpOBUM Kon 1 790
6177AB | AnyHbiit xenTok (f75), IgE (Egg yolk (f75), IgE) C KDOBU Kon 1 790
6178AB | Mwennua (f4), IgE (Wheat (4), IgE) C KpOBUM Kon 1 790
6179AB i cobakm (€2), IgE (Dog epithelium (e1), IgE) C KpOBI Kon 1 790!
6180AB | [lomaluHss nbink (Greer Labs, Inc.) (h1), IgE (House Dust — Greer (h1), IgE) C KpOBUM Kon 1 790
6132AB | Tpecka (f3), IgE (Codfish (f3), IgE) C KDOBN Kon 1 790
6133A6_| Apaxuc (f13), IgE (Peanut (f13), IgE) C KpOBU Kon 1 790
6134AB | Coesble 606w (f14), IgE (Soybean (f14), IgE) C KpOBI Kon 1 790!
6135A5 | dynayk (f17), IgE (Hazelnut (17), IgE) Ci KpoBYH Kon 1 790,
6136AB_| KpaGosoe msico (f23), IgE (Crab meat (f23), IgE) C KDOBN Kon 1 690
6137A6 | Kpesetku (24), IgE (Shrimp (f24), IgE) C KpOBU Kon 1 690
6138AB | Tomarsi (f25), IgE (Tomato (f25), IgE) C KDOBY Kon 1 790
6139AB_|Mopkoes (f31), IgE (Carrot (f31), IgE) Ci KpOBU Kon 1 690
6140AB_| Tapakan-npycax (i6), IgE (Cockroach; Blatella germanica (i6), IgE) G KDOBU Kon 1 790!
6141AB_|Mnecerb Penicillium notatum (m1), I9E Ci KpOBU Kon 1 790!
6142A6 | Mnecenb Cl ium herbarum (m2), IgE C KDOBU Kon 1 790
6143AB | Mnecerb Aspergillus fumigatus (m3), IgE Ci KpOBU Kon 1 790!
6144AB_|pubbi pona kaHauaa, Candida albicans (m5), IgE C KDOBU Kon 1 790!
6145AB_|Mnecerb Alternaria alternata (tenuis) (m6), IgE Ci KpOBM. Kon 1 790
6146AB_|Natexc (k82), IgE (Latex (k82), IgE) C KDOBU Kon 1 690
6147AB | Mekapckue apoxokn (f45), IgE (Yeast (f45), IgE) C KDOBN Kon 1 790
6148AB6 | Wokonap (f105), IgE (Chocolate (f105), IgE) C KDOBU Kon 1 790
6149AB_|KnyGHuka (semnsnuika, f44), IgE (Strawberry (f44), IgE) Ci KpOBM. Kon 1 690
6150AB_|Jlumon (f208), IgE (Lemon (208), IgE) C KDOBU Kon 1 690
6151AB | MpeiincbpyT (f209), IGE (Grapefruit (f209), IgE) C KpOBU Kon 1 690
6152AB |Ipeva (f11), IgE (Buckwheat (f11), IgE’ C KDOBU Kon 1 690
6153A6 | Kanycra 6enokoyantas (f216), IgE (Cabbage (f216), IgE) Ci KDOBN Kon 1 690
6154AB | Tuiksa (f225), IgE (Pumpkin (f225), IgE) C KDOBU Kon 1 690
6155A6 | CeunuHa (f26), IgE (Pork (f26), I9E) C KpOBU Kon 1 690
6156AB_|FoBaawHa (f27), IgE (Beef (f27), IgE) C KDOBU Kon 1 690
6157A6_| Kaprodbens (f35), IgE (Potato (f35), IgE) C KDOBN Kon 1 690
6158AB | Osec (f7), IgE (Oat (f7), IgE) C KDOBU Kon 1 690
6181AB_|Mepxotk nowany (e3), IgE (Horse dander (e3), IgE) C KDOBY Kon 1 690
6182AB | Onbxa cepas (t2), I9E (Alnus incana (t2), I9E) C KDOBYN Kon 1 690
6183AB_|fewyra o6t (t4), IgE (Corylus avellana (t4), IgE) C KpOBM. Kon 1 690
6184AB | M (w9), IgE (Plantago lanceolata (w9), IgE) C KDOBU Kon 1 690
6185A6_| Ackapupa (p1), IgE Ci KDOBM Kon 1 590
6186AB | Cenbaepeii (f85) IgE Celery (f85), IgE C KDOBU Kon 1 590
6187AB | Tononb TpexrpaHbii (Populus deltoides) (t14), IgE Cottonwood (Populus deltoides) (t14), CbIBOPOTKa KPOBY Kon 1 590

IgE




6188AB | Mpoco (f55), IgE Common Millet (155), IgE ChiBODOTKA KDOBM Kon 1 590!
6189AB | Opysanuuk (Taraxacum vulgare) (w8), IgE KDOBU Kon 1 590!
6190AB_| Knew, Dermatophagoides microceras (d3), IgE (D i i (d3), IgE) CHIBODOTKA KDOBW Kon 1 590,
6191AB | Ykpon (f277), IgE (Dill (f277), IgE) C KDOBM Kon 1 590
6192A6 |Mnatan kneHonucTHsIl (Platanus acerifolia) (t11), IgE (Mnatan knewonucTHeI (Platanus | CbiBopoTka kposi Kon 1 590

acerifolia) (t11), IgE)
6193AB | Msico urneiikn (f284), IgE (Turkey meat (284), IgE) ChIBODOTKA KDOBH Kon 1 590
6194AB_|Nebepa (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE) KDOBM Kon 1 590
6195A5 | Lo kyputoe (245), IgE (Whole eqq (f245), IgE) ChIBODOTKA KDOBH Kon 1 590
6196AB | [1y6 (t7), IgE (Oak (Quercus alba) (t7), IgE)) C KDOBY Kon 1 590
6197AB | Nvna (1208), IgE (Tilia cordata (t208), IgE) ChIBODOTKA KDOBM Kon 1 590
6198AB_| Snutenuit kponuka (€82), IgE ( Rabbit epithelium (€82), I9E) Ci KDOBU Kon 1 590
6199AB | [ly6 uepewniatsiii (218), IgE (Quercus robur (218)), IgE ChIBODOTKA KDOBY Kon 1 590
6200AB | Tpywa (f94), IgE (Pear (f94), IgE) KDOBM Kon 1 590
6201AB_|Kakao (193), IgE (Cocoa (f93), IgE) ChIBODOTKA KDOBH Kon 1 590
6202AB | MuHaans (20), IgE (Almond (f20), IgE) C KDOBM Kon 1 590
6203A5 | G (c1), IgE (Penicilloyl G (c1), IgE) ChIBODOTKA KDOBH Kon 1 590
6205AB_|AAn nyenst 7 (i1), IgE (Honey Bee Venom (i1), I9E) Ci KDOBU Kon 1 590
6206AB_| dopmansaerun (k80), IgE ( iin (k80), IgE) ChIBODOTKA KDOBH Kon 1 590
6204AB | Kodbe (f221), IgE (Coffee (f221), IgE) KDOBM Kon 1 590
6207AB | LiseTnas kanycta (1291), IgE (Cauliflower (291), IgE) ChIBODOTKA KDOBH Kon 1 695
6208AB | Bpychuka (f182), IgE (Cowberry (f182), I9E) Ci KDOBM Kon 1 695
6209A6 | lony6uka (f183), IgE (Bog whortleberry (f183), IgE) CbIBODOTKA KDOBM Kon 1 695
6210AB_|Yepruika (f288), IgE (Blueberry (f288), IgE) C KDOBU Kon 1 695
6211AB | Yeuesnua (f235), IgE (Lentil (f235), IgE) ChIBODOTKA KDOBH Kon 1 695
6212AB | Conog (f90), IgE (Malt (f90), IgE) KDOBM Kon 1 695
6213AB | Cnapxa (f261), IgE (Asparagus (f261), IgE) ChIBODOTKA KDOBH Kon 1 695
6214AB_|Mepew cnagkuit (f218), IgE (Paprika (f218), IgE) Ci KDOBM Kon 1 695
6215AB_| Kenposbiii opex (1253), IgE (Pine Nut (253), IgE) ChIBODOTKA KDOBH Kon 1 695
6216AB_| Csekna (f319), IgE (Beet (f319), IgE) C KDOBU Kon 1 695
6217AB | CMeCh NULLIeBbIX ANNEPreHOB (MLeHILE, 0BEC, KyKypyaa, KyHXyT, rpeva, fm11), IgE (Mixed | Chizoporka kposi Kon 1 695

food allergen (wheat, oats, corn, sesame, fm11), IgE)
6218AB | Mepxors Kok (e100), IgE (Cat dander (e100), IgE) ChIBODOTKA KDOBI Kon 1 695
6219AB_|Kneuw, maynei (d74), IgE C KDOBU Kon 1 695
6220AB | Mepbst avoxa (e89), IgE Turkey feathers (e89), IgE) ChIBODOTKA KDOBH Kon 1 695
6221AB | OnuTenuii n Genkn cbiBOpOTKM N Mo4M Kpbickl (€87), IgE (Rat epithelium, serum proteins + ChblBOpOTKA KPOBM Kon 1 695

urine proteins IgE (e87), IgE)
6222AB | Nucoxsoct nyrooi (916), IgE (Meadow foxtail (916), IgE) C KDOBM Kon 1 695
6223AB (113), IgE ini(f113), IgE) ChIBODOTKA KDOBH Kon 1 695
6224AB | Maco kponuka (f213), IgE (Rabbit meat (f213), IgE) C KDOBM Kon 1 695
6225A6 | Kopuua (f220), IgE (Cinnamon (f220), IgE) CbIBODOTKA KDOBM Kon 1 695
6226AB | AmokenumniuH (c204), IgE (Amoxicillin (c204), IgE) C KDOBY on 1 695
6227AB | AMnuumnnnn (c203), IgE (Ampicillin (c203), IgE) C KDOBM on 1 695
6228A! lyk (f48), IgE (Onion (f48), IgE) C KDOBM on 1 695
6229A!  xomsika (e84), IgE (Hamster epithelium (e84), IgE) C KpOBY on 1 695
6230A i Mbilwn (€71), IgE (Mouse epithelium (e71), IgE) C KDOBM on 1 695
6231A! n (€208), IgE (Chinchilla epithelium (208), IgE) C KDOBM on 1 695
6232A Has nbinb(h3), IgE (Books dust (h3), IgE) C KDOBU on 1 695
6233A! anbmap (f258), IgE (Squid (f258), IgE) C KDOBM on 1 695
6234A! loTbiNb (i73), IgE (Bloodworm (Chir spp.) (i73), IgE) C KDOBM on 1 695
6235A5 | Mower yraiuvika (e77), IgE (Budgerigar droppings (e77), IgE) C KpOBY on 1 695
6236AB_| Mepo yTku (€86), IgE (Duck feathers (e86), IgE) C KDOBM on 1 695
6237AB | CocHa (t16), IgE (Pinus sylvestris) (t16), IgE) C KpOBY on 1 695
6238AB_|Koctep (g11), IgE (Bromus inermis) (g11), IgE) Ci KDOBY on 1 695
6239A6 | Kpanusa geynomHas, (w20), IgE Common nettle (Urtica dioica (w20), IgE C KDOBM on 1 695
6240AB_|Knen 7 (t1), I9E Maple ash (Acer negundo, t1), IgE C KDOBM on 1 695
6241AB | Cobaka nepxors (€5), IgE Dog dander (e5), IgE C KDOBM on 1 695
6242AB | AMBpo3us o6 (w1), IgE Ci KDOBM on 1 695
6243AB | ®opens (F204) , IgE Trout (f204), IgE C KDOBM on 1 695
6244AB | ductawku (F203) , IgE Pistachio nut (f203), IgE C KDOBYM on 1 695
6245AB | Mnecenb i ium halodes (m8), IgE C KDOBM on 1 695
6246AB_|Mnecerb Mucor (m4), IgE Mucor (m4), IgE C KDOBU on 1 695
6247AB_|'ycunbie nepbs (e70) , IgE Goose feathers (e70), IgE C KDOBM on 1 695
6248AB | Mepbs nonyras (€93), IgE Parakeet feathers(e93), IgE C KDOBU on 1 695
6249A6 | Mepbs karapeiiku (6201) , IgE Canarian 01), IgE C KpOoBY on 1 695
6250AB_|Mepbs nonyras xako (€213) , IgE Grey parrot feathers (e213), IgE C KDOBU on 1 695
6251AB | 3nuTenuii v Genkv CLIBOPOTKN M MOYM MbiuM (€88), IgE Mouse i ¢ Kposu on 1 695

proteins (e88), IgE
6252A6 | Wea (Salix caprea) (t12), IgE Willow (Salix caprea) (t12), IgE C KDOBM on 1 695
6253AB | Tokcokapa (p3), IgE (Toxocara canis (p3), I9E) Ci KDOBM on 1 695
6254AB | Anusakuc (p4), IgE (Anisakis simplex (p4), IgE) C KDOBM on 1 695
6255AB_| LLnnosHuk (f340), IgE (Rose hips (f340), IgE) C KDOBM on 1 695
6256A5 | Orusiu (342), IgE (Olive (f342), IgE) C KpOoBY on 1 695
6257AB_| O6nenuxa (f108), IgE (Sea buckthorn (f108), IgE) C KDOBM on 1 695
6258AB | KapTodhenbHas myka man) (f238), IgE (Potato starch (amylum) (f238), IgE) C KDOBM on 1 695
6259AB | [panar (f295), IgE (Pomegranate (f295), IgE) C KDOBM on 1 695
6261AB | deitxoa (f296), IgE (Feijoa (f296), IgE) C KpOBU Kon 1 695
6262AB | CmopoanHa yepHas (f321), IgE (Black currant (f321), IgE) C KDOBM Kon 1 695
6263AB | Kpbikoshuk (f327), IgE (Gooseberry (f327), IgE) C KpOBU Kon 1 695
6264AB | Cnuagw (f233), IgE (Gliadin (f233), IgE) C KDOBM Kon 1 695
6265A6 | Mepbs rony6s (€215), IgE (Pigeon feathers (e215), IgE) Ci KpoBY Kon 1 695
6266AB | TabauHblit ucT (0201), IgE (Tobacco (0201), IgE) C KDOBM Kon 1 695
6267AB | Muaua (f37), IgE (Blue mussel (f37), IgE) C KpOBU Kon 1 695
6268AB |Cmech annepreHoB AeTckoro nuTaHus, fm1 (snuHbIi Genok, Monoko kopoBbe, Tpecka, CbIBOPOTKa KPOBM Kon 1 1790

nweHnua, coesble 606bl, TOMaTbI, AM4HBI XenTok), IgE (Infant food mix, fm1 (egg white, cow

milk, codfish, wheat flour, soya bean, tomato, eqq yolk), IgE)
6269AB | Mbipei nonayunii (921), IgE (Agropyron repens (g21), IgE) Ci KpoBY Kon 1 695
6270AB | CvipeHb obblikHoBeHHas (t24), IgE (Syringa vulgaris (t24), IgE) C KDOBYM Kon 1 695
6271AB_| Byk (apesecHast nbink) (032), IgE (Beech wood (032), IgE) Ci KpoBY Kon 1 695
6272AB | [ly6 (apesecHas nbinb) (033), IgE (Oak wood (033), IgE) C KDOBM Kon 1 695
6273AB_| CocHa (npesecHas nbink) (036), IgE (Pine wood (036), IgE) C KDOBM Kon 1 695
6274AB | Bss (apesecHan nbinb) (049), IgE (EIm wood (049), IgE) C KDOBM Kon 1 695
6275AB | CenHasn nbinb (07), IgE (Hay dust (07), IgE) C KpOBU Kon 1 695
6276AB_| Xna (k91), IgE (Henna (k91), IgE) C KDOBM Kon 1 695
6277AB | BpunnuanTosbii 3enerbiii (k92), IgE (Brilliant green (k92), IgE] C KpOBU Kon 1 695
6278AB | 3Bepoboit obbikHoBeHHbIN (W53), IgE (Hypericum perforatum (w53), IgE) C KDOBM Kon 1 695
6279A6 | Anos apesosuaHoe (wB5), IgE (Aloe arborescens (w65), IgE) C KDOBM Kon 1 695
6280AB | Martb-u-madexa (w38), IgE (Coltsfoot (w38), IgE) C KDOBM Kon 1 695
6281AB | Cmec apesecHoi nbiny (Byk, ay6, cocHa, B3 (om1)), IgE (Wood mix (032-033-036-049) | CbiBopoTKa Kpos#t Kon 1 695

(om1), IgE)
6282AB | Kunapuc BeyHosenenbiii (t23), IgE (Cupressus sempervirens (t23), IgE) C KpOBU Kon 1 695
6284AB | Posa (w28), IgE (Garden rose (w28), IgE) C KDOBM Kon 1 695
6285A5 | Tionbnan (w30), IgE (Tulip (w30), IgE) Ci KpoBY Kon 1 695
6286AB | epaHb (w35), IgE (Geranium(w35),I9E) C KDOBM Kon 1 695
6287AB | Munusi (w4d), IgE lily (w44), IgE) Ci KDOBY Kon 1 695
6288AB_| Knesep nyrosoii (w34), IgE (Red clover (w34), IgE) C KDOBU Kon 1 695
6289AB | MocTenHnua (w21), IgE (Wall pellitory (w21), IgE) C KpOBU Kon 1 695
6290AB_| Kunpeit (MBan-yait) (w29), IgE (Fireweed (w29), IgE) C KDOBM Kon 1 695
6291AB | Abnows (t25), IgE (Apple (t25), IgE) Ci KpoBY Kon 1 695
6292AB | Akaums (t19), IgE (Acacia (t19), IgE) C KDOBM Kon 1 695
6293AB | Yepemyxa (t38), IgE (Bird cherry(t38; Ci KDOBYM Kon 1 695
6294AB | Pibua oBbikHoBerHas(t45), IgE (Rowan(t45), IgE) C KDOBU Kon 1 695
6295AB_| KawrTan koHckui (t203), IgE (Horse chestnut (t203), I9E) Ci KpOBM Kon 1 695
6296AB | Men (247), IgE (Honey (1247), IgE) C KDOBU Kon 1 695
6297AB |CMmech CopHbix Tpas (w1-w6-w7-w10-w19), IgE 0t MonbiHb: CbIBOPOTKa KPOBM Kon 1 695

0BbIKHOBEHHAs, HUBAHWK, Mapb Genas, nocTeHHULa nekapcTeenHHas, Weed mixture (w1-wé-

w7-w10-w19), IgE common ragweed, sagebrush, white weed, lamb's quarters, wall pellitory
6298AB |Cmeck COpHbIX TpaB (w1-w6- 8-w9), IgE nonbiHL CblBOpOTKA KPOBM Kon 1 695

6 HUBSHUK, Oy 3 Weed mixture (w1-w6-w7-w8-w9), IgE

common ragweed white weed, dandelion, plantain
6299A6 | Acneprunsiioc uepHbiv (m33) IGE, Aspergillus niger (m33) IgE C KDOBM Kon 1 695
6300AB6 |Cmeck annepreHos aepesbes (t1-t3-t7-t8-t9-t10) IgE knen siceHenucTHIA, Gepesa CblBOpOTKA KPOBM Kon 1 695

Boponasuaras, Ay6, BA3, MacnMHa esponeickas, rpeukuii opex, Tree allergen mixture (t1-t3-

17-18-t9-t10) IgE maple ash, birch, oak, elm, olive, walnut
6301AB |Cmechb GbiToBbIx annepreHos (d1-d2-e1-e2) IgE, Domestic allergen mixture (d1-d2-e1-e2) CbIBOPOTKa KPOBM Kon 1 695

IgE, Domestic allergen mixture (d1-d2-e1-e2) IgE D

Dy farinae, feline epithel canine epithelium
6302AB cmech (e1-e2-e3-e4-e5-e70-e81-e85-e86-e100) IgE anuTenuit kowku, CbiBOpOTKa KPOBM Kon 1 695

anuTenuit cobaku, NepxoTb NoLWaaN, NepXoTb KOPOBbI, NEPXOTb COBaKM, ryCUHbIE Nepbs,

ANUTeNni OBUBI, KyPUHbIE NEPbS, YTUHbIE Nepbs, NepXoTk kowwkw, Epithelial mixture (e1-e2-

4-e5-e70- 5-e86-e100) IgE feline epitheli canine epithelium, horse dandruff,

cow dandruff, canine dandruff, goose feathers, sheep epithelium, chicken feathers, duck

feathers, feline dandruff
6303AB | Cmech nuesas (Msco) (f26-f27-f83-f284) IGE cauHuMHa, rossauHa, kypuHOE MSCO, MSICO CbIBOpOTKa KPOBM Kon 1 695

uhaeitku, Food mixture (meat) (f26-f27-f83-f284) IgE pork, beef, chicken meat, turkey meat
6304AB |Cmech annepreHos 3nakobix (f4-f6-f7-f8-f9) IgE nwennua, sumeHb, OBEC, KyKypy3a, puc, CbIBOPOTKa KPOBM Kon 1 695

Cereal allergen mixture (f4-f6-f7-f8-f9) IgE wheat, barley, oat, corn, rice




(MART-1), HMB-45, SOX-10)

