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1. OBLLUEKINMHUYECKUE UCCJIEAOBAHUA KPOBMU (General Clinical Blood Tests)
WmetoTcsa orpaHMyeHnsi No B3ATUIO KanuIIipHOW KPOBU. YTOUYHANTE y afMUHUCTpaTopa
MeauumMHckoro ocuca. * BoamoxHa 3agepxka Bbigaum pe3ynbtaTtoB.(Restrictions on capillary blood
sampling procedures. For more information, please contact a medical office administrator.* Possible
delay of test findings delivery.)

1.1. O6weknMHuyeckue nccnegoaHus kpoBu (General Clinical Blood Tests)

* HeOOXOAMM 3aKa3 [ONOJNTHUTENbHbIX TECTOB

1515 KnuHnueckuii aHanus kposu: obwuin aHanms, nevikogopmyna, CO3 (¢ Mukpockonuen KanunnsapHas kpoBb; KpoBb Kon 1 685
Mas3ka KpoBum npu Hanu4um nartonoruyeckux casuros) (Clinical Blood Analysis: General
Blood Analysis, Leucocyte Formula, ESR (with Microscopic Examination of Blood Smear
if Presence of Pathologic Changes))

1555 KrnvHuueckuii aHanus kposm: obLwmin aHanua, nevikodopmyna, CO3 (c obsisarensHom KanunnsapHas kpoBb; KpoBb Kon 1 740
«py4HOM» MuKpockonmei maska kposm) (Clinical Blood Analysis: General Blood Analysis,
Leucocyte Formula, ESR (with Manual Microscopic Examination of Blood Smear))

5 O6wwn aHanus kposu (OAK) (6e3 nemkounTapHoi dopmynel 1 CO3) (General Blood KanunnsapHas kpoBb; KpoBb Kon 1 280
Analysis, without W hite Blood Cell (WBC) Count and ESR)

TRO TpomBoumnTbl, MUKpOCKONUS (MoACcHET B OKpPaLLeHHOM Ma3ke no metoay PoHMo) KpoBb Kon 1 245
(Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

119 JlerkounTapHasi hopmyna (auddepeHLMpoBaHHbIV MOACYET NENKOLUTOB, KanunnsapHas kpoBb; KpoBb Kon 1 290

nevikouUTorpamma) ¢ MMKpPOCKOMNMeN Ma3ka KpOBM NMPU HanM4nm natonornyecknx CABMroB
(Leucocyte Formula (Differential White Blood Cell Count) with Microscopic Examination of
Blood Smear if Presence of Pathologic Changes)*

911 JlemkounTapHas hopmyna (auddepeHLMpOoBaHHbI MOACYET NENKOLUTOB, KanunnsapHas kpoBb; KpoBb Kon 1 330
nevikouuTorpamma) ¢ obszarenbHoON «Py4HON» MUKpOCKoNven Maska kposu (Leucocyte
Formula (Differential W hite Blood Cell Count) with Manual Microscopic Examination of
Blood Smear)*

150 Petukynoumntbl (Reticulocytes) KanunnsipHas kpoBb; KpoBb Kon 1 375
139 COQ3 (ckopocTb oceganus aputpoumtoB) (Erythrocyte Sedimentation Rate, ESR) KanunnsipHas kpoBb; KpoBb Kon 1 195




2. AMMYHOIEMATOJOIUA (Immunohematology)

2.1. UmmyHoremartonorus (Immunohematology)

93 "pynna kposu (Blood Group, ABO) KpoBb Kay 1 350

93-C C-I"pynna kposu (Blood Group, ABO) Kay - -

94 Pesyc-npuHagnexHocTb (pesyc-daktop) (Rh-factor, Rh) KpoBb Kay 1 350

94-C C-Pesyc-npuHagnexHocThb (pesyc-daktop) (Rh-factor, Rh) Kay - -

93CH "pynna kpoew (Blood Group, ABO) Kay - -

94CH Pesyc-npuHagnexHocTb (pesyc-daktop) (Rh-factor, Rh) Kay - -

15RH Rh (C, E, ¢, e) Kell-dpeHotunuposanue (Rh C (E, c, e) Kell-Phenotyping) KpoBb Kay no 2 795

15RH-C C-Rh (C, E, ¢, e) Kell-gpeHotunuposanue (Rh C (E, c, e) Kell-Phenotyping) KpoBb Kay - -

140 AnnovMMyHHbIe aHTWUTena, BKtoyas aHTutena Kk Rh-aHtureny (Anti Rh) KpoBb MKon 1 655

3. OLIEHKA CBEPTbIBAIOLLEN CUCTEMbI (Assessment of Coagulation System)

3.1. OueHka cBepTbiBaloLlen cuctembl Kpoeu (Assessment of Coagulation System)

1 AKTUBMPOBaHHOE YacTu4HOe (napunansHoe) TpombonnactuHosoe Bpems (AYTB (AMNTB), |MNnasma kposu Kon 1 215
kecbanuH-kaonuHoBoe Bpemsi) (Activated Partial Thromboplastin Time, APTT)

1-C AKTUBMPOBaHHOE YacTu4Hoe (napunansHoe) TpombonnactuHosoe Bpems (AHYTB (AMNTB), Kon - -
KedhanuH-KaonMHoBOE Bpemsi), KpoBb (Mna3ma uutpar) (Activated Partial Thromboplastin
Time, APTT)

2 MporpombuH (npotpombuHosoe Bpems, NB), MHO (MexxgyHapoaHoe HopmanusosaHHoe  |lnasma kposwu Kon 1 310
otHoweHwue) (Prothrombin, Prothrombin Time, PT, International Normalized Ratio, INR)