6305AB | Cmech annepreHos opexos (f13-f17-20-f36-1256) IgE apaxvic, chyHayk, MUHAANL, KOKOG, ChiBopoTKa KpoBH Kon 1 695
rpeukuii opex, Nut allergen mixture (f13-f17-f20-f36-f256) IgE peanut, hazelnut, almond,
coconut, walnut
B6306AB | Cmeck nyroseix Tpas (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE cauHopoit CblBOpOTKa KPOBM Kon 1 695
nanbyarbiil, eXa c6opHasi, nneser, TUMOGeeBKa Nyrosasi, MATIMK NyrOBOiA, COPro, PoXb
nocesHast, GyXapHUK WEPCTUCTbIA, OBEC NOCEBHOM, MUWEHNLA NOCEBHAS, NIMCOXBOCT S1yroBOW,
Meadow grass mixture (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE dog's tooth grass,
cocksfoot, ryegrass, timothy grass, meadow grass, sorghum, rye, Yorkshire fog, oat, wheat,
foxtail grass
6307AB | Cmecs anneprewoa Aomauuei neini (n1-d1-d2-i6) IE Aomauuan neins, Dermatophagoides | Celgopori kpoaw Kon 1 695
D farinae, Tap pycak, Domestic duct allergen mixture
(h1-d1-d2-i6) IgE domestic dust, D i D
farinae, croton-bug)
6308AB | Kedmp (f63) IgE, Kefir (f63) IgE C KDOBM Kon 1 695
6309AB | KyryT (f10) IgE, Sesame seed (f10) IgE ChIBODOTKA KDOBH Kon 1 695
6317AB |Cmecs knewesbix annepreros (d1-d2-d3-d70-d71-d72-d73-d74) IgE, Sesame seed (f10) CbIBOPOTKa KPOBM Kon 1 695
IgE, Mite aJIergen mixture (d1-d2-d3-d70-d71-d72-d73- d74) IgE Dermalophagoldes
ides farinae, D Acarus siro,
L deslruc!or, b putreus, { maynei
18. UNTONOrMYECKUE UCCNENOBAHUA
1A TECTOB, NOMeYeHHbIX *, Heob6xoanma npo6onoaroToeka (KXKLL).
18.1. uuTonorus. no
[ Ne MLIX B c Ne 547N. Ne MLIX
Henb3s 3aKasaTh !
518 JKupKocTHast unTonorst. LIuTonorvieckoe uecneoBanie GMomaTepuana Weikn Marki Cockob Onc o5 1683
no M
547N Ly n c p16INK4a n Ki-67 |Cockob Kau Ao 11 11 400
ans B MasKax i eIk MaTku
nux 78) p16INK4a u Ki-67 Cockob nos8 6355
518CIB |XKuakocTHas uutonorus. Lintonornieckoe Leiikn MaTku Cockob Onc no6 1660
518(305 | )KWIKOCTHaEs LMTONOMMS. LITONOrM4eckoe cenenosaHme GHoMaTepuana Weitki MaTku Cockob Onc o6 1150
8) no N
18.2. O no — Pap-Tect
517 Ly weviku maTku no Cockob no4 1645
n Pap-ec) (Cytological ination: Cervix, Pap-test)
519 L COCKOBOB ByMbBEI M BRArANVILLA, KpOME Cockob no4 1775
weitkn MaTkn nom Pap-Tect)
517CN6 | L Wweviku maTku no Cockob Kau+3aKrioueHne no6 1645
n Pap-ec) (Cytological ination: Cervix, Pap-test)
18.3.0 no Tnmse
500 y npy XupypI Masku, oTneyatky, XMakocTs Ao3 1215
BMeLUaTenbCTBax W APYrux CPOHHbIX (Cytological ination of Material
Obtained during Surgical Procedures and Other Urgent
502 ccocko6oB n c KOXM W ination of |0 rnasa; Cockob Ao3 905
crapings and Prints of Skin and Mucous
503 ‘cockoBos n onyxone# n 7] Cockob Ao 3 940
(Examination of Scrapings and Prints Tumor and Tumor Like
505 Viccnenosanme cockoBoB Lwefiku MaTkn 1 KaHana ination of Cockob Ao3 730
Cervix and Cervical Canal )
5056 LinTonornyeckoe nccnenoBaH1e aNNTeNus Weitkn MaTku C onucaHnem no Cockob no3 730
Tepmmonomqeckow cucteme Berecna (The Bethesda System - TBS) (Cytological
ion of Cervical Epithelium with De iption on The Bethesda System, TBS)
506ACI | Mccnesioanme acnupata 3 nonocTu mMarki (maskw) (Examination of Uterine Aspiration ) Acnvpar no3 855
506BMC C BHYTPI i cnupanu (BMC) (Examination of Imprint OTaensiemoe nonosbx OpraHos no3 855
ntrauterine Device, IUD)
507MOY Moun ination of Urine) Moua ao 785
507MXK i1 13 MONo4Hoi xenesbl (Examination of Breast Discharge) O 3 cocka no 785
508 MOKPOTb! ination of Sputum) Mokpota 1o 1240
5106 nynKata i Keneasl ¢ Magok Ao 730
YepMMHonomuecKoM Knaccudmkaunn Betecna (The Bethesda System for Reporllng Thyroid
(TBSRTC), Fine-Needle Aspiration (FNA))
512 Ll,monomqeckoe nccnenoBaHne cockoba (Maska) CnmancToi 06onoyku nonocTk Hoca (oaHa | Cockob no3 1145
(Cytological inati rapings (Smear) of Nasal Mucous Membrane (1
L
nuxcn y Benkos p16INK4a u Ki-67 B maskax Cockob Kad+3aknioueHve | po 11 6335
B M LWeikn MaTkn
18.4. Ke FOTOBbIX
5000 K TOTOBbIX Li (omHo cTexno) (C ion of Finished | Iy n Ao3 505
Cytological ions (1 Glass))
19. TUCTONOrMYECKUE UCCNENOBAHUA
*[ns TeCTOB, NOMeYeHHbIX *, Heobxoauma npobonoaroroska (KTUCT).
19.1. T c MHOM
> Ne 528 B c Ne 511. Ne 528
Henb3s 3aKasaTk. !
5110 KoHcynbTaums romemx rucTonormyeckux npenaparos (1 ctekno + 1 6nok) (Consultation of | MapaduHoBbIi 6ok + cTekno Ao3 1400
Finished F ions (1 Glass + 1 Block))
528 CucTonornyeckoe xenyaka (PAS-peakuns) Acnupar: Buonrar: [ i Cockob [o3 1700
551 AuarHocTuka i# BepxHux otAenos KKT AHanbHas TpelmHa; Acnupar; BuonTar; Mpou3sonbHbIi Guomarepuan; Cockob Kad no7 2650/
xenyaka, i knwku) (Complex morphological and
of diseases upper digestive system)
579 TucToxum i ] BvonTar Kay no3 3350
5501 npu menaHome (BRAF, NRAS) BuonTar Kau no7 6390
5502 npu GIST-onyxonsix (cKIT, PDGFRa) BvonTar Kay no7 7290
5503 npv pake xenyaka (MS|, HER2) BuonTar Kau no7 7890
5504 npu pake (BRAF, KRAS, BuonTat Kau no7 8190
NRAS, MSI)
5505 npW pake N1erkoro (BRAF, KRAS, EGFR HER?2) |BuonTar Kay no7 13 620
5510 TeHOB Npu pake i weneasl | BuonTat Kad o7 7190
(19 reros)
5511 |MonHoe - Npu pake Tena markn | BuonTar Kad no7 8795
(MSI, POLE)
5512 B i EML4-ALK, ROS1 1 myTauuit B reie MET BuonTar Kau no7 12 290
51101 | MucTonornyeckoe 7] ol i Groncum npu Mpoun3sonbHbIA Guomatepuan Bakn Ao 6 7 200
BOCNANUTENbHbIX IeHHIKa.
51106 |C i 0GOMNOYKM TOHKO KKK | BronTar Bakn Ao 6 5690
Ha (H&E).
7020 paka npoctarbl (MCU: PTEN, RB1, TP53, BRCA1/2) BvonTar Kay no7 8990
580CTB | BUONGHUiiHOE MCCTIEeoBaHME CIUSNCTON Xeny/Kka N0 CTAHAAPTY MEXZYHapORHOM BuonTar 3akn o8 3190,
OLGA-system
5110- | KOHCYNbTauys roToBbIX FMCTONONMUECKIX MPENapaTos (40 5 NapacdvHOBLIX G1I0KOB 1 CTeKon) | BronTar 3 05 5990
5CMNB
5110- | KoHCynbTaLms roTOBBIX ICTONOMMYECKVX Npenaparos (Ao 10 napacduHoBbIX Grokos Buontar 3akn no5 12 990
10CMB _|crexon)
5110- | KoHCynbTaLms rOTOBBIX ICTONOMYECKVX NPenaparos (Ao 15 napacduHoBbIX Grokos Buontar 3akn no5 19 990
15CIMB | crexon)
5110- | KoHCynbTaLms rOTOBBIX ICTONOMYECKVX NPenaparos (Ao 20 napaduHoBbIX Grokos Buontar 3akn no5 25990,
20CNB_|ctexon)
5110- | KOHCyMbTaLMs rOTOBBIX IMCTONOMYECKUX NPENaparos (Ao 25 NapaduHoBLIX 6riokos 1 BvonTar 3 05 32990
25CNB_|ctexon)
5110- | KOHCyMbTaLWs rOTOBBIX FMCTONOMYECKUX NPenaparos (Ao 30 NapaduHOBLIX 6riokos 1 BvonTar 3 05 38 990
30CNE_|ctexon)
5110- | KOHCyMbTaLWs rOTOBBIX IMCTONOMUYECKUX NPENaparos (A0 35 NapaduHOBLIX 6riokos 1 BvonTar 3 05 45990
35CMB_|ctexon)
5110- | KoHCyMbTaLMs rOTOBBIX FMCTONOMMYECKUX NPenaparos (Ao 40 NapaduHoBLIX 6riokos 1 BvonTar 3 05 51990
40CNB_|cexon)
581CIE | TvcTonornyeckoe. c Buontar £0 40 7000
511CTE crekna, , C FOTOBOrO BuonTar Ao 2 1390
Kno 6noka
511201 | (6onee 12-Tn 6nokos) | Acnupart; BuonTar; Mpon3sonbHbIi Grnomarepuan 3akn Ao 5 8190
na
19.2. UmmyHor
530FISH | Onpepenenne HER2 cratyca onyxonn MeToaom A in | ¥ 6nok + cTekno Ao 19 26 810
situ (FISH) (Determination of HER2 Status of Tumor, In Situ Hybridization)
535 marHocTUka e (UrX) BuonTar Kau 018 | 25190
nccneaosaHve, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC
i of malignant using of the exp! ion S-100, Melan A
(MART-1), HMB-45, SOX-10)*
536 [AvarHocTuka Buonrar Kay Ao 18 25190
wccneaosaHve, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC
of malignant using of the S$-100, Melan A




554 Onpepenenne akcnpeccuy Genka PD-L1 B TkaHm onyxonn meTomom UMX ¢ vcronb3osannem | BronTar 013 | 27540
anTuTen k PD-L1 kon 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1
clone 22C3 (Dako)
552 WmmyHor 7] y A TpakTa. I; i 6ok Bakn no 11 15 190
553 VmmyHorucToxummnyec 7 nerkoro I i 6ok 3akn no 11 15 190
556 VimmyHor /1 OpraHoB EHCKoM MapachuHossii G110k 3akn no 11 20190
Vi CUCTEMBI.
51113 | TmcTonornyeckoe ViHOTO M (BC) AuanbHas TpelumHa; Acnvpar: buontar: M ;. Cockob 3akn no4 2650
511MXK | TucTonornyeckoe ichol 7 Groncun i xenesbl Buontar 3akn Ao4 5450
Ccne (MK)
516MXC_|mcToxmmy Ha Heli pylori (Hp) Buontar 3akn no7 1040
524CTB | MmcTonornyeckoe U r npn BuonTar 3akn po7 2690
ractpure (Hp-ractput)
5110rK Kchyanauwsl TOTOBBIX TMICTOMNOMVMECKUX (1 crexno+1 i Bnok) . i Bnok + cTexno Bakn no4 2390
Ccnb of ready histologic (1 glass+1 paraffin block)
51103C | MmcTonorneckoe nony 0 NpY ManbIX Xpypriutvecknx Buontar 3an 06 2650
ne (Histologic ination of material from minor surgical
51104C | MmcTonornieckoe (n06 6nokoB) | Acnupar; BuonTar; Tpou3BonbHbIi Griomatepuan 3an 06 3400
ne
51105C | MmcTonormieckoe (6onee 6 Acnupar; BuonTar; MponsBonbHsI Gromarepuan 3an 06 5450
ns 6nokos) Histologic ination of surgical material (more than 6 paraffin blocks)
PLIM- | VimmyHor paxa weitku matkut (p16INKda, Ki-67) Buontat 3an o7 7000
FCMB__| (Immunohistochemical diagnosis of cervical cancer (p16INK4a, Ki-67))
PLUM- | Vimmyror paxa weitkv matk (p16INKda, Ki-67) Buontat 3an o7 7000
BCNb I diagnosis of cervica.l cancer (DlGINKAa Ki-67))
PMX- | Vimmyror aKa xeneast (MXK) [3 Buontat 3an o7 12 800,
FCMB | acTporeHam n nporectepoHy, Ki-67, HERZ/neu) (Immunohistochemical diagnosis of breast
cancer (estrogen and receptors, Ki-67, HER2/neu))
PMX-  |UmmyHor paka ] meneabl (MX) K Buontar Bakn no7 12 800
BCNB " poHy, Ki-67, ical diagnosis of breast
cancer (estrogen and receptors Kl 67, HER2/neu))
525CMB | UmmyHor K acTp W p . Acnupar; BuonTar; MonodHas xeresa 3an o7 9000
(3C/MP) i ical study of estrogen and receptors (ES/PR))(
5251CI | UmmyHor KacTp  np: P Buontar 3an o7 9000
B (3C/MP) i ical study of estrogen and receptors (ES/PR))
5111CT1 | IMMyHOrMCTOXVMMYEC! 7 (Ki-67) BuionTar 3akn o7 5300
5222CIN | ImmyHorucToXMMMec nponudepaTnsHon akTneHocTu (Ki-67) Buontar 3akn no7 5 300
5112CM | IMmyHOrMcToXMMMYeCH HER2/neu-craryca BuonTar 3akn no7 5 300
532CMB | ImmyHor paka it xenesbl (AMACR, Buontar Bakn no7 10 500
34bE12, p63)
533CMB |mmyHor paka it xenessl (AMACR, BuonTar 3akn Ao7 10 500
bE12, p63)
5113CN | ImmyHorucToxMmMmec HER2/neu-ctaryca Buontar 3akn no7 5 300
5114CM |Ummynor P (CD138) Buontar 3akn o7 3200
[ I diagnosis of chronic itis (CD138))
5115CM |Ummywor P (CD138) Buontar 3an o7 3200
[ I diagnosis of chronic itis (CD138))
5116CM |Ummymor p16INK4a ( i ical study of Buontar 3an o7 5200
B p16INK4a)
5117CM | Ummynor p16INK4a ( i ical study of Buontar 3an o7 5200
B p16INK4a)
5118CM |Ummymor % (N3) Buontar 3an 015 | 42750
[ I diagnosis of iferative diseases (LPD))
5119CM |Ummywor % (N3) Buontar 3an no15 | 42980
[ I diagnosis of iferative diseases (LPD))
5120CM |Ummywor T npu Buontar 3an no15 | 37020
B NEepBUYHOM ovare
5121CM |Ummyror T npu Buontar 3an no15 | 37310
B NEepBUYHOM ovare
537CTB | IMMyHOrMCTOXMMIUYECH (1 Buontar 3akn no7 3800
549CNB |mmyHor PD-L1 knou SP263 (Ventana) Buontar 3akn Ao 13 13700
I study of PD-L1 ion clone SP263 (Ventana))
550CMB |mmyHor PD-L1 kno SP142 (Ventana) Buontar 3akn Ao 13 14 000
I study of PD-L1 ion clone SP142 (Ventana))
51106K | KoHcynbTaums rotoBbiX r1UCTONOMMYECKINX NpenapaTos CAU3NCTOR 0GONOYKN TOHKOM KUK Buontar 3akn no5 5690
nj uenvakn (1 6nok + 1 cTekno)
51107 | FucTonornyeckoe (13-40 6nokos) |Buontat 3akn no5 32 290
(Histologic ination of surgical material (13-40 paraffin blocks))
5144cn ANS ANarHoCTUKN XpH ta (CD138, CD4, |Buontar 3akn no7 13 990
B CD8, CD20)(C ive study of chronic is (CD138, CD4, CD8, CD20)
5145CnN ANS ANarHoCTUKN XpH ta (CD138, CD4, |Buontar 3akn no7 13 990
B CD8, CD20)
554CMB | Onpenenenue akcnpeccun Genka PD-L1 B TkaHu onyxonu metoaom UMX ¢ ucnonbsosanmem | Buontat 3akn Ao 11 27 540
anTuTen k PD-L1 knon 22C3 (Dako)
20. UUTOTEHETUYECKWE UCCNEQOBAHMS
20.1.1
7811 W CTPYKTYPI Kposb Onucanne Ao 18 5850
(Karyotype) pesynbTara
Bpasom -
7312 [t W CTPYKTYpHbIE c Kposb Onucarve no 18 6895
oBsi3aTensbHOM Bhiaavelt kapuorpammbl pesyneTata
BpaoM -
777729 B CKPUHWHT BvonTar Kay no7 6990
777750 B BuonTar Kau no7 16 190
777794 a i aHanns Kposb Sakn 8032 25190
7824 |Kapuotun (npw i y aTopos u Kposs 3akn 023 7990
nyecku (Karyotype with i
21. OHKOrEHETUYECKWUE UCCNENOBAHUA
21.1. O
777732 |NUP aHanua xumepHoro reva BCR/ABL - (9;22), onpeaenerve Tvna Tparckpvnta BCR/ABL | LienbHas kposb Kau 108 2190/
rea - kauecTserHan MLIP (PCR analysis of the chimeric BCR/ABL gene - t(9;22),
of the BCR/ABL gene transcript type - qualitative PCR)
777733 I'ILlP aHann3 oTHoCUTeNbHOM akcnpeccuy reda BCR/ABL p210 - konuyecTeenHas RQ MUP | LlenbHas kposb Kon Ao 8 5910
(8 peam:nom Bpemenn) (PCR analysis of the relative expression of the BCR/ABL p210 gene -
RO PCR (real time)
777741B|Viccnenosanve MyTaumonHoro cratyca BCR-ABL rema (METo NpsiMOro cekaeHMpoBaHus no | LienbHas kposb Kad no22 8090/
cL Carepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
777735 |Ananus n1epecTpoex rexa FGFR1 (FISH, konuu.) (Analysis of gene rearrangements FGFR1 | LienbHas kpoBb. Kon Ao 6 8690
(FISH
777736 |Ananus nepecTpoek reia PDGFRB(FISH, konuy.) (Analysis of gene rearrangements LlenbHas kposb: Kon Ao 6 8690
PDGFRB (FISH, quantitative))
777737 | AHanus reHa FIP1L1/PD FRa(FISH, konuny.) (Analysis of chimeric gene LlenbHas kposb: Kon Ao 6 8690
FIP1L1/PDGFRa (FISH, i
777738 |Ananna Myrauww B 12 ak3oHe JAK2 rena (MLP, kay.) (Analysis of JAK2 Exon 12 mutations | LlenbHas kposb Kau A0 22 4390
(PCR
777739 | Ananua mytaumii B reve MPL, MLP, kauecTsexHbil (Analysis of MPL gene mutations, PCR, | LlenbHas kposb Kau A0 22 4390
777740 |AHanua MyTauui, Aeneuuii, NHcepuuin B reqe CALR (MUP, kay.) (Analysis of CALR gene UenbHas kposb Kau A0 22 4390
mutations, deletions, insertions, PCR,
777769K | Kapnotun N4eckui ( ic Disorders, Peripheral Blood) LlenbHas kpoBb. 3akn no8 6 490
777742P| Ananua xameproro resa PMLRARa -1(15 17) (I'ILlP Kau.) (Analysis of chimeric gene LiensHas Kposb. Kau o8 2290
ML PML/RARa -t(15;17) (PCR,
777743 | Aanua xamepHoro reva RUNX1/RUNX1T1 -t(8;21) ( MLIP, kad.) (Analysis of chimeric gene | LienbHast kposb Kau o8 2290
RUN RUNX1/RUNX1T1 -1(8;21) (PCR
777744 | Ananus xameproro resa CBFB/MYH1- inv(16).1(16;16) (MLIP, ka) (Analysis of chimeric gene | LienaHas kpoas Kau o8 2290
CBF CBFB/MYH1- inv(16),4(16;16) (PCR,
777745 | Aanua xumepHoro rexa MLL/AF4 -t(4;11) (TILIP, ka4.) (Analysis of chimeric gene MLL/AF4 - | LienbHast kposb Kau o8 2290
MLL 4(4;11) (PCR
777746E| AHanua xamepHoro rexa E2A/PBX1 - {(1;19) (MILIP, kau.) (Analysis of chimeric gene LiensHas Kposb. Kau o8 2290
2A E2A/PBX1 - 1(1;19) (PCR.
7777547 | Aanua neneunn TP53 rena (FISH, konud.) (Analysis of TP53 gene deletion (FISH, LiensHas Kposb. Kon 06 12 900
P53
777757T | Aanua Tparcnokaunm t(11;14)(q13;q32) (FISH, Konwny.) (Analysis of translocation Kposb Kon 06 9090,
QQ 1(11;14)(q13;932) (FISH,
777758 | AHanna moHocomuu, fienelmin 13 xpomocombl — (del(13), -13) (FISH Kkonmy.) (Analysis of LienbHas kpoBb: Kon no6 9 090
DEL chromosome 13 monosomy, deletion — (del(13), -13) (FISH,
7777591 | AHanua Tparcnokauwy t(14;16) (IGH/MAFB) (FISH, konwy.) (Analysis of translocation LienbHas Kposb. Kon 06 9090
GH 1(14;16) (IGH/MAFB) (FISH,
777761A| Aanua nepectpoek ATM rewa (FISH, konuu.) (Analysis of ATM gene rearrangements LienbHas Kposb. Kon 06 9090
™ (FISH




pa:
F2, F5) (without Dy

777762 | Anana pacoman 12 xpomocomsi (+12) (FISH, konn.) (Analysis of chromosome 12 trisomy |LiensHas kposs Kon 06 9090
Q12 (FISH
T77763T| Ananua Tpascnokauv {(11;18)(q21:21) (FISH, konaw.) (Analysis of transiocation LlensHast kposb. Kon 06 9090
QQ (11;18)(921;921) (FISH,
777764B| Ananua nepectpoex rena BCL- 6 (der(3)(27)) (FISH, ko) (Analysis of BCL- 6 gene LlensHast kposb. Kon 06 9090
CL (der(3)(q27) (FISH,
777765 | Avanua nepectpoek MYC rewa ( t(8;14)(q24:q32)-4(2:8)(p11:q24), (8 :22)(q24:q11)) (FISH, | LienbHasi kposb Kon 06 9090
MYC  |komuu.) (Analysis of MYC gene rearrangements (t(8;14)(q24:q32)-1(2:8)(p11q24), (8
:22)(924:q11) (FISH,
T77766T | AHanus TpaHcnokauuu t(2;: 5)(p23 q35) (FISH, konny.) (Analysis of translocation LlenbHas kposb Kon no6 8690
QQ 1(2;5)(p23;035) (FISH,
7777678 AHanus BCL2 rena t(14;18)(932;q21),t(2;18)(p11;921),4(18;22)(q21;q11) (FISH, |LlensHas kposb Kon no6 9 090
cL2 konmy.) (Analysis of BCL2 gene rearrangements
1(14;18)(032;021),4(2;18)(p11;021),1(18;22)(q21;q11) (FISH,
726251 | KauecTBeHHas! OLIeHKa HanMuVs COMaTMIecKoi MyTaLmm V617F B 14 aksoHe rena JAK2 LlensHast kposb. Kau 08 3000
PH (Qualitative of presence of gene JAK2 617F somatic mutation)
OBC132 | Marens Mepi i KocTHbiii Moar: LlenbHas kposb, no22 17 070
OBC134 | NaHens ias numdoma LlenbHas kposb £[o22 26 675
OBC135 | Marens. W3 KNeToK #AHOI 30HbI Kooss: LlenbHas kposb. no22 27055
OBC136 | NMaxens Bepkuta LlenbHas kposb £[o22 27055
OBC137 | Manens [ W cMHApOM KocTHbiii Moar: LlenbHas kposb, no6 30 645
OBC138 | Manens ®onnm numdoma LlenbHas kposb £[o22 27055
OBC139 | Marens MANT- b Koosb: LlenbHas kposb. nos8 35690
OBC140 | NaHens KocTHbiit Moar: LienbHas kposb. £[o22 17 070
0OBC141 | Mavens WctunHas KocTHbiii Moar: LlenbHas kposb, no 22 12 900
OBC142 | NaHens B: Hasi IUmMdoma LlenbHas kposb nos8 27055
OBC143 | MaHens XpoHnyeckni ko3 (Panel Chronic leukemia, CML) KocTHbiii Moar: LlenbHas kposb, nos8 13575
OBC144 | Naens OcTpble neiiko3bl KocTHblih Moar: LlenbHas kposb. nos8 12 310
548 O PDL1 BuonTar Kay no6 6390
560 Onpepenexne pacnpocTpaHeHHbIX MyTauuii resos BRCA1,BRCA2 npu pake MONo4HoOM Buontar Kay no6 6 290
»(eneau W SMYHVKOB B i
562 MyTauwit B 18,19.20, 21 ak3oHax reta EGFR Buontar Kau [o9 13 860
563 l" reda HER2 rexa) BuonTar Kay no6 9 890
565 O MyTauwit 8 15 ak3oHe reHa BRAF Buontar Kau no6 8085
568 [¢] MyTaumii resa PDGFRa BuonTar Kay no9 11 640
569 O MyTauwit 8o 2,3,4 ak3oHe reHa KRAS Buontar Kau no6 9 240
571 [¢] MyTaumii BO 2,3,4 ak3oHe rea NRAS BuonTar Kay no6 9 240
574 (o] 10/l HecTabunbHocTy (MSI) Bvontar Kay no 6 2990
576 o MyTauwii reqa cKIT BronTar Kau 109 9890
577 O reqa ALK Buontar Kay no6 6890
578 (0] reda ROS1 BuonTar Kay no6 6890
777722 _|MyTaumv 8 reve POLE monTar @y no6 5890
777723 lyTaumm B reqe IDH2 vonTar @4 no7 9 900
777724 |MyTaumm B reqe IDH1 monTar @y no7 9 900
777725 lyraumm PIK3CA ions in PIK3CA gene) vonTar @4 no7 8190
777726 |0 1p/19q vonTar @4 no7 7790
777727 | O resa MGMT vonTar @4 no7 8190
777728 | Onpegenenve abepaunii C228T n C250T & reve TERT monTar @y no6 5890
777730 | MyTtaumv B rede MET. monTar @4 no6 8590
582 i i Bnok + cTekno @4 Ao7 8790
Kenesbl Ans onpeaenenns myTaumii reHos KRAS, NRAS, HRAS, BRAF, TERT (Molecular
genetic study of thyroid surgical material to determine mutations of KRAS, NRAS, HRAS,
BRAF TERT genes)
583 UBHBIA N Py wuToBMAHOl | MapadhuHOBbIiA BrIoK + CTeKIo Kau no 11 15215
Kenesbl.
7655 | AHanua oTHOCMTENbHOV akcnpeccun rena BCR/ABL p190, konnuecTsenras RQ MLP (8 LlenbHast kposb Kon o8 5390
peanbHom spemenut) (PCR analysis of the relative expression of the BCR/ABL p190 gene —
ive RQ PCR (real time))
777702 ly i cTaTyc reHos YHaCTKOB UMMYHOF IGHV, NuUpP Kposb Kau A0 23 13590
(IGHV i status, PCR)
7306 MLP aHanu3 xumepHoro rena BCR-ABL-t(9;22) (p230) Kposb Kay no7 6 690
ZZ FEHETUYECKUE I'IPEQPACI'IOHO)KEHHOCTM
cpoku MUP. He TecToB (npn
22.1. O6pa3 XM3HN U reHeTnyeckme dal
110rM | Moarotoska k onepaumm (redsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery Kposb Onucanvne Ao 12 4790
(Genes MTHFR, MTRR, MTR, F2, F5)) pesynbTara
BpaUoM -
110TV/B | MoaroToka k onepauyy (reHsl MTHFR, MTRR, MTR, F2, F5) (663 onucanus peaynstatos | Kposs Kau 09 3490
3 Bpadom-reHeTukom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without
777797 |TeHeTnyeckas naenb "2 genes” B i anuTenui Kau+Onc 8033 3690
777798 | eHeTnyeckan naHens "Light" B i anuTenvi Kay+Onc 0033 6900
777799 |TeneTnyeckas naxens "MyNeuro" B i anuTenuit Kau+Onc 8033 8900
7777100 | leHeTnyeckas naHens "MyWellness" B i anuTenuit Kau+Onc 8033 19 900
7019 e cTapeHusi AnvHbI Tenomep) Genetic Kposb Kon Ao 6 8990
diagnosis of cellular aging (telomere length )
7074 n Ok3om nnioc (Preg y planning (Whole Exome Sequencing | Kposb 3akn Ao 38 80 000
plus))
7075 Mnannposanme GepemeHHocT Sk3om nntoc Ans napel (Pregnancy planning (Whole Exome | Kposb 3akn Ao 38 151 900
ing PLUS), DUO)
3K30M |1 3K30M NAoC A4NA Napb! Kposb Sakn 038 1
7001 n - Cerom.Knunuka (Whole Genome Kposb 3akn [0 92 88 410
7007 Onucanvne reHeTnyec! eHom.Knumka Kposb 3akn £0 92 88 580
22.2.
7252AZ P , 6 mapképos nokyca AZF) Kposb Onucanue Ro15 2090
Fl disorders (6 AZF)) pesynbTata
BpaoM -
725263 |t , 6 Mapképos nokyca AZF) (6es onncanus Kposb Kay Ao 12 990
109 |>Kerckoe (reHbl F2, F5, MTHFR, MTRR, MTR, Kposb Onucanvne A0 20 30285
ACE, AGT, RHD, HLA II; kapnotun) (Female Infertility, Pregnancy Complication (Genes F2, pesynbTara
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; Karyotype)) BpavoM -
108 | Xouy cTaTh Mamoii: ocrioxHeHns GepemerHocTy (reHsl F2, F5, MTHFR, MTRR, MTR, ACE, |Kposb Onucanue Ao 19 25490
AGT, RHD) (Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, pesynbTata
MTRR, MTR, ACE, AGT, RHD)) Bpa4om -
108rT/B | Xouy cTaTh Mamoii: ocrnoxHeHns GepemenHocTy (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, |Kposb Kay Ao 16 17 090
3 AGT, RHD) (6e3 onucanus pesynbTartos Bpadom-reHeTkom) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without
131 r‘ K nawens (rewbi F2, F5) Kposs Onucanve no 12 2585
(Thrombotic Tendency in Pregnancy Minimum (Genes F2, F5)) pesynbTata
BpaoM -
131MM/6 | C 3 npn navens (reHbl F2, F5) (6es | Kposb Kau 209 1600
3 p: (Thrombotic Tendency in Pregnancy: Minimum
(Genes F2, FS) (without D
140rM | Mps BT. 4. npn Kposb Onvcanve o 12 2190
BepeMeHHOCTU: paclunpeHHan naHensb (redsl MTHFR, MTRR, MTR F2, F5) (Habitual pesyneTata
Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, BpaYOM -
MTR, F2, F5))
140rT/B | Mp BT. 4 npn Kposs. Kau 209 2890
3 BepeMeHHOCTM: paclunpeHHas naHenb (redsl MTHFR, MTRR, MTR F2, F5) (6e3 onucanns
) (Habitual Mi ( Thrombotic Tendency in Pregnancy:
Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without D ipti
137rM | BO3HUKHOBEHWUE U30NMPOBaHHbIX MOPOKOB Pa3BUTUA y nnoaa (reHsl MTHFR, MTRR, MTR) | Kpoeb Onucanue Ao 12 2490
(Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR)) pesyneTata
BpaYoM -
137[T/6 | BosHMKHOBEHME N30NMPOBaHHbIX MOPOKOB pa3BuTMs y nioga (reHbl MTHFR, MTRR, MTR) | Kposb Kau Ao 9 1190
3 (6e3 onucanns (Isolated ions in Fetus (Genes
MTHFR, MTRR, MTR) (Wlthout D i
141 | Tp npu (rerbl F2, F5) (Thrombotic Kposb Onvcanve o 12 2690
Complications of Ovulation Induction (Genes F2, FS)) pesyneTara
BpaYoM -
1411T/6 | Tpe npn y. (rensl F2, F5) (6es onucanma Kposb Kau Ao 9 1600
3 ) (Thrombotic Cc ications of Ovulation Induction (Genes




7802CYI1 Ehil , ren CYP21A2, u.m. (Gene CYP210HB, Freq. Kposb Onucanune Ao 19 7590
Mut.) peaynbTata
Bpavom -
118 |OnacHocTeL NpK NpUeme opanbHbIX KOHTpaLenTueoB (reHbl F2, F5) (Risk of Oral Kposb Onucanue no12 2960
Contraceptives, Ocs (Genes F2, F5)) pesyneTata
BpaUoM -
118rT1/6 | O npy npreme (rebi F2, F5) (663 onvcannst Kposs Kau 09 1600
3 D ) (Risk of Oral C ives, OCs (Genes F2, F5) (without
D
1201 |O6meH chonnesoii kucnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes Kposb OnucaHue no 12 4715
MTHFR, MTRR, MTR)) pesynbTata
BpaUoM -
120TV/B | OBMen chonuesoit kucnoTel (reHsl MTHFR, MTRR, MTR) (663 onvcanys peaynsTaros Kposs Kau 09 3005
3 Bpavom-rereTukom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without
D
1071 |Myxckoe Gecnnoaue (redbl AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility (Genes AR, Kposb OnucaHue Ao 20 29 265
CFTR; AZF-Region; Karyotype)) pesynbTata
BpaUoM -
146[T1 | FeHeTudeckme chakTops! MyXcKoro becnnonust (rersl AR, CFTR; AZF-pervion) (Genetic Kposs. Onwcanune 019 | 17790
Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) pesynbTara
Bpavom -
76611 ; 3 narens (AZF-pernoH) (Impairment of Kposb OnucaHue no12 11 390
Spermatogenesis: Full Panel (AZF-Region)) pesynbTata
BpaUoM -
766163 | p : nanens (AZF-peruon) (663 onucarus Kposs Kau 09 10 590,
) i of is: Full Panel (AZF-Region)
(without Di
139ITIH |FecTo3bl U heTonnaLeHTapHas HeOCTAaTOMHOCTb Kposb OnucaHue no 14 10 890
pesynbTata
BpaUoM -
139MTIH/ | FecTob! 1 theTonNaLeHTapHas HEOCTATOMHOCTS (663 ONVICaHMS PE3ynbTaToB BpaqoM- Kposs Kau 1010 9790
B3
1551 | ¢ cnyuam paka i Xeneas niunn sudnnkos CHEK2, NBST Kposs Onvcanne no12 1790
(Hereditary Breast and/or Ovarian Cancer) pesyneTara
Bpatom -
155IT/6 | cnyyau paka i xenesbl u/mnn suanukos CHEK2, NBS1 Kposb Kau no7 1190
3 (Hereditary Breast and/or Ovarian Cancer) (6e3 on1caHus pesynbTaToB Bpa4oM-reHeTUKOM)
22.3. HLA- 1 pesyc-thakTol
7821RH | Onpenenerive pesyc-daropa (Rh factor Definition) Kposs. Hanuuue unn 1019 7390
otevrcTaue
7207TP |0 reroTina pesyc-dhakropa (RH factor Kposs Onucanne 019 | 11770
ol pesynbTata
Bpatom -
720763 |Of reHoTuna pesyc-a pa (6e3 onucanus P Kposb Kau Ao 16 11390
(Genotype of RH factor Definition (without Description’
3314GR | Pesyc-thaktop nnoga. BeiseneHue reHa RHD nnoaa e kposu matepu (RHD gene of the fetus | Mnasma kposu Kau no8 8510
in the mother's blood)
1334 HLA-B27 Genetic Testing HLA-B27) |Kpoeb Kau no5 3585
7831HL | TunmuposaHue reHos cuctembl HLA Il knacca (redbl DRB1, DQA1, DQB1) (System Human Kposb nepeyncnexve Ao 10 8760
Leukocyte Antigen (HLA) Class II, Typing (Genes DRB1, DQA1, DQBL)) annenbHbIX
BapUaHTOB reHOB
22.4. Cuctema KpoBM
11471 | TpomBoas!: pacwuperhan naxens (rerbi F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Kposs. Onvcanne no12 4390
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)) peaynbTara
Bpatom -
114IT1/6 | TpomBosbl: paclumpeHHas naqens (reHbl F2, F5, MTHFR, MTRR, MTR) (6es onucanns Kposb Kau Ao 9 3580
3 par ) (Tt is: Advanced Panel (Genes F2, F5, MTHFR,
MTRR, MTR) (without D
1orn TeHOB CUCTEMbI (rerl F2, F5, MTHFR, MTR, Kposs Onucarine 012 5090
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes pesynbTata
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)) BpavoM -
19rM/B3. EHOB CUCTEMbl (rexbl F2, F5, MTHFR, MTR, Kposb Kay Ao 8 4945
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHns pesynbTatos Bpaiom-
Study of + ic System (Genes F2, F5, MTHFR, MTR, MTRR,
F13, FGB, ITGA2, ITGBS3, F7, PAI-1) (without D ipti
1237 | TpomGoasl: cokpaluerHas narens (rexsl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) Kposb Onucanve no 12 2960/
pesynsTara
BpaoM -
123IM/6 | TpomBosbi: cokpaleHHas naHens (reHbl F2, F5) (Ges onncaHus pesynbTaTos Bpaqom- Kposb Kau Ao 9 1600
3 (Tt is: Minimum (Genes F2, F5) (without Description))
125rM reva u6p! X FGB c.-467G>A Fibrinogen gene study, | Kposb. Onvcanve no 12 2290
polymorphism FGB c.-467G>A pesynbTara
Bpasom -
125MM/6 reva u6p! 3 FGB c.-467G>A (6e3 onvcanus Kposb Kau no8 1025
3 ) Fibrinogen gene study, ism FGB c.-467G>A
(without
138rM | MmnepromoumncTtenHemus (revbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes Kposb Onucanvne Ao 12 4715
MTHFR, MTRR, MTR)) pesynbTara
Bpasom -
138ITV/6 | FMnepromoumcTenHemus (rensi MTHFR, MTRR, MTR) (6e3 onucanis pesynisTartos Bpaqom- |Kposb Kau 09 3005
3 reeTukom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))
122rM | Mmneparperaums TpomGounTos, nonumopduam reHa ITGA2 ¢.759 C>T Hyperaggregation of |Kposb OnucaHue Ao 12 2690
platelets, gene polymorphism ITGA2 ¢.759 C>T pesynbTara
Bpasom -
122[TV/6 | Mvneparperauvs TpOMGOLMTOB, NOMMMOpdMaM rexa ITGA2 c.759 C>T (6es onvcarms Kposb Kau no8 1490
3 D ) ion of platelets, gene polymorphism ITGA2
€.759 C>T (without
72011 TpomGouwnTapHbiii peuenTtop dubpuHoreHa (ren ITGB3) (Platelet Fibrinogen Receptor (Gene | Kposb: Onucanne Ao 12 1530
ITGB3)) pesynbTara
Bpasom -
720163 | TpomBouuTapHbIii petienTop dubpuHoreHa (reH ITGB3) (663 onuCaHus peaynTaTos Bpaqom-| Kposs Kau 09 1200
(Platelet Fibrinogen Receptor (Gene ITGB3) (without Descripti
22.5. Bonesxu cepaua n cocysos
12911 | ApTepuansHas runepTenans, nonHas naxens (rexsi ACE, AGT, NOS3) (Arterial Kposb Onucanve 019 9010,
Hypertension: Full Panel (Genes ACE, AGT, NOS3)) pesynbTara
BpaYoM -
129IT/6 | ApTepuanbHas runepTeHaus, nonHas naxens (redbl ACE, AGT, NOS3) (Ges onucaHus Kposb Kau Ao 16 3790
3 pesynbTaToB Bpadom-reHeTukom) (Arterial Hypertension: Full Panel (Genes ACE, AGT,
NOS3) (without D i
121rm c B 7] Kposb Onucanue no13 2990
cucteme (reHsi ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder pesynsTata
(Genes ACE, AGT)) BPaYoM -
121rM/6 P 3 c B 7 Kposb Kau Ao 10 1690
3 cucteme (resbl ACE, AGT) (Ge3 onucaHus pesynbTaTos Bpadom-reHeTukom) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))
76111 c B paGoTe i NO- Kposb Onucanne Ao 19 1790
cuHTasbl (reH NOS3) (Arterial F i ial NO-Synthase Di: (Gene pesynbTara
NOS3)) Bpayom -
761163 p 3 c B pabote i NO- Kposb Kay Ao 16 1390
cunTasel (red NOS3) (6e3 onncanns p: (Arterial F i
NO-Synthase Di (Gene NOS3) (without D i




22.6. Bonesuu TpakTa
117rM | BonesHb KpoHa (renbi DLGS, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, Kposb Onucanvne Ao 19 8290
NOD2, OCTN1, OCTN2)) peaynsTata
Bpavom -
77797 | Dedmumt anba-1-antutpuncuna, SERPINAT, Y.M. Kposb Onc £o 16 1590
77799 | MopaxeHns nIeqeHy, retbl ATP7B, PNPLA3, SERPINA1, 4.m. Koosb Onc 0o 16 7190
77801 |t A KNPOBOW renatos, reH. PNPLAS, 4.m. Kposb Onc no 16 2490
22.7. Bonesuu ¥ HepBHON
7641B- | [3 1 Gonestn /imep: imer's Disease) | Kposb Onvcanne 1019 2945
API peaynbTata
Bpavom -
22.8. OHKonoruyeckue
12411 |HacnepcTBeHHble Cryyau paka MOMOYHOI enesbl u/unm sn4Hukos (reHsl BRCA1, BRCA2) | Kposb OnucaHue no12 4590
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)) pesynbTata
BpaUoM -
124TTV/B | HacrecTBeHHbIe Ciyuan paka MOMIOHOI Xeneasl ulii siuaHuKoB (reHsi BRCAT, BRCA2) |Kposs Kau o7 4605
3 (6e3 onvicanu pesynbTaros spasow-rewetvkom) (Hereditary Breast andjor Ovarian Cancer,
HBOC (Genes BRCAL, BRCA?2) (without D
154IT1  |HacneacTseHHble cryyan BRCA-accouMmpoBaHHOrO paka y My)XHWH: pak rpyAHoON, Kposb Onucanne no12 4590
NOMKENYAOHHON, NpeacTaTensHOM xenes, pak sindek (reHsl BRCA1, BRCA2) (Hereditary pesynbTata
Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BPa4oMm -
BRCAL1, BRCA2))
154TTV/B | HacrnencTenHbie criyuan BRCA-aCCOUMMPOBAHHOTO Paka y MyXJIH: paK rpyaHON, Kposs Kau o7 4605
3 OpKeNyA0UHOM, NPENICTATENLHOM Xenes, pak suex (reHbl BRCA1, BRCA2) (6e3 onucarms
pesynbTaTos Bpavom-reHeTukom) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
124411 |HacnencTeeHHbIe Cryyau paka MOMO4HOI xenesbl n/unn audnmkos BRCA1, BRCA2, Kposb Onucanme Ao 12 6 090
CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer ) peaynbTata
Bpavom -
7004MR | CemeiiHbiii MeaynnsipHbIi pak LWMTOBMAHON xenesbl (ak3oHbl 10, 11, 13, 14, 15 rena RET) | Kposb OnucaHue no 25 20 690
I (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET)) pesynbTata
BpaUoM -
7005821 | Curapom 7 i 28 Tuna (ren RET) (Multiple Endocrine | Kposs Onucanue 1019 8560
Neoplasia Type 2B (Gene RET)) pesynbTata
Bpatom -
7006A2| | CuHapom i 2A tuna (ak3oHbl 10, 11 reqa RET) Kposb Onucanne Ao 25 12 490
(Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET)) pesynbTara
BpaUoM -
7260 anneneit LlenbHast kposb. Kon no15 8000
617V/617F B 14 ak3oHe reHa JAK2 (Quantification of wild-1 type and mutant allelic ratio of gene
JAK2 617V/617F)
7648 HacnencteeHHble cryyan paka npeacTarenbHoit xenessl (red HOXB13) (Hereditary prostate |Kposb Onucanne Ao 13 3690
cancer (HOXB13 gene)) pesynbTara
BpaUoM -
22.9. o6meHa BellecTs
116HLA | HacrneacTBeHHas Npe/pacrionoKeHHOCTL K CaxapHOMy AuabeTy 1-ro Tina no Tpem nokycam | Kposb. Onvcanne no 14 6790
renos cuctemsl HLA Il knacca (rerbi DRB1, DQA1, DQB1) (Hereditary Predisposition to pesynbTata
Diabetes Type 1 (Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQAL, DQBL)) BpayoM -
153l | Octeonopos (reHbl CALCR, VDR), (Osteoporosis (Genes CALCR, VDR)) Kposb Onucanne Ao 12 9010
pesynsTata
BpaUoM -
153MM/6 Oc1eor|opoe (reror CALCR, VDR) 663 OnvIcaHWA PeaylbTaToB Bpatom-TeHeT/koM Kposs Kau 09 3790
3 is (Genes CALCR, VDR) without Ds i
7003UGH CvmnpoM Muns6epa (ren UGT1A1) (Gilbert's Syndrome (Gene UGT1AT)) Kposs Onvcanne 09 3350
pesynsTara
Bpatom -
7015HL |HacneacTeeHHas NpeapacnonokXeHHOCTb K Lenuakiv no fiokycam reHos cuctemsl HLA Il Kposb Onucanne Ao 14 6 790
A knacca (DQA1, DQB1) pesynbTata
BpaUoM -
7017 [Anaber MODY2, ren GCK, m. Kposb Kau [0 12 12 490
7018 [Aunaber MODY3,red HNK-1, m.. Koosb Kay [0 12 12 490
7691  |Maktasnas HeROCTATOMHOGCTS, (reH MCM) (Adult Lactase Deficiency (Gene MCMS) (c Kposs Onucanue no12 1520
p ) pesynsTara
BpaoM -
7691LCI |NakrasHas HegocTatodHocTh (reH MCMB) (Adult Lactase Deficiency (Gene MCM6) Kposb Onucanvne Ao 12 1475
pesynsTata
Bpasom -
7691LCI | Nakrasnast HenocTaTouHOCTs (red MCMB) (Adult Lactase Deficiency (Gene MCMB) (6e3 Kposs Kau 09 1390
/B3 onucanma
7779HF |HacnencTeenHbii revoxpomaros, | un (rex HFE) (Hemochromatosis Type 1 (Gene HFE)) | Kposs Onvcanve o 13 1900/
El pesynbTara
BpaoM -
22.10.
142rM | WHrm6uTopsl AMd, 6 ATIL M Kposb Onucanvne Ao 13 3000
HedbponpotekTneHoro acbexta nHrndutopos Ard npu HeauabeTuyeckux 3abonesaHNsX. pesynbTara
e MapKepb! npu ] c Bpa4oMm -
runepTpodueit nesoro Y, WK Tepannn npu 7] reHeTUKOM
Gonesnu cepaua. O Hanuuns
npespatuatowiero coepmenta (red ACE) (ACE Inhibitors, Fluvaslahn ATII Receptor Blockers.
Forecasting Renopro(ectlve Effect of ACE Inhlbltors in Un-Diabetic D\seases Genetic
Markers of of Atenolol in with Left F or
Fluvastatin Therapy in Ischemic Heart Disease. Detection of Polymorphisms of Gene of
onverting Enzyme (Gene ACE))
7261D- |NosapTaH/mpBecapTaH. MeHeTU4eCkuii Mapkep pucka HapyLlueHuid meTaGonnama Gnokatopos | Kposb Onucanne Ao 13 990
cYy aHr Iz " no Tuny W ycunexus pesynbTara
nx nevicTens, o) Hannums Bpavom -
reHa CYP2C9 (L« tan. Genetic Marker of Risk of Metabolic reHeTUKOM
Disorders Blockers of Receptors of Anglmensln II, Losartan and Irbesanan Type of
g and their Action, Detection of
P I of Cy CYP2C9)
148rM _Te MapKepb! pUCKa pa3BuTMs NOGOYHbIX peakuni | Kposb: Onucanvne Ao 12 2590
TPV NPYIEME METOTPEKCATa Ha chOHE MeueH!s: aptpura. pesynsTata
i ncror. O Hanuunst Bpavom -
reHoB peakumit ¢ umkna . Genetic Markers of reHeTUKOM
Increased Rlsk of Development of Adverse Reactlons in Taking Methotrexate for Treatment of
Arthritis. Disrupts of Folic Acid. Dt Presence
of Polymorphisms of Genes of Enzymes of Folate Cycle Reactions, Genes MTHFR, MTRR,
MTR)
7261C- |t e i Mapkep ror o |Kposb Onucarine 013 990
cYy puCKa pa3BnTMsi NOGOYHBIX peakLmi B hopMe XenyzouHbIX KPOBOTEHEHNI Npn npueme pesynbTara
HNBN HO He no Tuny Bpayom -
P i, c nx reHeTkKom
nanwumsl reHa CYP2C9 i ti y Drugs.
Genetic Marker of Increased Risk of Adverse Reactions in Form of Intestinal Bleeding in
Taking NSAID (Ibuprofen, Tenoxicam, Naproxen not Diclofenac) by Type of Gaslro Bleeding
Associated with Violation of their Detection of
CYP2C9)
7261B- |C nee 3 n Kposb Onucanve no13 990
cy TONGYTaMMA. EHETUMECKAI MAPKEP PUCKA PAJBUTHS) HEENATNbHbIX NIEKAPCTBEHHbIX pesynsTara
peakumit no mny UNOMKEMUM NpU NpUeme nepopanhuux CaxapoCHUKAIOWMX CPEACTS, BpaYoM -
2% Hanums rexa reHeTMKoM
CVPZCQ and Derivatives: Cl i
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by Type
of t in Taking Oral t Agents, with Violation of

Detection of of Cy CYP2C9)




2447 /iknH-288 (W71-28B), mapkepos, | Kposs Kavi., 1010 1000
neqeHns xp: renatua C " OnucatensHelit
puBasmpurom) (Interleukin 28 Beta IL288, Genotyping (Study of Genetic Markers hopmar
Determining Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))
7259BE | Bera-anpeHobnokatops!. [en CYP2D6. GapmakoreeTuia (beta-Adrenergic Blockers. Gene | Kposb Onvcanune 015 5190
TA CYP2D6) peaynsTata
Bpavom -
7623 e Anr (DPYD) (Dihydropyrimidine Kposb OnucaHue pAo13 3690
dehydrogenase (DPYD)) pesynbTata
BpaUoM -
22.11. Cuctema L
7259 | Lutoxpom CYP2DG6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6)) Kposs. Onvcanne no15 5190
pesynsTata
Bpavom -
7261CY!| Untoxpom CYP2C9: nonumopcuamel 430 C/T (CYP2C9*2) n 1075 A/IC (CYP2C9*3) Kposb OnucaHue nAo13 1840
pesynbTata
BpaUoM -
7622 |Lutoxpom P450 2C19. Fenotunmposarie no mapkepy CYP2C19 (Cytochrome P450 2C19. |Kposs Onwcanue 013 3090
Genotyping for the CYP2C19 marker) pesynbTara
Bpasom -
22.12. Yenyrn
14600P |OnucaHne Tecta 1 (NeNe 7201B3, OnucarenbHbiit Ao 8 530
1 761163, 701463, 125IM/E3, 720763 hopwmar
14610P | Onucatne Tecta 2 (NeNe 118rT1/B3, OnucarenbHbiit Ao 8 1060
2 121rM/B3, 123rM/B3, 1311M/E3, 1411TI/E3, 115TV/E3, 124M/B3, 154M/B3, 155MM1/B3, hopmar
725263
14620P |Onucanne TecTa 3 (NeNe 122rT1/63, OnmcartenbHbiit no8 2120
3 129rM/B3, 120rM/B3, 137MM/63, 138MM/63, 153IM/63, 110M/63, 114T/E3, 140M/E3, opmar
766163, 116T1(7831), 7015T(7831))
14630P |OnucaHne Tecta 4 (NeNe 139TTH/B3, OnucarenbHbiit Ao 8 4775
4 108IM/B3, 19rM/B3; bopmar
22.13. O nona nnoaa
3316 o] nona nnopa. Bi Y- nnoaa B kposn matepm (Y- Mnasma kposu Kau no8 4500
of the fetus in the mother's blood)
22.14. Ay
77802 _|Mcopuas, HLA-Cw6 Kposb Kay £o 16 2590
23. HACNEACTBEHHbIE MOHOTEHHbIE 3ABONEBAHUS U COCTOAHUA
23.1. F ]
7803AB cetyarku, Tun ®p: T (renbl ABCA4, BEST1, RPE65, GUCY2D, Kposb Onucanue Ao 18 11390
cA CEP290, CNGA3, CRB1, CNGB3) pesynbTata
Bpatom -
7624SL | AkpopepmatuT aHTeponariyeckmit. Mouck myTauni B reHe SLC39A4, m. (Acrodermatitis Kposb Onucanne Ao 25 27 290
C Enteropathica, Gene SLC39A4, Mut.) pesynbTara
BpaUoM -
7804TY | Anb6uH#3M rmasokoxHeiin Tun 1A. Monck Myrauwin 8 rede TYR, M. (Albinism Oculocutaneous | Kpose Onucanue 025 | 19690
R Type IA, Gene TYR, Mut.) pesynbTata
Bpatom -
7881RP |AHemus [aitmonpa-Bnekdena. Mouck myTaumii B reve RPS19, m. (Diamond-Blackfan Kposb Onucanne Ao 25 19 690
S Anemia 1, DBAL, Gene RPS19, Mut.) pesynbTara
BpaUoM -
7107 |Aptporpunos ¥ (cnHapom Bpi TomcK YacTbix MyTauwih B reqe | Kpose Onucanue 025 | 11390
MYHS3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.) pesynbTata
BpatoM -
7905FR |Arakcus ®puapeixa. Monck mytaumii B rede FXN, m. (Friedrich Ataxia, Gene FXN, Mut.) Kposb Onucanne Ao 25 19 690
DA pesynbTara
BpaUoM -
7808FR | ATakcust Gpnapeiixa. Nouck YacTeix MyTaumii 8 rede FXN, 4. M. (Friedrich Ataxia, Gene Kposs Onucanue no18 4390
DAI FXN, Freq. Mut.) pesynbTata
BpaoM -
7108 AtenocTeoreHes (aucnnasns ae na LWanens). Mouck myTauni B ree SLC26A2, m. Kposb Onucanne Ao 25 21 590
(Atelosteogenesis I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.) pesynbTara
Bpasom -
7610[1H | AmarHocTuka aTpodmy 3puTenbHOro Hepea JleGepa, 4. M. MUTOXOHAPUANBHOM U SepHon | Kposb Onucarve no 18 5490/
Ki [HK (Leber Hereditary Optic Neuropathy, detection of frequent mutations of mitochondrial pesynbTata
and nuclear DNA) Bpavom -
7109LEI |Atpochus sputenbHoro Hepsa JleGepa. Mouck YacTbix MyTaumin B MuToxoHapuansHoi IHK, | Kposb Onucanne Ao 25 15 890
12 4. m. (Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.) pesynbTara
Bpasom -
77610P | ATpochust 3puTenNbHOO HEpBa C ryXoTou. OMCK MyTaLMii B «TOpAUMX» YJacTkax reqa Kposb Onucarve 019 11390
AL OPA1, «ropsu.» yu. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, pesynbTata
Myopathy, Ataxia And Neuropathy, Gene OPAL, Hot-Point Mut.) Bpavom -
7706TN |Ay ] i cuHagpom. Momnck myTaumii B rede TNFRSF6, m. | Kposb Onucanne Ao 25 27 290
FRSF | (Autoi L i , ALPS, Gene TNFRSF6, Mut.) pesynbTara
Bpasom -
7705TN | Ay 7 # CMHAPOM. TONCK MYTaLMi B «rOpsuMX» yuacTkax |Kposb Onucanve 019 7990/
FRS |rewa TNFRSF6, «ropsiu.» yu. M. i L iferati ALPS, Gene pesynbTata
TNFRSF6, Hot-Point Mut.) Bpa4om -
7770GR |Adbasus nepsnyHan nporpeccupyiowwas. Mouck mytaumii 8 rede GRN, M. (Aphasia Primary | Kposb Onucanne Ao 25 21 590
N Progressive, Gene GRN, Mut.) pesynbTara
Bpasom -
7809FG | Axoraponnasus. Monck 4acTbix MyTauwin B ree FGFR3, 4. M. (Achondroplasia, Gene Kposb Onucanve no 18 12 490
FR3l  |FGFR3, Freq. Mut.) pesynbTara
BpaoM -
77710 | Bokosoit wiA cknepos (BAC), SODT, . Kooss Onc 017 5690
77706 | BokoBoit amuoTpochieckuit cknepos, C9orf72, u.m. Kposb Onc £o0 16 3590
7709BE |BonesHb BecTa. Monck Bcex N3BecTHbIX MyTaumil B rede BEST1, m. (Best Vitelliform Macular |Kposb Onucanvne A0 22 33890
ST Dystrophy, All Known Mutations, Gene BEST1, Mut.) pesynbTara
Bpasom -
77800 | Bonesb Bexyera, Tunuposarvne HLA B51 Kposb Kay £0 16 2590
7810AT |BonesHb Bunbcona-KoHoeanosa. Mouck yacTeix MyTaumii B rede ATP7B, 4. m. (Wilson Kposb Onucanvne Ao 18 4090
P7BI  |Disease, Gene ATP7B, Freq. Mut.) pesynsTata
Bpasom -
7069 Il - nouck Kposb Kay no 38 73 630
c i (Whole Exome.
7812PA | BonesHb MannepsopaeHa-LUinarua. Mouck YacTbix MyTauuii B rede PANK2, 4. m. Kposb Onucanue no25 7990
NK2 With Brain Iron 1, Gene PANK2, Freq. Mut.) pesynbTara
BpaYoM -
7813PR |BonesHb MepctmanHa-LUTpeyccnepa-LeitHkepa. Mouck myTauuii B reve PRNP, m. Kposb Onucanvne Ao 25 14 790
NP (Gerstmann-Straussler Disease, Gene PRNP, Mut.) pesynbTara
Bpasom -
7775PT | BonesHb Koynena. Mouck myTauwii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Kposb Onucanue no25 30 590
EN Mut.) pesyneTata

BpavoM -




7814PR |Boneats Kpeiitucensara-sikoba. Movck myrauuii s rene PRNP, m. (Creutzfeldt-Jakob Kposs. Onvcanue 025 | 14790
NP Disease, Gene PRNP, Mut.) pesynbTara
Bpavom -
7776PT | BonesHb NepmuTT-Ayknoc. Monck mytauuii B rede PTEN, m. (Lhermitte-Duclos Syndrome, | Kpose Onucanue no 25 30 590
EN Gene PTEN, Mut.) pesynbTara
BpaUoM -
7816ND | Boneats Hoppu. Mouck myTauuit & rere NDP, m. (Norrie Disease, Gene NDP, Mut.) Kposs Onwcanue 025 | 11390
P peaynsTata
Bpasom -
77701 | BonesHs I; um. Kposb OnucaHue Ao 20 5890
pesynbTata
BpaUoM -
7818CS | Bonea Yrcbeppuxta-Tlynabopra. Movck MyTauuii 8 reve CSTB, M. (Progressive Myoclonic | Kpose Onucanune 025 | 14790
TB Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Mut.) pesyneTara
Bpavom -
7817CS | BonesHb YHeppuxra-Jlynabopra. Monck YacTeix MyTauunii B reHe CSTB, 4. m. (Progressive | Kposb OnucaHue no 18 7 390
B Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.) pesynbTata
BpaUoM -
77715 | BoneaHb ®abpu, GLA, M. Koosb Onc 0o 16 7790
7819AB | BonesHb LLiTaprapaTa (reHsl ABCA4, BEST1, RPE65, GUCY2D, CEP290, CNGA3, CRB1, | Kposb OnucaHue po 18 11 390
CA4 CNGB3) pesynbTata
BpaUoM -
7820RO | Bpaxupaxtunus Tvn B1. Mouck myTauuit s reve ROR2, . (Brachydactyly Type B1, Gene | Kposs Onucanune 025 | 14790
R2 ROR2, Mut.) peaynbTata
Bpavom -
T992NT K 6onm ¢ Mownck myTauwmii B rede NTRK1, m. | Kposb OnucaHue fo 34 40 790
R (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.) pesynbTata
BpaUoM -
7711AD |Feneodvanieckas ancnnaams. Monck myTauwi 8 rene ADAMTSL2, m. (Geleophysic Kposs. Onwcanune 1025 | 60690
AMTS  |Dysplasia 1, Gene ADAMTSL2, Mut.) peaynbTata
Bpavom -
7822B  |Femochunus. Monck MyTaumii B reHe daktopa IX npu remocounmum B, m. (Hemophilia B, Gene |Kposb Onucanne Ao 25 24990
Factor IX, Mut.) pesynbTara
BpaUoM -
7908DIA | MeTremor CYB5R3 M. inemia, Gene CYB5R3, Mut.) Kposb Onucanve A0 25 27290
1 peaynbTara
BpatoM -
77707 | TenTuHr Tvn 2, JPH3, 4.m. POBb. Onc no 16 2490
77709 | TeHTUH ™n 4 TBP, 4.m. DOBb Onc o 16 2490
77702 |TeHtuHr [AMarHocTyka, Y.M. DoBb. Onc £ 16 3890
7989MV | Mvnep-IgD curapom. Movck MyTaumii B «ropsiunx» yuacTkax reqa MVK, «rops.» yd. M. poBL Onvcanne 025 5590
K (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.) peaynbTara
Bpatom -
7778MV |Tunep-IgD cuHapom. Monck MyTauwii B ree CD40LG, m. (Hyper-IgD Syndrome, Gene Kposb Onucanvne Ao 25 33890
K CD40LG, Mut.) pesynbTara
BpaUoM -
7823CD | Mvnep-IgM curpom. Mouck myTauuit s reve CD40LG, m. (Hyper-IgM Syndrome, Gene Kposs Onucanue 025 | 19690
CDA40LG, Mut.) pesynbTata
BpatoM -
7898SC |MMnepkanmemmnyeckuii nepuoanyeckmii napanuy. Monuck Mytauni B aksoHax 13 u 24 reHa Kposb Onucanne Ao 25 17 590
N4A SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.) pesynbTara
BpaUoM -
7603SC | MMInOKanMemMueckvin NepvoaMIeckuii napany. Monck MyTaUwii 8 akaoHax 12, 18 u 19 reva | Kposb Onucanue 025 | 14790
N4A | SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.) pesynbTata
Bpatom -
7126 Y i BuTaMuH D- i paxnt 7] i anatert). |Kposb Onucanne Ao 32 66 690
Mouck myTauuit B reve PHEX, M. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene pesynbTara
PHEX, Mut. ) Bpa4oMm -
7906FG | Munoxorpponnasus. Mouck YacTbix MyTaumii & reqe FGFR3, 4. M. (Hypochondroplasia, Gene | Kposs Onvcanve no 18 12 490
FR3l  |FGFR3, Freq. Mut.) pesynbTara
BpaoM -
T7784HN [T ITO3 MOYEK 1 T1na. Monck mytauwii B rese HNF1B, m. (Renal | Kposb Onucanne Ao 25 30 590
F1B Cysts And Diabetes Syndrome, Gene HNF1B, Mut.) pesynbTara
Bpasom -
7128 | [edMumT KapHUTUHA CUCTEMHBIA NEPBUYHBIA. [TOMCK MyTauuii B reHe SLC22A5, m. Kposb Onucarve no25 33890,
(Systemic Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, pesynbTata
CDSP, Gene SLC22A5, Mut.) Bpayom -
7129 [AuacTpoduyeckas aucnnaans. Monck myTaumii B rede SLC26A2, m. (Diastrophic Dysplasia, |Kposb Onucanne Ao 25 21 590
Gene SLC26A2, Mut.) pesynbTara
Bpasom -
7927BS | AucTanbHas MoTopHas Heiiponatus Tan V. Mouck myTauwit B reve BSCL2, m. (Distal Kposb Onucarve no25 24990,
cL Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.) pesynbTata
BpaoM -
7131IGI | [ € nap: Mowck Kposb Onucanne Ao 32 52 090!
MmyTaumii B reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, pesynbTara
Mut.) Bpa4oMm -
7132 |4 Mowck MyTaumin | Kposb Onucanve no25 14790
B «TOpAUMX» yuacTkax rexa TRPV4, «ropsiu.» yu. M. (Distal Spinal Muscular Atrophy pesynbTata
Congenital Non-Progressive, Gene TRPV4, Hot-Point Mut.) BpavoM -
7604KR | MxTnos BynnesHbii. Monck myTaumit B rede KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene | Kposb Onucanvne Ao 25 24990
T2 KRT2, Mut.) pesynbTara
Bpasom -
7133 |WxTv03 BynbrapHsiii. Movck YacTbix MyTaumin 6 rese FLG, u. m (Ichthyosis Vulgaris, Gene | Kposs Onucarve no25 11390
FLG, Freq. Mut.) pesyneTata
BpaYoM -
7829TG |WMxTno3 namennsapHbIiA. Monck BCex M3BECTHBIX MyTaumii B reHe TGM1, m. (Autosomal Kposb Onucanvne Ao 25 33890
M1 Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.) pesynbTara
Bpasom -
7140 |KocTHas reTeponnasust nporpeccupyloLuiast. [ouck MyTauuit 8 ree GNAS, M. (Progressive | Kposs Onucanve 1025 | 30590
Osseous Heteroplasia, POH, Gene GNAS, Mut.) pesyneTata
BpaYoM -
7141 |KpanwomeraduaapHas mucnnaams. Nouck MyTauuii B «ropsumx» yiackax reqa ANKH, Kposb Onvcanue 025 | 11390
«ropsu.» yu. M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.) peaynbTara
Bpasom -
7142 |KpaHvometacwaapHas avicnnasus. Mouck myTauwi rena ANKH, M. (Craniometaphyseal Kposb Onucarve 1032 | 40790
Dysplasia, Gene ANKH, Mut.) pesynbTara
BpaYoM -
7143 KpaHmocHocTos. Monck mytaunii B reve TWIST1, m. (Craniosynostosis Type 2, Gene Kposb Onucanvne Ao 25 14 790
TWIST1, Mut.) pesynbTara
Bpasom -
7717MS | KpaHnocuHocTos. Mouck MyTauuii B reve MSX2, m. (Craniosynostosis Type 2, Gene MSX2, | Kposs Onucarve 1025 11390
X2 Mut.) pesyneTata

BpavoM -




7834LM | NInnoavcTpodivs cemeiiHas vacTudHast. [ovck MyTaLmii B «ropsunx ydacTkax» rena LMNA, | Kposb Onvcanue 025 7990
NA «rops.» yu. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.) pesynbTata
Bpavom -
7835LM ol . Mownck myTauuii reda LMNA, m. (Familial Partial Kposb Onucanve no 25 33 890!
NA Lipodystrophy 2, Gene LMNA, Mut.) pesyneTata
BpaUoM -
7720LM 1. TIOMCK MyTaUW#i B aK30Hax 8, 9 rena | Kposb Onvcarve 1025 7990
NA LMNA, m. (Mandibuloacral Dysplasla Exons 8, 9 Gene LMNA, Mut.) pesynbTata
Bpasom -
7605MV |MesanoHosas aumaypus. Mouck myTaumii B rese MVK, m. (Mevalonic Aciduria, Gene MVK, | Kposb OnucaHue no 25 33 890
K Mut.) pesynbTata
BpaUoM -
7836DIA | Metremornobukemnsi, CYBSR3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.) Kposs. Onucanune no18 7390
1 peaynbTata
Bpavom -
7147 MuokrioHuyeckas aucTorms. Monck myTaumii B reHe SGCE, m. (Myoclonic Dystonia, Gene Kposb OnucaHue ho 32 40 790
SGCE, Mut.) pesynbTata
BpaUoM -
7838DM | MyoToHnueckas AvcTpodows. Touck YacTbix MyTaLmii 8 reve DMPK, . m. (Myotonic Kposs. Onwcanune no18 3990
PKI Dystrophy 1, Gene DMPK, Freq. Mut.) peaynbTata
Bpavom -
77705 | MuoToHmy Tvn 2, CNBP_(ZNF9), 4.m. Kposb Onc no 16 2490
7148 | MuoTonns TomceHa-Bekkepa. Monck YacTeix Myrauuii B rese CLCNT, 4. m. (Myotonia Kposs. Onvcanne 020 | 11390
Congenita, Gene CLCN1, Freq. Mut.) peaynbTata
Bpavom -
77704 [Mw 3 AHK, Kposb Onc Ao 20 5890
u.m.
7642 i CKDUHWHT Ha MWKPOAYNAMKALMK XPOMOCOM Kposb Kau [0 18 8230
77911 | MyxoBucumaos. Movck vacTsix MyTauwii & rere CFTR, u. m. (Cystic Fibrosis, Gene CFTR, | Kposb Onucarine 019 17 190
Freq. Mut.) peaynbTata
Bpavom -
7815HDI | Xopes [eHTUHrToHa. Monck YacTbix MyTaumii B rene IT15, 4. m. (Chorea Huntington, Gene Kposb OnucaHue po 18 1990
IT15, Freq. Mut.) pesynbTara
BpaUoM -
797201 | Mpor i pa (MMAL), Aeneumm n Kposs Onucanne no15 7850
cl AynnuKauwm rena DMD pesynbTata
BpatoM -
7934FK | MblweyHas aucTpodus, Tun ®ykysama. Movck Mytauni B rese FKTN, m. (Muscular Kposb Onucanvne Ao 34 40 790
TN Dystrophy Fukuyama-Type, Gene FKTN, Mut.) pesynbTara
BpaUoM -
7163 |M i Tomck myTaunit & rewe FHLT, . (Emery- Kposs Onucanune 025 | 27290
Dreifuss Muscular Dys(rcphy‘ Gene FHL1, Mut.) pesynbTata
Bpatom -
7999LM | M Owmep! Movck MyTaunit B rede LMNA, M. (Emery- Kposb Onucanvne Ao 25 33890
NA Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) pesynbTara
BpaUoM -
7935 |M TloMCK MyTaUuit B reHe aMepuHa npy X- Kposs Onucanue 025 | 14790
cuenneHHoii hopme, M (Emery Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, pesynbTata
Mut) Bpavom -
7936TRI |Hanmam MULIBRAY. Monck myTauwit 8 reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene Kposb Onucanne Ao 25 11390
M TRIM37, Mut.) pesynbTara
BpaUoM -
7903SR | Hapywerus petepmuHaumu nona. Movck MyTauuii reqa SRY, . (Disorders Sex Kposs Onucanue 025 7990
Y Determination, Gene SRY, Mut.) peaynbTara
Bpatom -
7846SR |HapyweHnus aetepMuHaumm nona. AHanua Hanuuus reqa SRY, m. (Disorders Sex Kposb Onucanne Ao 18 8490
YI Determination, Analysis Gene SRY, Mut.) pesynbTara
BpaUoM -
7902PM |HacnencTaenHas Heit napanidy ot Kposb Onvcanve no25 17 590
P MyTaumi B rese PMP22, M. (Heredl(ary Neuropathy with Liability to Pressure Pa\sles HNPP, pesynbTata
Gene PMP22, Mut.) BpavoM -
7725C1 |HacnencTeeHHbIi aHrmoHespoTuyeckuit otek. Mouck myTauni B rene CINH, m. (Hereditary | Kposb Onucanne Ao 13 26 090
NHI Angioedema Type |, Gene CINH, Mut.) pesynbTara
Bpasom -
7847AL |He3apauenme posHudkos. Mouck MyTauuii B rere ALX4, M. (Parietal Foramina, PFM, Gene | Kposs Onucarve no25 17 590
X4 ALX4, Mut) pesynbTata
BpaoM -
7952PM | Heit € nap: ot PMP22, peneunn n aynnukaumm (Charcot-Marie- | Kposb Onucanne Ao 22 4620
P Tooth disease type 1A (CMT1A)) pesynbTara
Bpasom -
7961G) hopr i TyroyxocTu (revbl GJB2, GJB3, Kposs 3akn no12 5490
B2I GJB6, POU3F4, WFS1) u. m. (Dlagnosls of hereditary sensorineural hearing loss (GJB2,
GJB3, GJB6, POU3F4, WFS1 genes))
7963GJ_| HeipoceHcopHas HecHgpomManbHas TyroyxocTb, MonHbil aHanua resa GJB2 Kposb 3akn 025 11 390
7910EL |Heittponenus. Mouck mytauwi & reve ELA2, m. (Neutropenia Severe Congenital 1 Kposb Onucanve no25 19 690
A2 Autosomal Dominant, SCN1, Gene ELA2, Mut.) pesyneTara
BpaoM -
7849NP |HecbpoHodptia. Monck myTaumin B rene NPHP1, m. (Nephronophthisis 1, NPHP1, Gene Kposb Onucanne Ao 18 16 090
HP1 NPHP1, Mut.) pesynbTara
Bpasom -
7166 |Hedppotudeckuit curppom. Monck mytaumi & rese NPHS1, m. (Nephrotic Syndrome Type 1, | Kposs Onucarve no 32 60 690
NPHS1, Gene NPHS1, Mut.) pesyneTara
BpaoM -
7167 Hedbpotuueckuin cunapom. Momck myTaunii B rene NPHS2, m. (Nephrotic Syndrome Type 1, | Kposb Onucanne Ao 25 27 290
NPHS1, Gene NPHS2, Mut.) peaynbTara
Bpasom -
7997SC | Hopmokanuemnyeckuii nepuoanyeckuii napanuy. Mouck myTaunii 8 ak3oHe 13 reda SCN4A, | Kposb: Onucanne Ao 25 7990
N M. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.) pesynsTata
BpaYoM -
7957RA | O eanbHas Movck YacTeix MyTauni B rene RABPN1, 4. |Kposb Onucanvne Ao 18 2590
BPN M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.) pesynbTara
Bpasom -
7701XI | Or " nai npu Kposb Onucanne Ao 18 10 590
y nesoyex (Non-Random X ClI ivation in pesyneTata
Females) BpayoMm -
126 | OcHoBHbIe HacneacTBeHHble 3abonesanms (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary | Kposb Onucanvne Ao 19 26 990
Diseases (Genes CFTR, GJB2, PAH, SMN)) pesynbTara
Bpasom -
7168 | O BonesHb kocTer). Mouck MyTauuii 8 rede TCIRG1, | Kposb Onucarve 1032 | 40790
M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.) pesynsTata
BpaYoM -
7958TCl | Oy 7 GonesHb kocTeit). Monck YacTbix MyTaumii B reHe | Kposb Onucanmne Ao 18 7390
RG TCIRGH1, u. m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.) pesynbTara

Bpavom -




7727HP |Mep Movick MyTauuit 8 |Kposs Onmcarve no 25 24990/
GD rene HPGD, w. (Hypertrophic Ostecarthropathy, Primary, Autosomal Recessive, 1, Gene pesynbTata
HPGD, Mut.) BpavoM -
7728BM | MepBuyHas neroyHas runepteHaust. Monck mytauuii B reie BMPR2, m. (Primary Pulmonary | Kpose Onucanue no 34 50 990
PR Hypertension 1, PPH1, Gene BMPR2, Mut.) pesyneTata
BpaUoM -
7851ME | Mepyoavieckas 6oneans. Nouck Mytauvi 8 rexe MEFV, m. (Familial Mediterranean Fever, | Kposs Onwcanue 025 | 34990
FVI FMF, Gene MEFV, Mut.) peaynsTata
Bpasom -
7012MEI Mepuoanyeckas 6onesHb. Monck YacTbix MyTauuii B rese MEFV, 4. m. (Familial Kposb OnucaHue no19 5090
Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) pesynbtata
BpaUoM -
7853RP |MurmeHTHas aereHepaums cetyatki (redsl ABCA4, BEST1, RPE65, GUCY2D, CEP290, Kposb Onucanme Ao 15 12 690
2 CNGA3, CRB1, CNGB3) peaynbTata
Bpavom -
7176 MukHoansocTos. Momnck myTaumii B rede CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Kposb OnucaHue no 25 21 590
Mut.) pesynbTata
BpaUoM -
7998FL |M #. Mouck myTauuit 8 rewe FLCN, m. (Primary Kposs. Onwcanune o34 | 40790
CN Spontaneous Pneumomurax PSP, Gene FLCN, Mut.) pesynbTara
Bpavom -
7636SH |Monnaaktunus. Mouck myTaumii B rede SHH, m. (Polydactyly, Gene SHH, Mut.) Kposb OnucaHue no 25 11 390
H pesynbTata
BpaUoM -
7730GL1 | Monmpaktvnus. Monck myTauwin & reve GLI3, m. (Polydactyly, Gene GLI3, Mut.) Kposs Onucanue 034 | 60690
3 peaynsTata
Bpasom -
7180 Mporepus XatunHcoHa-Mndopaa. Mouck myTauuit B rede LMNA, m. (Hutchinson-Gilford Kposb OnucaHue no 25 33 890!
Progeria Syndrome, Gene LMNA, Mut.) pesynbTata
BpaUoM -
7183 |McespokcaHToMa anacTuieckas. Mouck YacTeix MyTauuii & reqe ABCCE, 4. M. Kposs Onucarine 025 7990
(Pseudoxanthoma Elasticum, Gene ABCCS, Freq, Mut.) pesynbTata
Bpatom -
7759LPI | Pabaomronus (MvornobuHypus). Mouck myTaumii B rede LPIN1, M. (Myoglobinuria Acute Kposb Onucanvne Ao 34 66 690
N Recurrent Autosomal Recessive, Gene LPIN1, Mut.) pesynbTara
BpaUoM -
7185 PeTuHowmanc. Mouck myTaumii B rede RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Kposb Onucanve A0 25 21590
Gene RS1, Mut.) pesynbTata
BpatoM -
7649 CemeitHas 1 - rexbl LDLR, APOB, PCSK9) | Kposb Kau Ao 16 6290
7647 CemeliHasi 1 red APOB100 POBb. Kau £o0 16 3290
7645 CemeitHas r ren LDLR DOBb. Kau no 16 8990
7646 CemeitHasi 1 rex PCSK9 DoBb. Kay £0 16 8085
7799TN | Cemeiiras nepvonyyeckas nmxopanka. [onck MyTauuii & reve TNFRSFIA, m. (TNF- poBL Onvcanne 1025 5590
FR Dt iated Periodic , TRAPS, Gene TNFRSFIA, Mut.) peaynbTara
Bpatom -
7916PR | CemeitHblit . Monck myTaumii B reHe PRF1, m. Kposb Onucanne Ao 25 19 690
F (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.) pesynbTara
BpaUoM -
7917ST | CemeiiHbiii remody Tovck MyTauuit  reve STX11, M. Kposs Onucanune 025 | 14790
X (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.) pesynbTata
Bpatom -
7915ST | CemeitHblit " . Mouck mMyTaumii B reHe STXBP2, m. Kposb Onucanne Ao 34 40 790
XB (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.) pesynbTara
BpaUoM -
7914UN | Cemeitrbiii TMovck myTauuit 8 reve UNC13D, m. | Kposs Onucanue 034 | 60690
c (Familial Hemuphagocyllc Lymphohistiocytosis, Gene UNC13D, Mut.) peaynbTara
BpatoM -
7914UN | CemeitHblit . Monck YacTbix MyTaLvii B reHe Kposb Onucanne Ao 18 7390
Cc1 UNCA13D, u. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.) pesynbTara
Bpasom -
7798RE | CeMeifHblit MeAyNNAPHIN PaK WUTOBIAHON enebl. Monck MyTaumii B 3k3oHax 5, 8 rema | Kposs Onucarve no25 11390
T RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.) pesyneTara
BpaoM -
7797CIA | CemeiiHbiii XonofoBoit ayToBocnanuTenbHbli cuHapom NLRP3 m. (Familial Cold Kposb Onucanne Ao 34 40 790
S1 Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) pesynbTara
Bpasom -
7858NG | C 7 NGF m. tary Sensory and Kposs Onucanue 025 | 17590
FB Gene NGF, Mut.) pesynbTata
BpaoM -
7733CIA | Curgpom CINCA, ren NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene Kposb Onucanne Ao 25 40 790
S1 NLRP3, Mut.) pesynbTara
Bpasom -
7186 |Cumapom TAR. Movck MyTaumii & reqe RBM8A, M. (Thrombocytopenia-Absent Radius Kposb Onucarve no25 21590,
Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) pesynbTata
BpaoM -
7859FG | CuHapom Aap KoTTa (Cb: nOVICK myTaumii B rede FGD1, | Kposb Onucanne Ao 25 49 390
D1 M. kog- tt ., Faciodigit i F ital Dysplasia, Gene pesynbTara
FGD1, Mut.) Bpa4oMm -
7187 |Cumapom AnbcTpoma. Monck MyTaumin B «ropsumx» yuacTkax rea ALMS1, «ropsid.» yu. M. | Kposs Onucarve no25 14790
(Alstrom syndrome, Gene ALMS1, Hot-Point Mut.) pesynbtara
BpaoM -
7861KC |CuHapom Axpepcena. Monck myTaumii B rede KCNJ2, m. (Andersen-Tawil Syndrome, Gene | Kposb Onucanne Ao 25 17 590
NJ2 KCNJ2, Mut.) pesynbTara
Bpasom -
7913FG | CuHapom AHTAu-Bukcnepa, Monck MyTaLmii B oksoHe 9 rera FGFR2, M. (Antley-Bixler Kposb Onucarve 018 8290
FR Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) pesyneTata
BpaYoM -
7862FG |CuHapom Anepa (akpouedanocuHaaktunms). Monck YacTbix MyTaumi B ree FGFR2, 4. m. | Kposb Onucanvne Ao 25 11 390
FR2 (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) pesynbTara
Bpasom -
7863PR | Curapom Apta. Mouck MyTaumit B reve PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.) | Kposs Onucarve 1025 | 24990
PS1 pesyneTata
BpaYoM -
7796PT |CuHapom BaHasH-Paiinn-PysanbGaka. Mouck myTauuii B rese PTEN, m. (Bannayan- Kposb Onucanvne Ao 25 30590
EN Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) pesynbTara
Bpasom -
7703FL | Cunapom Bepta-Xora-[lbto6a (BX[). MoMck MyTauuii 8 rere FLCN, m. (Birt-Hogg-Dube Kposb Onucanve n034 | 40790
CN Syndrome, BHD, Gene FLCN, Mut.) pesyneTata
BpaYoM -
7189 CuHapom Boy: KoHp: (BKC, ug¢ i cunapom). Movck myTaumii 8 | Kposb Onucanmne Ao 25 18 210
reve EMG1, m. (Bowen Conradi Syndrome BCS, Gene EMG1, Mut.) pesynbTara

Bpavom -




7734BC | Cunapom BepHCTana (CUHAPOM KypyaBbix Bonoc). Movck myTauumii & rese BCSAL, m. Kposs. Onvcanue 025 | 17590
S (Bjornstad Syndrome, Gene BCS1L, Mut.) pesynbTara
Bpavom -
7867ED | Cunapom BaappeHGypra-Llaxa. Mouck myTauuit B reve EDNRB, M. (Waardenburg-Shah Kposb Onucanue no 25 24 990
NRB Syndrome, Gene EDNRB, Mut.) pesyneTata
BpaUoM -
7866PA | Cuvppom Baapaenbypra. Mouck myTauuit  reve PAX3, . (Waardenburg Syndrome, WS, | Kposs Onwcanue 025 | 27290
X3 Gene PAX3, Mut.) peaynsTata
Bpasom -
7190 CuHpapom Ba aep Byaa. Monck MyTauwii B rede IRF6, m. (Van der Woude Syndrome, Gene |Kposb OnucaHue no 25 30 590
IRF6, Mut.) pesynbtata
BpaUoM -
7868WA | Curzapom BuckorTa-Onppuvia (CBO). Mouck myTauwit & rere WAS, m. (Wiskott-Aldrich Kposs. Onucanune 025 | 24990
s Syndrome, WAS, Gene WAS, Mut.) peaynbTata
Bpavom -
7785PH | Cunapom i (CBU). Mouck YacTbIx MyTauuit B Kposb OnucaHue no 18 7 390
OX2B  |reHe PHOX2B, 4. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, pesynbTata
Freq. Mut.) BPa4oMm -
7192 |Cunapom lep Myanaxa (, [z ¥ C remopp: nnatesom u | Kposs Onmcarve no25 11380
nar KneTox). Movck YacTbix MyTaumii B reve HPST, u. pesynbTata
. (Albinism Oculocutaneous, Hermansky-Pudiak Type, Gene HPS1, Freq. Mut.) Bpavom -
7869GLI | CuHapom Mpeiira (cemeiHblit runeptenopuam). Monck mytaumii B rede GLI3, m. (Greig Kposb OnucaHue fo 34 60 690
3 Syndrome, Gene GLI3, Mut.) pesynbTata
BpaUoM -
7737RA | Cunapom Mpucuennu. Mouck myTauwin & rere RAB27A, m. (Griscelli Syndrome, Gene Kposs Onucanue 025 | 19690
B27 RAB27A, Mut.) peaynsTata
Bpasom -
7738FG |CuHapom [xekcoHa-Belicca. Monck myTaumii B ak3oHe 9 rea FGFR2 1 ak3oHe 7A reHa Kposb OnucaHue no 25 11 390
FR FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, pesynbTata
Mut.) Bpa4oMm -
77703 | Cunapom APTIA, ATN1, u.m. Kposs Onc 1016 2490
7194 CuHapom Xy6epa (CXK). AHanua uncna konni resa NPHP1 (Joubert Syndrome, Kposb Onucanne Ao 25 16 090
Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert Syndrome, Joubert Syndrome pesynbTara
type A, Joubert: , Pure Joubert Gene NPHP1, Mut.) Bpayom -
7195 | Curapom BTOpOr0 TMina). Movck MyTaumii 8 | Kposs Onucanue 025 | 24990
reve RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.) pesynbTata
BpatoM -
7768GJ | CnHAPOM KepaTuTa-MXTNO3a-TYroyxocTn (KVIIJ -cuHApom). Mouck myTauni B reHe GJB2, M. | Kposb Onucanne Ao 25 11390
B2 Keratitis-Ichthyosis-Deafness Gene GJB2, Mut.) pesynbTara
BpaUoM -
7198 | Cuvppom Knvnnensi-beiins (CMHAPOM KOPOTKOV Wwew). TIouCK MyTauwii 8 reqe GDF6, m. Kposs Onucanue 025 | 14790
(Klippel-Feil Syndrome, Gene GDF6, Mut.) pesynbTata
Bpatom -
7739ER |CuHapom KokkeitHa. Mouck myTaumii B rede ERCCB, m. (Cockayne Syndrome, Gene Kposb Onucanne Ao 34 66 690
CC6 ERCCS, Mut.) pesynbTara
BpaUoM -
7199 | Curppom Koctenno. Monck myTaumii & reve HRAS, M. (Costello Syndrome, Gene HRAS, | Kposb Onucanue 025 7990
Mut.) pesynbTata
BpatoM -
7202 Curpapom Kodbcomna-Noypw (CKJT). Monck myTauni B reHe RPSBKAS, m. (Coffin-Lowry Kposb Onucanne Ao 32 66 690
Syndrome, Gene RPS6KA3, Mut.) pesynbTara
BpaUoM -
7T40PA | CuHgpom i yroy i nesnaumm knctei. Mouck| Kposb: Onucanme no 25 27290
X3 MmyTaumii B reHe PAX3, m. (Craniofacial-Deafness-Hand CDHS, Gene PAX3, pesynbTara
Mut) Bpavom -
7010UGI| AnarHocTuka cunapoma Kpurnepa-Haiisipa (CKH, cemeitnan xentyxa) (reH UGT1A1). Kposb Onucanne Ao 15 9990
(Crigler-Najjer Syndrome, Gene UGT1, Mut.) pesynbTara
Bpasom -
7760FG | CuHapom Kpy3oHa ¢ YepHbIM akaHTo3oM. Monck MyTaumi B akaoHe 10 rexa FGFR3, m. Kposb Onvcanve no25 7990/
FR3 (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.) pesynbTata
BpaoM -
7964FG |CuHapom KpysoHa. Mouck myTaumii B ak3oHax 7 u 9 reHa FGFR2, m. (Crouzon Syndrome, Kposb Onucanne Ao 25 11 390
FR2 Exons 7, 9 Gene FGFR2, Mut.) pesynbTara
Bpasom -
7794CIA | CuHgpom M: NLRP3 m. (Muckle-Well MWS, Gene NLRP3, Mut.) Kposb Onucanue Ao 34 40 790
s1 pesynbTata
BpaoM -
7204 CuHapom Makneoaa. Mouck mytaumii B rede XK, m. (McLeod Syndrome, Gene XK, Mut.) Kposb Onucanne Ao 25 17 590
pesynsTata
Bpasom -
7643 CuHapom MaptuHa-benn (CMHIpoM NoMKoiA X XDOMOCOMbI) Kposb Kau [0 12 4290
7743ZE |CuHppom Moyat-BunbcoH. Mouck myTaumii 8 rede ZEB2, m. (Mowat-Wilson Syndrome, Kposb Onucanne Ao 34 50 990!
B2 Gene ZEB2, Mut.) pesynbTara
Bpasom -
7872NB | Curapom Huit , NBN 4.m. (Nijmegen Breakage NBS, Gene NBN, Freq. Kposb Onucarve no 12 990
s1l Mut.) pesynbTara
BpaoM -
7213 CuHAPOM HorTen: Mouck myTauuit 8 reve LMX1B, m. |Kposb Onucanne Ao 25 24 990
(Nail-Patella NPS, O ia, Gene LMX1B, Mut.) pesynbTara
Bpasom -
7215 | Cunppom Ocnepa-Paknio-Bebepa (HaCnencTBeHHan reMoppariieckas Teneanrioktasus). | Kpose Onucanue 025 | 30590
Mouck MyTauuit 8 reve ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.) pesynbTata
BpaoM -
7744GLI | Cunppom Mannuctepa-Xonna. Monck myTauwin B rede GLI3, m. (Pallister-Hall Syndrome, Kposb Onucanvne Ao 34 60 690
3 Gene GLI3, Mut.) pesynbTara
Bpasom -
7874TB | Cuapom Mannuctepa. Mouck MyTauuii 8 reqe TBX3, m. (Palister W Syndrome, Gene Kposb Onucarve 1025 | 24990
X3 TBX3, Mut.) pesynbTara
BpaYoM -
7217 CuHapom nogkoneHHoro ntepuruyma. Mouck myTauwii B rede IRF6, m. (Popliteal Pterygium | Kposb Onucanvne Ao 25 30590
Syndrome, PPS, Gene IRF6, Mut.) pesynbTara
Bpasom -
7745FG | Curapom Maparichdepa. MoMCK MyTaLuii B akaoHax 7, 9 reHa FGFR2 1 okaoHe 7A rexa Kposb Onucarve 1025 14790
FR FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.) pesyneTata
BpaYoM -
7218MEI| CuHgpom PetTa. Monck Mytaunit B reve MECP2, m. (Retts Syndrome, Gene MECP2, Mut.) | Kposb Onucanvne Ao 15 8590
pesynsTata
Bpasom -
7219 | Cunapom Cetpe-Uotaena. Mouck mytaumit & reve TWIST1, m. (Saethre-Chotzen Syndrome, | Kposs Onucarve 1025 14790
Gene TWIST1, Mut.) pesynbTara

BPaoM -




7220 | Cuvppom Cunbsepa. Mouck MyTauuit  reve BSCL2, M. (Silver Syndrome, Gene BSCL2, | Kposs Onvcanue 025 | 24990
Mut.) peaynbTata
Bpavom -
7221 CuHapom Cumncona-Monabu-Bemens. Mouck MyTaumii 8 rede GPC3, M. (Simpson-Golabi- Kposb Onucanve no 25 27 290
Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.) pesyneTata
BpaUoM -
7877DH | Cuvppom Cmura-flemnu-Onuua (CIIOC). Mouck myrauwii 8 rewe DHCR?7, m. (Smith-Lemli- | Kpose Onwcanue 025 | 30590
CR7  |Opitz Syndrome, Gene DHCR?7, Mut.) peaynsTata
Bpasom -
7879AR |CuHapom TecTukynapHon demuHnsaummn (CT®, cunapom Moppuca). Mouck myTauuii B reHe | Kposb OnucaHue no 25 33 890
AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.) pesynbTata
BpaUoM -
7747TC | Cuppom Tpuep: ™ I # AuaocTos). Mouck | Kposs Onmcanve no 34 66 690
OFL  |myrauui 8 ree TCOF1, m. (Treacher-Collins i-Klei . pesynbTata
Mandibulofacial Dysostosis without Limb Anomalies, Gene TCOF1, Mut.) BPaYoM -
7984VH | CuHapom n y (uepe6po-p: i . Mounck myTaumii | Kposb OnucaHue no 25 14 790
L B rede VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer pesynbTata
Syndrome, Gene VHL, Mut.) BPa4oMm -
7973VH | Cunapom fuHpay (L 7 Kposs Onmcarve no 28 16 090
L cna Konwit rena VHL, w. (Von | Hlppel Lindau Syndrome, VHL, Von Hippel- Llndau Hereditary pesynbTata
Cancer Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.) BpavoM -
7652 Cutapom LIADACWI, ren NOTCH3 Kposb Kay £o 16 8590
7223 | Cunapom Llisaxvana-flaiimona. Movck myTauuii s rede SBDS, M. (Shwachman-Diamond | Kposb Onucarine 025 19 690
Syndrome, Gene SBDS, Mut.) peaynbTata
Bpavom -
7224 CuHapom LUsaxmara-faitMoHaa. Monck YacTbix MyTauwmi B reHe SBDS1, 4. M. (Shwachman-| Kposb OnucaHue no 25 7990
Diamond Syndrome, Gene SBDS1, Freq. Mut.) pesynbtata
BpaUoM -
7911PL | Cunapom dnepca-fanno, Tun VI. Tlouck 4acTbix MyTaumii & rese PLOD, 4. m. (Ehlers- Kposs. Onwcanune no18 | 12490
obI Danlos Syndrome, Type VI, Gene PLOD1, Freq. Mut.) peaynbTata
Bpavom -
7750CH |CuHapom Sckobapa. Monck myTauuit B rene CHRNG, m. (Escobar Syndrome, Gene Kposb Onucanne Ao 25 27 290
RNG CHRNG, Mut.) pesynbTara
BpaUoM -
77708 | Cnactnyeckas napannerm 11} i 4, SPAST (SPG4), .M. Koosb Onc £020 5 390
7994IGH | Ci Anachparmbl. Monck Mytaumii B rede IGHMBP2, M. | Kposb Onucanne Ao 34 50 990!
mB (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.) pesynbTara
BpaUoM -
7996AM | CriunansHas amvorpocus Tunbi 1, I, 1, IV (c onpenenermem wucna konuii SMN2) (Spinal | Kpose Onucanue no13 5980
n Muscular Atrophy, SMA, Type |, Il, Ill, IV (copy Number Variation SMN2)) pesynbTata
Bpatom -
7228 CnmnanbHas amuotpodma tunbi |, 11, I, IV. Mouck myTaumii 8 rese SMN1, M. (Tonbko npn Kposb Onucanne Ao 25 27 290
Hanuuuu oaHon konuu rexa) (Spinal Muscular Atrophy, SMA, Type |, I, Ill, IV, Gene SMN1, pesynbTara
Mut. (Only Presence One Gene Copy) ) Bpayom -
7976ARI | CrinansHo-6yns6apHas amuoTpocis KerHenu. [ONCK 4acTix MyTauuit B reHe AR, 4. M. | Kposb Onucanune no18 3990
(Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freg. Mut.) pesynbTata
BpatoM -
7788AT |CnmHouepebennspHas atakcus. Mouck yacTbix MyTauuii B rede ATXN7, 4. m. Kposb Onucanne Ao 18 7390
XN7 (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.) pesynbTara
BpaUoM -
7787AT | CrHouepeBennspHas atakcusi. NouCK YacTbix MyTaumii & rere ATXNG, 1. M. Kposs Onucanue no18 7390
XN8  |(Spinocerebellar Ataxia, Gene ATXNS, Freg. Mut.) pesynbTata
Bpatom -
77712 |Ci arakcun, pekie opmbl, 4.M. Kposb Onc no 16 5890
77716 _|Ci aTakcum, YacTele hopMbl, Y.M. Koosb Onc o 16 5 690
7978PR | CnoHr C Hew, Mouck myTaumin | Kposb Onucanne Ao 25 14 790
NP B reHe PRNP, m. if with ic Features, Gene PRNP, pesynbTara
Mut.) Bpa4oMm -
7230 | CrioHaunokocTanbHbIf AM30CTo3. Movck MyTaumii B rere DLL3, . (Spondylocostal Kposb Onvcanve no25 24990,
Dysostosis, Gene DLL3, Mut.) pesynbTata
BpaoM -
7979TR |CnonaunoonudmaapHas aucnnasus (CI[). Mouck mytaumii B reHe TRAPPC2, M. Kposb Onucanne Ao 25 17 590
AP (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.) pesynbTara
Bpasom -
7980PR | Cy Mowck myTaumit B reve PRPS1, | Kposb: Onucanue Ro 25 24990
PS1 m. (| i ivity, PRS ivity, Gene pesynbTara
PRPS1, Mut.) BpayoM -
77711 | T anctonns, Tun 1, TOR1A (DYT1), 4.m. Koosb Onc 1o 16 2290
7638TR | TpuxopuHodbanaHreanbHbiit CUHAPOM. Mouck MyTauuit 8 rexe TRPST, M. Kposb Onucanve no25 33890,
PS (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.) pesynbTara
BpaoM -
7238 TpomGounToneHus BpoxaeHHas. Monck mytaumii B ree MPL, m. (Congenital Kposb Onucanne Ao 25 27 290
‘Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.) pesynbTara
Bpasom -
7885PR | ®aranbHas cemeitHas HCOMHMS. Monck myTauwii 8 reie PRNP, m. (Fatal Familial Insomnia, |Kposb Onucanue Ro 25 14 790
NP FFI, Gene PRNP, Mut.) pesynbTara
BpaoM -
7888PA | ®eHunkeToHypus. Monck myTaumii B rede PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.) |Kposb Onucanvne Ao 34 40 790
H pesynsTata
Bpasom -
77811 | denunkeToHypus. Monck HacTbix MyTauwin B reHe PAH, 4. m. (Phenylketonuria, PKU, Gene | Kposs Onucarve 019 17 190
PAH, Freq. Mut.) pesynbTata
BpaoM -
7240 npor Tlonck MyTaLwmii B «ropsunx» Kposb Onucarine 025 | 17155
yuacTkax rena ACVR1, «ropsd.» yu. . (Fibrodysplasia Ossificans Progressiva, FOP, Gene peaynbTara
ACVRL, Hot-Point Mut.) Bpayom -
7241 npor Tomck MyTauwii 6e3 «ropsiamx» | Kposb Onucarve 1025 | 24990
yuacTkos reHa ACVR1, 6e3 «ropsiv.» yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, pesynbTara
Gene ACVR1, without Hot-Point Mut.) BPaYoM -
7891BT | X-cuenneHHas arammarnobynuHemus. Monck mytaumii B rede BTK, m. (X-Linked Kposb Onucanvne Ao 34 60 690
K Agammaglobulinemia, XLA, Gene BTK, Mut.) pesynbTara
Bpasom -
7981BIR i i CMHPOM (6onesHb [lyHkaHa, CuHapoM Kposb Onucanne no 25 27 290
c4 Myptunbo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.) pesyneTata
BpaYoM -
7982SH i i cuHapom (6onesHb [lyHkaHa, cuHapom Kposb Onucanvne Ao 25 17 590
2 Myptunebo). Monck mytauwit B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, pesynbTara
XLP, Gene SH2D1A, Mut.) Bpayom -
7894FR | X-cuenneHHblit MOTOPHbIIA HUcTarm. Mouck myTauwin B reHe FRMD7, m. (X-Linked Kposb Onucanne Ao 18 40 790
MD7 Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.) pesyneTara
BpaYoM -
7983IL2 Vi TSOKEnNbIA . Monck MyTaumii B reHe Kposb Onucanne Ao 25 17 590
RG IL2RG, m. (X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.) pesynbTara

Bpavom -




7786RM TMN Mak-Ki . Mowck myTaumit B rede RMRP, m. Kposb Onucanune Ao 25 8310
RP (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.) pesynbTara
Bpavom -
7244 To4eyHas KoHp: Mouck myTauwii B reHe EBP, m. Kposb Onucanve no 25 17 155
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.) pesyneTata
BpaUoM -
7245 | XonapokanbuvHos. Monck myTaumii & rere ANKH, m. (Chondrocalcinosis, Calcium Kposs Onucarine 0032 | 40790
Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.) peaynsTata
Bpasom -
77798 Npobi HLA-A29 (Birdshot chorioretinopathy, Kposb Kay po 16 1890
HLA-A29)
7889CH | Xopouaepemus. Mouck myTauunin 8 rene CHM, m. (Choroideremia, CHM, Gene CHM, Mut.) | Kposb OnucaHue fo 34 50 990!
M pesynbTata
BpaUoM -
7890CY | XpoHuueckan rpaHynemarosHas 6oneati. Movick MyTauwii B rese CYBB, M. (Chronic Kposs. Onucanune o34 | 40790
BB Granulomatous Disease, CGD, Gene CYBB, Mut.) peaynbTata
Bpavom -
T7757ER | LlepebpookynodaumnockeneTHblit cuHapom. Monck mytauuii B rede ERCC6, m. Kposb OnucaHue fo 34 66 690
[elel} (C i , COFS Gene ERCCS6, Mut.) pesynbTata
BpaUoM -
7896EX | IKIOCTO3LI MHOKECTBEHHBIE. [TovcKk MyTauuii B reve EXT1, M. (Multiple Exostoses, Gene | Kpose Onwcanune o34 | 40790
T EXT1, Mut)) peaynbTata
Bpavom -
7895EX | OK30CTO3bI MHOXECTBEHHBIE. Monck MyTauuii B rede EXT2, m. (Multiple Exostoses, Gene Kposb OnucaHue ho 34 50 990!
T2 EXT2, Mut.) pesynbTata
BpaUoM -
7758ND | OKCCynaTvBHas BUTPEOXOpEopeTMHarbHas ANCTpodutst. ouck MyTauui 8 rese NDP, M. Kposs Onucarve no25 11390
P (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.) peaynsTata
Bpasom -
7897ED aHrmap. Mownck myTaumii B reHe EDA, M. (Anhidrotic | Kposb: OnucaHue no 25 27 290
A Ectodermal Dysplasia, Gene EDA, Mut.) pesynbTata
BpaUoM -
7883G) P Tomck myTauuit s reve GJB6, m. (Hidrotic Kposs Onucanne 025 | 11390
B6 Ectodermal Dysplasia, Gene GJB6, Mut.) pesynbTata
BpatoM -
7248 Mouck YacTbix MyTauni B reHe COMP, 4. m. Kposb Onucanne Ao 20 7 340
(Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.) pesynbTara
BpaUoM -
7249 Touck myTauuit  reve SLC26A2, m. (Multiple | Kposs Onucanue 025 | 21590
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.) pesynbTata
Bpatom -
7985AL ). Mounck myTaumii B reHe ALOXE3, M. | Kposb Onucanne Ao 34 50 990!
OoX Congenital i NBCIE, Gene ALOXE3, Mut.) pesynbTara
BpaUoM -
7987LO Momck myTauwii B reHe LOX12B, m. |Kposb Onucanve A0 25 33890
xX12 Congenital i NBCIE, Gene LOX12B, Mut.) pesyneTara
BpatoM -
7986TG ). Monck myTaumii B reHe TGM1, m. Kposb Onucanne Ao 25 33890
M1 Congenital i NBCIE, Gene TGM1, Mut.) pesynbTara
BpaUoM -
7901GJ | 3puTpokepaTonepmus. Monck MyTaumii 8 rede GJB3, m. (Erythrokeratodermia, Gene GJB3, | Kposb Onucanue 025 | 11390
B3 Mut.) peaynbTara
Bpatom -
7899GJ | Sputpokepatonepmus. Monck mytaumi B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, |Kposb Onucanne Ao 25 11390
B4 Mut.) pesynbTara
BpaUoM -
7250 T03 7 7 Mouck MyTaunit 8| Kposs Onucanue 025 | 14790
rene VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.) pesynbTara
BpaoM -
7900VH T03 " ] . Monck 4acTbix Kposb Onucanne Ao 18 8515
L myTaumii B rede VHL, 4. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.) pesynbTara
Bpasom -
7021 |TeHoavarHocTua G i 1 remor % HBB) Kposs Kau no7 6990/
diagnosis of bet: ia and i ies (HBB gene))
7022 |[marHocTvka TTR-aMuionz1osa (CexBeHmMpoBarie 2-4 akaoHos rera TTR) (Molecular Kposs Kau o7 6290
diagnosis of ATTR: idosis ign of 2-4 exons of TTR gene))
7023 |TeropmarHocTuka anbea-Tanaccemun (HBA1, HBA2, HS-40) (Molecular diagnosis of alpha- | Kposs Kon., Kau. no7 6990/
(HBA1, HBA2 genes and HS-40 requlation locus))
7620  |HacnencTserHble dopmbl nankpeaTuTa (renbl PRSS1, SPINK1) (Hereditary pancreatitis Kposb Onucanve o 13 3690/
(PRSS1, SPINK1 genes)) pesynbTara
BpaoM -
7621 ®pykTosemus (reH ALDOB) (Hereditary fructose intolerance (ALDOB gene)) Kposb Onucanvne Ao 13 3690
pesynsTata
Bpasom -
7658 |Hacnencteesasn poroBuLE! - ®ykca (ren TCF4) | Kposs Onucanue 013 3690
(Fuchs endothelial dystrophy (gene TCF4)) pesynbTata
BpaoM -
7659 | KomnnexcHas anarHocTvika yseutos (HLA-B27, HLA-B51, HLA-A29) (Diagnosis of uveitis | Kpose Kau o7 6100
(HLA-B27, HLA-B51, HLA-A29)
7660 BonesHb Mowmne (red GAA) (Pompe disease (GAA gene)) Kposb Onucanne Ao 13 9390
pesynsTata
Bpasom -
7300 | Onpenenerie MyTaumii & reve CFTR meToom Kposs Kau no21 | 37000
(NGS) & kposu ans o  CFTR-
& cyTcTBUR 0 npoToKa.
(CFTR genes analysis by Next- (NGS) in blood)
7301 | Onpepenerve mytauwii B revax LDLR, APOB, PCSK9, LDLRAP1 anst auarHoctv Kposb Kau no21 52790
JAHOM T MeToAoM
(NGS) B kposu (LDLR, APOB, PCSK9, LDLRAP1 genes for the diagnosis of familial
by N i ing (NGS) in blood)
7302 | Onpepenetye myTauuii 8 rerax BRCA1, BRCA2 METO[OM CeKBEHMpOBaHUA Criedylollero | BronTar; Kposb Kau no21 37000
(NGS) 8 i v kposu (BRCA1, BRCA2 genes analysis by
Next: (NGS) n biopsy specimens and blood)
7303 | Onpepenerve mytauuii B renax BRCA1, BRCA2, ATM, PALB2, CHEK2 metonom BrionTar; Kposs Kau no21 45000
(NGS) 8 i W KpoBY
(BRCAL1, BRCA2, ATM, CHEK2, PALB2 genes analysis by Next-Generation Sequencing
(NGS) in biopsy i and blood))
7304 | [IMarHocTUKa ayTOBOCNANUTENbHbIX 3360NEBAHNIA (11 FEHOB) METOFIOM CEKBEHMPOBaHMS! Kposb Kau no21 42000
cnenyloLero nokoneHms (NGS) B kposu (Diagnosis of autoinflammatory diseases (11 genes)
X (NGS) in blood)
7307 npu Y KEHLNH X CAG- |Kposb 3akn Ao 12 8490
noeTopb! B reHe AR 1 onpeaeneHne npegakcnarcuy B reve FMR1) (Complex evaluation for
infertility in women ( X chromosome inactivation, number of CAG repeats in the AR gene and
D in the FMR1 gene))
7308 ¢ YyBCTBM' (CAG pbl, AR) Kposb Bakn no12 4790
(Hormonal sensitivity of the androgen receptor (CAG repeats, AR))
7309 sAnyHmkos (CMNKA) Kposb Bakn no12 8390
(Ce genetic diagnosis of polycystic ovary syndrome (PCOS))
7310 [uarHocTuka i aHeMuK, i c Kposb Bakn Ao 12 10 190
nupyBaTkuHasbl (3k3oHbl 3,5,7,8,10,11 rena PKLR) (Diagnosis of hemolytic anemia
with pyruvate kinase deficiency (exons 3,5,7,8,10,11 of the PKLR gene))
7311 [unarHocTuka Vi aHeMum, i c rniokosa-6 | Kpoeb Bakn Ao 12 10 190

oca (ren G6PD)




BepemenHocTs: Il TpumecTp (o1 29-40 Hepensb) (Pregnancy: Third Trimester (29-40 Weeks)
)

7314 npotena C npu TpomBodounuy | Kposb 3akn no 12 9590/
(ren PROC)
7315 npoTena S npv TpomGodmnMM | Kposk 3akn no 12 9590/
(aK30HbI 5,6,11,12,13,14,15 reva PROS1 )
7316 [ Kposs 3akn no 12 9590/
(ren SERPINC1)
7317 i [ Kposs 3akn no 12 4290
(p.Alad16Ser, p.Arg79His, p.Pro73Leu, p.vVai30Glu) (Diagnosis of transient anlllhrumbln 3
deficiency in (p.Ala416Ser, p.Arg79His, p.Pro73Leu, p.Val:
7318 npotenta C, npotenHa S v aHtutpombuna Il | Kposb: Bakn no 12 10 890
npun TpomBodnnum (3k3oHb! 2, 7 reHa SERPINC1, ak3oHbl 11, 12 reHa PROS1, ak30HbI 3, 7
reHa PROC) (Diagnosis of transient antithrombin 3 deficiency in thrombophilias (p.Ala416Ser,
p.Arq79His, p.Pro73Leu, p.Val30GIu))
7319 |Cramhbl, dhapr Kposs Kau 08 9090
(Statins lovastatin, in,
7320 Wpuotepka (ren UGT1A 4.m.) (Irinotecan (Gene UGT1A, Freq. Mut.)) Kposb 3akn [0 12 3390
7840  |HacnencTeeHHble (hopMbl aTUMMYHOTO FEMOMUTUKO-YPEMUECKHI CHHAPOM (alYC) 1 C3 Kposs. 3an 013 | 11890
n
7841 |Octpan (rew HMBS) Kpoet 3akn m013 | 11590
7845 ol 7] Kposb Bakn nAo13 8490
nypnypsi (red ADAMTS13)
7848 1, 2A, 2B, 2M,2N, 3 T1nos GonesHn oH Kposb Bakn nAo13 11 590
(18-21 1 28 ak3oH rena VWF)
7027AK a i aHanu3 i1 B aMHUOTUYECKO XINAKOCTH 3akn £0 10 17 590
7027X0 i 7 aHanna i B BOPCUHAX XOpHOHa B1ONTAT / aMHIOTUYECKaS! KNIKOCTE 3akn 1010 17 590
7031AX | M) BHK-guarHocTuka atakcun pwy enxa 3akn n[o 17 30990
7031X0 || [HK-auarocTuka arakcuu B1ONTAT / aMHIOTUYECKAS! KNIKOCTE 3akn 0017 | 30990
7032X0 | MpexaraneHas [JHK-auarHocTuka " B BOPCUHAX BuonTar / amH1OTUYeCKas KUAKOCTL Bakn po 17 21 990
P xopuora (Prenatal DNA di ics of Duche Becker muscular
7032AX | MpexaraneHas [JHK-auarHocTuka " (Prenatal DNA Bakn po 17 21 990
he -Becker muscular
7033AK | M) 7] i aTpochumn B A KNAKOCTU Bakn po17 13 990
(Prenatal of spinal muscular atrophy)
7033X0 [N 7] i aTpochnm B BOPCHUHAX XOPUOHA BuonTar / aMH1OTUYeCKas KUAKOCTL Bakn po17 13 990
P (Prenatal DNA di of spinal muscular atrophy)
7034AX | M) (Prenatal di of 3akn n[o 17 21990
7034X0 | 8 BopcUHax xopviowa (Prenatal DNA diagnostics of | BHONTAT / aMHUOTECKAR XUAKOCTS 3an 017 | 21990
p -
7035AX | M i i aTpocomm B A KUOKOCTI 3akn Ao 17 21990
(C NOMCKOM aCTbIX NaToreHHsIX BapuaHTos B reHe SMN1) (Prenatal diagnostics of spinal
muscular atrophy)
7035X0 | N ] i aTpoum (C NOMCKOM HacTbIX BuonTat / aMHMOTMYECKas XMAKOCTL 3akn Ao 17 21990
P nartoreHHbIx BapnaHTos B reHe SMN1) B BopcuHax xopuoHa (Prenatal DNA diagnostics of
spinal muscular atrophy, SMN1)
7076 |n = CKPUHVHT Ha i |Kposb Kau 0038 | 67350
¢ nHTepnpeTauvei 18+ (Whole Exome sequencing for the carriage of recessive diseases
with interpretation 18+)
24. ONPEQENEHWE BUOJTOTMYECKOrO POACTBA B CEMBE: OTLIOBCTBA U MATEPUHCTBA
24.1. O 61onorM4ecKoro PoAcTea B cembe: "
BP3/5 | Cpo4Hoe ycTaHoBneHue G1onorieckoro poacTea Ans OAHOMO U3 poauTenen npu ByKKanbHbIi anuTenmit MoateepxaeHne no5 28 790
BeccnopHom poacTee apyroro (3 yen.) (Urgent Establishment of Biological Relationship for WIN UCKNIoYeHne
One Parent at Indisputable Relationship of Another (3 Persons)) oTuoBCTBa
BP3/20 |YcTaHoBneHne Guonornyeckoro poacTea Ans OAHOMO U3 i npu By i anuTenui MonTeepxaerne Ro7 19 885
poacTse Apyroro (3 yen.) i of Biological ip for One Parent at WM UCKIIoYeHne
Indisputable Relationship of Another (3 Persons)) oTuoscTea
BP2/5 | Cpo4Hoe ycTaHoBneH\e G1onornieckoro poacTea Ans OAHOMO U3 poavTenen npn ByKKanbHbIi anuTenmit MoateepxaeHne no5 28 790
otcyTeTeun apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent WM UCKIloYeHne
in Absence of Another (2 Persons)) oTuoBCTBa
BP2/20 | YCTaHOBNEHME BUOMOMNECKOro POACTBA ANIA OBHOTO U3 apyroro |5 i anuTenuii MoaTsepxaerve | [0 7 15 290
(2 ven.) i of Biological Relationship for One Parent in Absence "of Another 2 WA MCKnIoveHIe
Persons)) oTuoBCTBA
BP/OON i y4acTHUK (pebeHok unn matb unm oteu) (Additional ByKKanbHbli anuTenmit MoateepxaeHne no7 6 405
research participant (child or mother or father)) WM UCKIloYeHne
oruoscTBa
BP/YHU 6uonornyeckoro poactsa. [HK- -TeCT ¥ n B i anuTenvi 3akn nos8 32590
1B- BasiTne cockoba 6) anuTenus 6es (Buccal epitheli 350
B30UT | sampling)
25. HACNE[ICTBEHHBIE EOJIE3H OBMEHA BELIECTB Y HOBOPOX[EHHbIX / CKPUHUHT «MATOYKA»
25.1. GonesHn obmeHa BellecTs y «lATOuKa»
*[insi TECTOB, NOMEYeHHbIX *, (HOAT).
HBO2 |AHanua cnekTpa opraHU4eCcKux KUCMOT MOYM METOAOM ra3oBoii XxpomaTorpacdumu ¢ macc- Moua Kon Ao 16 9090
cnektpometpueit (MX/MC) (Analysis of the spectrum of organic urine acids by gas
with mass y (GC / MS))
7060 |Or aKTMBHOCTH (Biotin- CuiBopoTKa KpoBH Kon no 14 5490
Dependent C: Activity (Biotinidase Defici
7061 |BOKX-MC-MC opi Kcnor (HPLC-MS/MS Organic Acids Mova Kon no 14 3690
(
7040  |Yactas mytauvs B reqe BTD (BTD (Bi D )| Kposb Kad no 14 6390
Gene, Freg. Mut.)
7041GC ‘-{amaﬁ MyTauus 8 rene GCDH (rnyTaposas auuaypus vn 1) (GCDH (Glutaryl-CoA Kposs Kau no 14 5490
DH Gene, Freg. Mut. (Glutaric Aciduria, Type 1))
7042 nonm,m ananwa rena GCDH (rnyTaposas aunaypusi un 1) (GCDH (Glutaryl-CoA Kposs Kau o024 | 46790
Gene (Glutaric Aciduria, Type 1))
7048 HacTaﬁ myTaums 8 rede HADHA i 3-1 Kposb Kau po7 5490
KoA-pervpporenassi) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa
(LCHAD) Defici
7052 |Yactas myrauus & reHe ACADM 7 Kposo Kau no 14 5490
wpnmx kucror MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA
(MCAD) Defi
7055 FIongM aHanua reda OTC (OTC Gene Kposb Kau Ao 24 43190
(Ornithine Ti (OTC) Defici
7056 |YacTble MyTauny B rexe FAH (Tupoauremms Tun 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Kposb Kad o7 9990/
Type 1))
7057 Monkbii ananums resa FAH ( Tvn 1) (FAH Gene (T Type 1) Kposb Kau [0 24 56 590
7058 YacTuuHbiit aHanwa reqa ASS (untpynnunemms) (ASS Gene, Freg. Mut. (Citr Kposb Kay no7 10 890
27. KOMMJIEKCHBIE NPOrPAMMbI OECIELOBAHMN (I
27.2. inst XeHWMH
*Ans TecToB, X (K'}KL[).
** Ne YPO-311C B Ne 2019, Ne CEPT2019, Ne
PUFNA2019. Ne YPO-311C Hennas 2akazath
2019 Mporpamma CKpUHUHIa paka Leiikin MaTki — onpeueﬂeme AHK BMY n uutonornyeckoe Cockob AoS 2275
McCne[i0BaHIe COCKoBa LIEIK MATKA 1 LEPBIKAINLHOMO KaHaNA METOROM KUIKOCTHOM
OBC80 | XKeHckuit npochuns: AMYHNKOB, o |Ci KpoBU o3 6190
uukna (Female Hormonal Profile: Ovarian D Menstrual
OBC80N | XKeHckuit npochuns: AMYHNKOB, © | Mnasma kposu; CLIBOPOTKa KPOBY o3 8695
EW uvkna
OBC70 | OHKOpUCK XeHCKuiA: Wwevika matkv (Women's Oncorisk: Cerle ) Cockob no4 3130
OBC81_| Mpobnemb! y % npocuns i Profile) I'Inaama poBu: C KDOBU no4 6230
OBC82_|OueHka aHaporeHHoro cTaryca (; of Androgen Status) KDOBU no3 2710
0BC88 M. yp (Preg y KUAKOCTb; MHoiA; CycTaBHas XMAKOCTb; TpaHccyaar; 3kccyaart; daKynar; Ao 3 3485
Planning: Diagnosis of Urogenital Tract Infection (UTI)) MpomeisHbIe BoAkl Gporxos; CekpeT npocTaTsl; Copepxmmoe abeuecca; Conepxumoe
vHunbTparta; Copepxvmoe noroctn matku; Cocko6; Otaensemoe nasyxiu; Otaensemoe
NOnoBbIX OpraHos; O paHbl; O potornoTku; OT ypeTpbl
(keH.); MnespanbHas xuaKoCTb; Nukeop; Masok; Mokpota; HasoTpaxeanbHblii acnupar;
O Hoca: O HOCOrmNoTkM
OBC83 | Xouy cTarTh Mamoi: npu (Want KpoBb; KpoBb; Mnaama kposu; ChIBOPOTKa KPOBY o3 13 150
to Become a Mother: Pregnancy Planning, C Survey)
0BC84 | TORCH (ToRCH C KDOBU no2 5690
OBC86 |BepemenHocTb: Il TpumecTp (14-28 Hepenm) (Pregnancy: Second Trimester (14-28 Weeks)) |KanunnsipHas kposb; Kposb; Moua; CbiBopoTka KpoBu 1 1155
0BC87 Kanunnsipas kposb; Kposb; Mnasma kposu; CbiBOpoTKa Kposu Ao 2 6025’




OBC121 | MoproToska k 6epeMeHHOCTI: 6a30BbIi XUAKOCT; [HOT; «poBb; Kpose; Nukeop; Magok; Cyctaskas o7 15135
WagKOGTL; CelBopoTia kpoaw; TpaHeeyaaT: Brcoygar; 3m<ynﬂr Mpowsiznie 503e1
6potxos; Cekpet npoctarsi; C
Conepmmoe NonocTi Marky; Cocko; OTAENSIeMOoe NoNoBLIX OpraHos; OT/ENSEMOe paHs!;
Ortgensiemoe potornoTku; OTaensiemoe ypeTpbl (eH.); Mnasma kposu; MnespanbHas
KuakocTb; Mokpota; Moua; i acnupar; O Hoca; O
HocornoTku: O nasvxu
0BC122 | Moaroros: oLerka craryca ChIBODOTKA KDOBY 02 6100
OBC123 | Mogrotoska k CKPBITBIN AerLMT Kenesa KDOBY no2 2190
CrKA1 T I'Ina:!Ma kposy: C KDOBU no2 4535
CrMKA2 | Ouenka craryca npu uukna KDOBYM no2 3150
OBC175 | T AN KeHUWH B nepron nepexona I'InaaMa KpoBu: C KDOBU o2 2800
(OBC187 | XeHckui i Npochnnb: LMKNa, CKDUHUHL KDOBY! 1 2995
OBC85N - 1- TpumecTp (1-13 Henenu) unu 1-i BuanT KpoBb; Kposb: Mnasma kposu: Ci KDOBY 02 8755
0BC193 CKpUHWHT (Study of miscarriage AnanbHas TpelmHa; Acnupart; BuonTtart; MpoussonbHbli Guomarepuan; Cockob po 11 9330
tissues,
0OBC194 (C ive study TpewwmHa; Acnupar; BuonTart; MpoussonbHblit Guomarepuan; Cockob po 11 18 070
of tissues)
0BC208 | M K I TexHonornit (BPT), Brniovan | KanunnspHas kposb; Kposk; Moua; Mnaama kpoeu; CbiBOpoTka Kposu no2 12 030
OKO: komnneke Ne 1 (Preparation for IVF
0OBC216 | narHocTuka Gecnnoans Acumweckaﬂ xuakocTb; MHoi; Kposb; TIMKBop. Maao« TpaHccypar; dkceynar; SsakynaT; no6 8870
abcuecca; C nonocTH marku;
CDCKOG, CycrasHas xu1akocTb; Ci kposu; O paHbl; O
porornotku; O ypeTpsl (keH.); M. KuakocTs; M) BOAbI
BpoHxos; CekpeT npocTatsl; Mokpota; i acnupart; O Hoca;
O HocornoTku; O nasyxu; OT MONOBbIX OPraHoB
2019CN | nTonoruyeckoe NCCneaoBaHne annTenust Weiikn Matki ¢ onucaHmnem no Cockob no6 2250
B ‘TepMuHonornyeckoii cucteme berecaa (The Bethesda System — TBS) (Cytological
of Cervical with D il on The Bethesda System, TBS)
OBCY5N| VIP: Ans kerumH (VIP- for women) KpoBb: Kposb: Mnasma kposu: Ci KDOBY 02 22390
OBC95_|VIP: Ans xeHwmH (VIP-Survey for Women) kpoBb: Kposk: Mova: Mnasma kposy: Ci KDOBU no4 26 290
3058 Bi vos, IHK BM4 6, 11, 16, 18, |Cockob Ro6 3450
26, 31, 33, 35, 39, 44, 45 51 52, 53, 56, 58, 59, 66, 68, 73, 82 TuNa u uMTONOrMYECKoe
27.3. Inst MYXYUH
OBC69_| OHKOPMCK MY)KCKOM: enesa (Male oncologic risk: prostate) Ci KDOBU Kon 1 1530
OBC171 T y MyxunH Mnasma kposu: C KDOBM 02 5470
0OBC183 ANS MYK4UH Mnasma kposy: C KDoBY no2 3920
0BC201 | C: Y MyXUVH, [epBIdH Mnasma kposu: C KDOBU 1 2000’
OBC224 | Xouy cTaTh nanoi: n (Become a father: KanunnspHas kposb; Kposb; Mnasma kposu; CbIBOpPOTKa KPOBM no2 3725
Clinical and hormonal blood tests)
OBC225 | Xouy cTaTh nanoi: Ha nonossIM nyTem (Become a| CockoB; CblBopoTka Kposu Ao 2 3870
father: screening for sexually transmitted i
OBCY6N | VIP- Ans myxumnH (VIP- ination for men) kpoBb: Kpose: Mnasma kposw: Ci KDOBU no2 21090
OBC227 |Myxckoe 6ecnnonve (cnepmorpamma ¢ MAR- rechM) (Male infertility (Spermogram with Snkynat 1 2935
MAR-test))
0OBC96_| VIP: Ana myx4uH (VIP-Survey for Men) kDOBb: Kposb: Moya: Mnasma kposw: Ci KDOBU no4 25 845
27.4. ExeroHble
3020 MHBUO®NOP — Tpakta Cockob Kau., Monykon. no3 5215
(INBIOFLOR - Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))
0BC46 veckoe (nocne 40 net) (Annual Check-Up after 40 KanunnspHas kposb; Kposb; Moya; Mnasma kpoeu; CbiBopoTka kposu no2 7 605
ears of Age)
OBC73 KpOBM: i npochnnb (Serum : Extended Profile) Mnasma kposy: Ci KDOBM no2 5000
OBC74 KpoBM: i npochunb (Serum y: Minimum) Mnaama kposy: Ct KDOBM 1 2900
OBC79 |3p0poe Tbl — 340poOBa CTpaHa: (no 40 ner) Kanunnspras kposb; Kposb; Mnasma kposu; CbIBOpPOTKa KPOBM 1 5920
Healthy You - Healthy Country: Annual Check-Up up to 40 Years of Age)
OBC154 KpoBu: 6a30BbIi Npochnnb Mnasma kpoey: Ci KDoBU 1 1890
0OBC155 i CKDUHWHT Mnaama kposy: Ct KDOBM 1 1020
OBC164 |ButamnH D i o6me (I KDOBY 1 2220
0OBC165 nuTaHve (M kpoBb: Kposb: Mnasma kposu: Ct KDOBN 1 3495
OBC166 | Ber kpoBb: Kposb: C KDOBU no2 2105
OBC167 | Mukpo n (M TOK) posb: Ci KDOBY no7 3975
OBC168 | Beratb! (I kpoBb: Kpose: Mnasma kposw: Ci KDOBYU no2 4945
OBC169 | OueHka BuTamuHHoro craryca (I C KDOBM no5 11280
OBC184 Nnaama kposm: Ci KpoBYM [os5 5 460
OBC196 | Ctpecc kpoBb: Kposb: Mnasma kposw: Ci KDOBM no 8125
0OBC199 [ANarHocTvKa kpoBb: Kposb: Mnasma kposw: Ci KDOBYU ao 6925
OBC206 | [ins Tex, kTo MHoro pabotaer (For those who work hard) kpOBb: KpoBb: Mnasma kposy: Ci KDOBU no 7720
OBC211 | Mvikpo 1 Mi lements and macro-elements: poeb: Ci KDOBY ao 2330
OBC212 | OugHKa BUTaMUHHOrO cTaTyca of vitamin status) C KDOBM [o5 11 280
OBC218 | Butamutbl : Gasoebiit komnneke (Vitamins and minerals: basic profile) C KDOBM Kon 1 5280
0BC228 i (Annual ion: optimal) kpoBb: Kposb: Mnasma kposu: Ct KDOBU 1 3675
NUTRIL | Ouenka gecdmunTos KkpoBb: Kposb: Mnasma kposm: Ci KDOBM no7 46 880
NUTRI2 | Ouetka KkpoBb; Kposb; Mnasma kposu; C KDOBU no7 54 100
0BC242 aHemus kpoBb: KpoBb: C KDOBM no2 2935
0BC243 C KDPOBY [o?2 995
0OBC244 | Obwas C KDOBM no2 710
OBC245 | MpotenHorpavma C KpOBU 1 730
OBC46N i (Annual extended) kpoBb: Kposb: Mnasma kposw: Ci KDOBU no2 8140
OBC79N| «310pos bl — 380poBa cTpaHan (You are healthy — Your country is healthy) KkpoBb; Kposb; Mnasma kposu; C KDOBYK no6 13610
27.5. Ci
CnopT Bazosbii kpoBb: Kposb: Mova: Mnasma kpoey: Ci KDOBU no2 3625
CNopPT O i KkpoBb; Kposb; Moua; MMnasva kposu; Ci KpoBM no2 9530
CnopT MpogeunHyThIi kpoBb: Kposb: Mova: Mnasma kpoey: Ci KDOBU n[o3 18 665
OBC160 | SuperSport — i KpoBb; KpoBb; C KpOBM no2 3130
27.7. Ouenka pucka i
OBC51 | MpodmnakTuka 3aGonesaHuii cepaua n Cocyaos u nx ocroxHenwii (Preventing Heart and Mna3sma kposw; CbiBOPOTKa KPOBK 1 4555
Blood Vessel Diseases )
OBC53 N 7 Npodub: i (Lipid Profile: Extended ) C KDOBM no2 4315
OBC54 | N i NPOUIIL: CKPUHUHT (Llpld Profile: C KDPOBY 1 1200
0OBC127 | N1 7 Npodub: He HaTowak (Lipid Profile: Extended ) C KDOBM no2 3885
0OBC128 | N 7 NPOUNb: CKUHMHI He HaTollak (Lipid Profile: C KpOBU [o?2 1200
0BC173 -c TponoxuHa n Mna3sma kposw; CbiBOPOTKa KPOBK Ao 2 8155
Hammypemuecmro ropmoHa (B-tuna) N- (Cardi risk
screening panel including hs-Troponin and NT-proBNP)
1680 | XonectepuH He-fIMBIT HaTowak C KpoBU 1 275
1682 XonecTepu He-NMBI He HaTowak C KDOBU 1 400
1675 i HaTowak C KDPOBY 1 715
1685 i He HaTowak C KDOBU 1 715
OBC200 |1 7 npocmnb: 3poposoe cepae C KDOBM 1 905
0BC233 npn T (Laboratory diagnostics in KanunnspHas kposb; Kposb; Mnasma kposu; CbiBOpOTKa KPOBM 1 3000
arterial hypertension)
OBC246 | Kapavopuck: npocunb ans SCOREZ, ¢ TenbHOro 1 [c KpoBU o2 2585
(B4-Tnl) u C-peaktueHoro 6enka (CPB) (Cardiovascular mini panel for SCORE2, with hs-Tnl
and CRP)
27.8.
OBC55 | AHTUdocthonMNUAHBIN cuHapom (ADC), Kputepum ( Mna3ma kposu; CbIBOPOTKa KPOBU no7 5 760
S)
OBC55N i cuHApoM, Kputepun id syndrome, Mnasma kposw; CbiBOPOTKa KPOBK nos5 7 055
EW laboratory criteria)
27.9. 4HO-KMLLIEYHOTO TpaKTa
0BC62 6enka anakos (rioTewa) (Coeliac Disease: CbIBOpOTKa KPOBH no7 8985
Gluten )
FACTP |lactponarens (GastroPanel) Mna3ma kposu Kon., no7 4730
OnucatensbHbii
<bopmar
OBC202 | AHanmabl Ans cnpasky B GacceitH Kan; Cocko6 1 845
FACTP9 | + lacTpun-17 n Mnasva kposu Kon no7 5990
0BC226 BonesHb: Npn Ha passuTHe i disease: KkpoBb; Kposb; Ci KpoBY Ao 2 4715
27.10. Ouexka neyeHn
0OBC56 | Of neyeHu: (Survey of Liver: Extended ) I'Inaama kposy: Ci KDOBU no2 4280
0OBC57_|O neveHm: ckpuHmHr (Survey of Liver: KDOBY 1 1320
OBC59 | CKpuHuHr ay neveny (i Liver Disease: r KDOBU o7 9270
OBC59N | CkpuHmHr ay neyexn C KDOBY no6 8 150
OBC176 | CKpuHuHr ay neyexn — i C KDOBM 010 14 490
OBC186 | Ay 7 renatut Tvna 1 (AUr-1; ay i renatut CKDUHNHT C KDOBM no 6 4215
0BC215 | Mep npu Ha OCTpbIit i renatut (Acute viral Kanunnsipxas kposb; Kposb; Moya; CbisopoTka kposu 1 6470
hepatitis: initial
27.11. ouenka dmbposa neyeHn




1CTC CrearoCkpuH (SteatoScreen) CblBOpOTKa KPOBM Kon., no3 8405
OnucarenbHbli
<bopmar
30T | dubpoTecr (FibroTest) ChiBopoTKa KpoBH Kon., 03 16 170
OnucarenbHbiit
bopmar
®T-P___|dubpoTect (FibroTest) Ci KpOBM no3 15 650
4HOT |NASH-FibroTest ChiBopoTKa KpOBM Mpukpennenbin | Ao 3 15 940
6naHk
H®T-P | NASH-FibroTest (pacueTHbiit) CuiBopoTKa KpoBH MpukpennenHsit | [0 3 15 445
6naHk
27.12. Ouenka noyek
0BEC61_|O nodek: cKpUHHT (Survey of Kidneys: Mova; CbIBoDOoTKa KDoBH 1 1465
OBC60_| O noqek: (Survey of Kidneys: Extended ) kpoBb: Kposk: Mova: C KDOBYU no2 3660
OBC192 | finabeTnyeckas Koosb: Moya: Ci KDOBM no2 1790
OBC195 | AnabeTnyeckan i Kposb: Moua: Ci KDoBY no2 6190
OBCBON| O novex: (Tests for kidney disease: extended) kpoBb: Kposb: Moua: Ct KDOBU no2 5975
OBCB1N| O MO4EK: CKPUHNHL ing kidney function tests) kpoBb: Kposk: Mova: Ct KDOBY no2 3105
27.13. T
OBC77_|I« B " (F in Tt ic Hospital) kpoBb: Kposb: Moua: Mnasva kposu: Ci KDOBY 1 6035
OBC78 _|T B XVPYpI i (F in Surgical Hospital) kpoBb: Kposk: Mova: Mnasma kposy: Ci KDOBU 1 8270
OBC106 | B Xupyp i Kan; Kanunnsipnas kpob; Kposs; Masok; Moua; Otaensiemoe Hoca; OTaensemoe 06 11535
(Hospitalization in Surgical Hospital: Extended Survey) HocornoTku; OTaensieMoe nasyxt; OTAENsAemMoe poTornoTku; Mnasma Kposu; PeKTanbHbiii
Ma3ok: CbIBODOTKA KDOBU
OBC189 |M: pogb! C KDOBU [os 3555
OBC197 | MnaHosas rocnu B XUAKOCT; [HOM; KpoBb; Kpose; Mukeop; Masok; ChiBoporka 03 8365
Kpoavl Tparccynar; Schynar 3kyAT; TpoMbiBHble BObl 6porx0s; Cexper npocTares;
; C nonocTi MaTky;
Cycraauaﬂ KUKOCTS; OmensleMne nonoBbIX opraHos; OTaensemoe paHs!; OTaensiemMoe
poTornoTkut; OTzensemMoe ypeTps! (xex.); Mnaama kposw; MneBpansHas KUaKoCTb;
Moxkpora; Moua; + i acnmpar; O Hoca; OT) HOCOrMOTKM;
or nasvxin
OBC198 | FocnuTanusauvs B otAeneHne rHeKkonorm KALKOCTb; [HOI; KpoBb; KpoBb; Nnksop; CockoB; CycTasHast o5 9750
JIAKOCTS; ChIBOPOTKa KpoBM; TPaHCCYAAT; SKCCYAAT: DAKYAT; [INeBpanbHan KUAKOCTS:
Mpoweizscie o 6poxos; Cexpet npocTatsi; Conepxumoe abouecca; Conepxumoe
nonocTi matky; OT, nasyxu; OT, NOnoBbIX
opraros; O paH; OT, potornoTky; O YPeTpbI (KeH.);
I'InaaMa KpoBu; Masok; Mokpota; Mova; HasotpaxeansHbiii acnupar; OTaensiemoe Hoca;
HoCOrnoTKM
27.14. AnarHocTtuka ] " TKaHU
OBC63 | Bonu B cycTasax: (Joint Pain: Extended Survey) Movya: C KDOBM no3 11110
OBC64 | ApTpuTbl Npu pesmar iti KkpoBb: Kposb: C KDOBM no2 3400
OBC64 | bonu B cycTasax: CkpUHMHT (Arthralgia: screenlng test) C KDOBM no7 6395
OBC120 | Mogarpa Mova: Ci KDOBU 1 1270
0BC125 i apTpvr (| id arthritis). kpoBb: Kpob: Ci KDOBU no2 3635
OBC170 | Bonesxb B TecTbl (Wil disease, KanunnspHas kposb; Kposb; Mova; Mnasma kpoeu; CbiBopoTka kposu no7 4560
tests)
0OBC247 | Moparpa: BbisiBneHne hakTopoB pucka pa3suTus 3abonesaHus, pacumpennoe KanunnspHas kposb; Kposb; Mnasma kposu; CbiBOpOTKa KPOBM no2 4300
Gout: identification of risk factors for disease, extended
27.15. InarHocTuka Avnabera
OBC65 | KonTponk auaberta: i (Diabetes Control: Kposb: Mova: Mnasva kposu: C KDOBU no2 5630
OBCB5N | KoHTpons anabera: i kpoBb: Kposb: Mova: Mnasma kposw: Ci KDOBU no2 5 700
OBC66 | KonTponk auaberta: ckpunuHr (Diabetes Control: KDOEb Mnasma kposy: Ci KDOBU no2 1015
OBC67 | [inater: ay mapkeps! (Diabetes: Auloimmune Markers) KDOBM 010 5280
0BC214 TMnoB nAvabera (Diffe of types of diabetes) (‘ KDOBU £0 10 7 650
27.16. [inarnoctuka n Tepanum
OBC71 a (Diagnosis of O: Movya: C KDOBM no2 4630
OBC124 | OueHka meTabonmama KOCTHON TKaHW 1 pucka kpoBb; Kpoeb; Mnasma kposu; CbiBOPOTKa KpoBK no3 6580
bone and P is risk evaluation:
OBC124 | Ouetka MeTabonuama KoCTHOV TkaHY 1 prcka KkpoBb; KpoBb; Mnasma kposu; CHIBOPOTKa KpOBY 03 10 790
NEW___|(Bone and is risk extended panel)
OBC71N (O is Lab Test Panel) Mnasma kpoey: C KDOBU no3 4390
27.17. Ouexka 7 Xenesb!
OBC75_|WnToBnaHas xenesa: oe obeneaosarive (Thyroid Gland: Extended Survey) Ci KDOBM 1 2965
OBC76 uTOBMAHAA Xenesa: CkpUHMHT (Thyroid Gland: C KDOBM 1 1730
OBC207 | LnTosnaHan xenesa: i (Thyroid Gland: Minimal Profile) C KDOBM 1 1050
0BC229 M 7 7 npu pake W |C Kposu 1 2735
eneab!: 6asosbiii (Postoperative laboratory monitoring for medullary thyroid cancer: basic)
0BC230 | A 7 npu pake 7 C KpoBU 1 4520
Kenesbl: i (| laboratory for medullary thyroid cancer:
extended)
0BC231 N 7 npu pare C Kposu 1 2780
LUMTOBIAHON enesb!: 6a3oBbi (| laboratory for thyroid
cancer: basic)
0BC232 | i npn pake C KpoBM 1 4 565
LWMTOBUAHON XKenesbl: i (1 laboratory for dif it
thyroid cancer: extended)
27.18. nyTém
OBCY0_|BWNY, cudounug, renatutsl B u C (HIV, Syphilis, Hepatitis B, C) C KpOBU [o?2 2795
OBC91 |Mccnenosatme komnnekcHoe «Cexc B GOMbLIOM ropoae: 6 MHGEKUNI (aHanua Kposi)» ChIBOPOTKA KPOBY o5 5955
(C Study «Sex in City: 6 Infections (Blood Test)»)
OBC92 |Mccnenosatie KomnnekcHoe «Cec B 60bLuoM ropoae: 14 MHAEKLMIA + Masok Ha AcunTudeckast KOO THoiA; Jukeop; Masok; MokpoTa; OKccyaaT; JskymsT; 03 6660,
mukpodpriopy» (Comprehensive Study «Sex in City: 14 Infections + Smear on Flora) C ; C nonocT matku; CockoB; CycTaBHas KMAKOCTb;
C kpoeu; T O porornotkn; OTaensemoe ypeTpbl (KeH.);
I'Inespanunan KUAKOCTb; I'Ipommsnme BoAbl 6poHxos; CekpeT npocTatsl; Coaepxumoe
i acnmpar; OT; Hoca; OT HOCOTTIOTKM;
Omenﬁemoe nasyxu; OTaensiemoe nonosbIx opraHos; OTaensieMoe paHbl
OBC105 | iccnenoatie KomnnekcHoe «Cexc B 6orbLIOoM ropofe: 12 uHd ekuuit + KBM Cockob o2 4055
( /i cocKkoB)» (C ive Study «Sex in City: 12 Infections (Urogenital
OBCY3 | MccneoBakie KOMNEKcHoe «CeKG B GOMbLIOM ropoze: 8 MHAEKLNI + MasoK Ha Acummecm KUAKOCTS; [HOM; JIKBOP; Masok‘ Tpchcyp,a’r Bxceypar; dakynaT; 03 4430
mukpocbriopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on Flora») ; C NONOCTH MaTKt;
Cockoﬁ, CycTasHas KuaKocTb; Ci KkpoBu; O paHbl; O
potornoTku; O ypeTpb! (ker.); I Xuakocts; I BoAb!
6poHxo8; Cekpet npocTatsi; Mokpora; i acnupar; O Hoca;
O HocornoTku; O nasyx; O NOMOBLIX OPraHoB
3025 | Boimanevie sosbyauteneit UMMM (4 + KBM): onpeaenerine AIHK Chlamydia trachomalis, | Cockob Kau 03 1540
Neisseria Tri vaginalis, it [HK yenosexa
(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis
DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium
DNA, Human DNA )
27.19. Beca
OBCY4 |Mpobnemsl Beca (nep! 300pOBbA c Beca) Kposb; Mnasma kposu; CbiBOpOTKa KPOBK Ao 6 5220
(Weight Problems: Primary Survey)
‘OBCY4N | Mpobnemb! Beca (nepsi c Beca) kpoBb: KpoBb: Mnasma kposu: Ci KpOBM no2 5325
OBC107 | Mepen aneto: (Survey Before Diet: Minimum ) Kposb: Mnasma kpos! KpOBM no2 2700
OBC108 | MNepen aveToit: (Survey Before Diet: Additional ) kpoBb: KpoBb: Mnasma kposu: Ci KpOBM no2 8160
OBC116 | Mogroroska k Avete npoduns GasosbIi Mnasma kposw: C KDoBY nos 5 460
‘OBC117 | MoaroToBka k aneTe npodmnik. kpoBb: KpoBb: Ci KDOBY no5 10535
MC Komnnexkc uccrnenosanuit "Mpobnemel Beca: i CMHApOM Mnasma kposw; CbiBOPOTKa KPOBK Kon 1 1420
"Brriovaet Tpurs
osu.mﬁ, J'II'IBI'I NINHM, rniokosa; ycnyrv no
: aenexus,
WU3MepeHNe OKPYXXHOCTU Tanuu (We«ght Problems: Metabolic Syndrome (Primary
Identification, creening)
‘0OBC234 | O6cnenosanve nepen AveToin Ans macchl Tena: KkpoBb; Kposb; Mnasma kposu; CbiBOpOTKa KpoBU Ao 2 10 940
before weight loss diet: extended)
‘0OBC234 | O6cnenosanve nepen AveToin Ans macchl Tena: KkpoBb; Kposb; Mnasma kposu; CbiBOpOTKa KpoBK Ao 2 10 940
G before weight loss diet: extended)
0OBC237 | O6cnenosanve nepen AveToid Ans Maccel Tena: Mna3ama kposw; CbiBOPOTKa KPOBYK 1 1885
before weight loss diet: minimal)
‘0OBC238 | O6cnenosaHve nepep ANETON ANs CHKEHWA Macckl Tena: Gasosoe (Examination before Mna3sma kpoBw; CbiBOPOTKa KPOBK no2 5055
weight loss diet: basic)
‘0OBC238 | O6cnenosaHve nepep ANETON ANs CHKEHWA Macckl Tena: Gasosoe (Examination before Mna3sma kpoBw; CbiBOPOTKa KPOBK no2 5055
G weight loss diet: basic)




27.20. ivieT!

OBC112 | Ber ChIBODOTKA KDOBM 102 4520
OBC113 | MuTaHue, cknioatoLee KpacHoe MAco KkpoBb: Kposk: C KDOBU no2 1580
OBC114 | benkosas aveta Moua: CbiBODOTKa KDOBU 0o 2 5650
OBC129 | Mpodmnb BeraHb! I kpoBb: Kposk: C KDOBU no7 9125
OBC130 | Mpodmnb seratbi «b: a kDoBb: Kpob: Ci KDOBYN no7 10785
OBC131 | Mpodmb BeraHbl i kpoBb: Kpose: Mnasma kposw: Ci KDOBY [o7 18 695
27.21. BEpXHUX nyTei
OBC97 |OP3, OPBMU (Hacmopk, Kawens, 6ok B roprie) (Acute Respiratory Infections, ARI: Runny | KanunnsipHasi kposs; Kposs; Maaok; OTaensiemoe Hoca; OTAENsIeMoe HoCormoTk; 06 10 595,
Nose, Cough, Sore Throat) [o}; nasvxu; OT; porornotkm: Cockob: C KDOBY
OBC158 |K nocne i ooV i BUpYCHOM KanunnsipHas kposb; Kposs; Mnaama kposu; ChiBOpOTKa KpoBM 1 3010
0OBC163 | O nepen i npotus COVID-19 kpoBb: Kpob: Ci KDOBU 002 2620
2647 Pt , MUP, PHK SARS-CoV-2, Bupycos rpunna A v rpunna B, Masok 3900
ma3ok (PCR, SARS-CoV-2, Influenza A virus, Influenza B virus, RNA, (nasopharyngeal
smear))
27.22. Anneprus
OBC98 | Anneprusi Ha nbinb, nnecetb (Allergy to Animals, Dust, Mold) ChIBODOTKA KDOBH 102 9430
OBC99_|Anneprus Ha nuuesble npoayKTel (Food Allergy) Ci KDOBM no2 15 740
OBC100 | Anneprust Ha nnecer_(Mold Allergy) ChIBODOTKA KDOBY 02 3740
OBC101 | Anneprus Ha pacTenus (Plant Allergy ) Ci KDOBM no2 6510
OBC239 | Meauatpuyeckas nanens Ankop Bio (20 annepreqos: 10 nuLLeBbIx 1t 10 peCTMpaTopHBix) | ChIBOPOTKa KpOBH 1 6420
AB (Pediatric Panel), IgE
OBC240 | PecnuparopHas nakens Ankop Bvo (20 pecnivpaTopHsix anneprenos) (Respiratory Panel), | CbiBopoTka kposi 1 6420
AB IgE
0BC241 | Muuiesas naxens Ankop Bbuo (20 nuuiesbix anneprexos) (Food Panel), IgE CbIBODOTKA KDOBM 1 6410
27.23. T nyeckme
OBC68 aHemuit (Diagnosis of Anemia) KkpoBb: Kposb: C KDOBU no2 5435
0OBC185 aHemms: W KOHTPONb. neveHns kpoBb: Kpob: Ci KDOBYN no2 2525
OBC191 | KoHTponb neyenns i aHeMun xenesa, kpoBb; Kposb; Ci KpoBw no2 1535
27.24. KpacoTa KoXu, BONOC 1 HOrTei
OBC118 | Kpacora 3noposoit koxv (Healthy skin beauty) Ci KDOBM no2 3555
OBC119 | CunibHble BONoCk, kpenkuve Horty, GapxaTHas koxa (Strong hair and nails, velvet skin) CbIBODOTKA KDOBM no7 3995
27.27. Ouexka 7 bl KDOBU
OBC174 | Mepen HasHaveHem aHTkoarynsHTos kpoBb: Kposb: MMnasma kposw: Ci KDOBY Kon 1 2225
27.28. COVID-19
0OBC172 (Diagnosis of Post-COVID-19 syndrome) kpoBb: Kposb: Mnasma kposw: Ci KDOBU no3 7610
0OBC177 nocne COVID-19. AinarHocTuka | KanunnspHas kposb; Kposb; Mnasma kposu; CbiBOpOTKa KPOBK no2 5795
(6es 19G aHTuTen k Bupycy SARS-CoV-2)
(Diagnostics of post-COVID-19 syndrome (without IgG antibodies to SARS-CoV-2)
OBC178 | fln nepebonewmx COVID-19. Ouerika kapavopucka (For recovered from COVID-19. Heart | KanunnsipHasi kposs; Kposs; Mnasma kposu; CIBOPOTKA KpoBi 02 4045
risk
OBC179 |finn COVID-19. Of byHKkuun nevenn (For recovered from «poBb; Kposb; C Kposm 1 2025
COVID-19. Liver function tests)
OBC180 |l COVID-19. Of hyHKkuun novex (For recovered from COVID- | Kanunnsipras kposb; Kposs; Moda; ChiBOpoTKa Kposi o2 2340
19. Kidney function tests)
0OBC181 | Ans COVID-19. Bi n (For recovered from COVID-19. CbiBopOTKa KPOBM Ro7 6455
Vitamins and minerals)
27.29.
0BC209 | 7 KkpoBb; Kposb; Mnaama kposu; ChIBOPOTKa KpOBU no2 7580
| taboratory di of diseases manifested b of
27.30.
OBC47N| OueHKka umMMyHHoro oTBeTa K AeTckuM MHdekuusm (Evaluation of the immune response to | CbiBopoTka Kpos# 05 5120
EW childhood i i
OBC213 | Ouenka Hannums [3 ¥ (Vaccine- |C Kposi 05 7255
i Immune Response)