1409 daktop VIl (aHTuremodbunbHein rmobynuH A) (Antihemophilic Globulin A, FVIIT) [na3ma kposwu Kon no8 1,080

1410 dakTop IX, akTuBHOCTb, % (dakTop Kpuctmaca, aHturemodunbHbiv baktop «Bx») Factor  |[nasma kposu Kon no8 710
IX, Activity,% (Christmas Factor, anti-hemophilic globulin “B”)

1412 AHTK-Xa aktneHocTb, ME/Mn (FenapwH, koHUeHTpaumns, ME/mn), Anti-Xa activity, IU/ml Mna3sma kposu Kon no8 1,640
(Heparin concentration, [U/ml)

1413 daktop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %) [nasma kpoBu Kon 0o 8 1,990

3 dubpunHoreH (Fibrinogen, FG) [nasma kpoBu Kon 1 280

3-C PunbpuHoreH, kpoBb (Nna3ma umtpar) (Fibrinogen, FG) Kon - -

4 AHTUTPOMOUH llI, % aktneHocTM (AT lIl, Antithrombin 111, % Activity) [na3ma kposwu Kon 1 455

4-C AHTUTPOMOWUH llI, % aktusHoCcTH, KpoBb (Mnas3ma uutpar) (AT I, Antithrombin IIl, % Kon - -
Activity)

194 TpombuHoBoe Bpemsi (TB) (Thrombin Time, TT) [nasma kpoBm Kon 1 290

194-C TpomburHoBoe Bpemsi (TB), kpoBb (nna3ma uutpar) (Thrombin Time, TT) Kon - -

164 D-gunmep (D-Dimer) [na3ma kposwu Kon no 2 1,315

164-C D-gumep, kpoBb (nnasma uynutpar) (D-Dimer) Kon - -

190 BonyaHouHbIM aHTukoarynsiHT (BA) (Lupus Anticoagulant, LA ) [na3ma kposwu MKon no 2 1,030

190-C BonyaHouHbIV aHTukoarynsiHT (BA), kpoBb (nnasma uutpar) (Lupus Anticoagulant, LA ) MKon - -

1263 MNpoteunH C, % aktuBHocTu (Protein C, % Activity) [nasma kpoBu Kon 0o 2 2,415

1264 [NpotenH S cBoboaHbil (Protein S, Free) [nasma kpoBu Kon 0o 2 2,415

1153 na3muHoreH (Plasminogen) [na3ma kposwu Kon no 2 685

1153-C na3muHoreH, kpoBb (Mnasma untpar) (Plasminogen) Kon - -

4053AK Arperaumsi TpomboumtoB (Platelet Aggregation) [nasma kpoBm - -

1154 WHoyumpoBaHHas arperaumsi TpomboumntoB (Induced Platelet Aggregation) Kon - -

1155 MpotpombuHoBbIn nHaekc (MTW) (Prothrombin Index, PTI) [na3ma kposwu Kon - -




OBC103 emocTasunorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram, Mna3ma kposwu Kon 1 1,010
Screening)

1030B6C-C [emocTasuorpamma (koarynorpamma), CKpUHWHT, KpoBb (nNnas3ma umtpar) (Coagulation, Mna3ma kposwu Kon - -
Gemostaziogram, Screening)

OBC104 PaclumpeHHasi remoctasmorpaMmma (koarynorpamma) [nasma kpoBu Kon 0o 2 2,615

OBC109 emocTasunorpamma (koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), Mna3ma kposwu Kon - -
extended

1090B6C-C CITO lemocTasnorpamma (koarynorpamma) paclumpeHHast (Hemostasiogram Kon - -
(coagulogram), extended

1rEM KomnnekcHoe nccnegoBaHme CUCTEMbl reMocTasa C MHTepnpeTaumen [na3ma kposwu Kon - -

3remM 3I'EM "emocTasunorpamma (6e3 3akrnoyeHns) [nasma kpoBm Kon - -

4. BUOXUMUYHECKUE UCCIIEOOBAHUA KPOBU (Blood Chemistry Tests)

4.1. YrneBopgbl (Carbohydrates)

16 'nioko3a (Glucose) [nasma kposu; CbiBOPOTKa Kon 1 195

17 PdpykrozamuH (Fructosamine) CbIBOpOTKa KpOBYU Kon no3 810

18 mukmpoBaHHbIv remornodmH HbA1C (HbA1C, Glycated Hemoglobin, GHB) KpoBb Kon no 2 705

18-C C-ImukmpoBaHHbIv remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) Kon - -

215 JlakTaT (Lactate) na3ma kposwu Kon no 2 750

T [MIoKO30-TONEpaHTHbLIN TECT C ONPEAENEeHNEM ITH0KO3bl B BEHO3HOMN KPOBM HATOLLAK 1 Mna3sma kposu Kon 1 1,020
nocne Harpysku 4epes 2 4aca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose
Concentration (Fasting and 2 Hours after Load), Venous Blood)

rmrc [ NOKO30-TONEepaHTHbIN TECT C onpeaeneHnemM rmioko3bl n C-nentnaga B BeHO3HOW kposu  |[nasma kposum Kon 0o 2 2,250
HaToLLLaK M nocne Harpy3ku Yepes 2 Yaca (2-Hour Oral Glucose Tolerance Test, OGTT,
Glucose and C-Protein Concentration (Fasting and 2 Hours after Load), Venous Blood)

ITB-C ['Mtoko30oTonepaHTHLIN TeCT Npy GepemMeHHOCTM (MepoparnbHbIN FOKO30TONEPaHTHbIN Mna3sma kposu Kon 1 1,020
TecT, [TT, OI'TT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

4.2. lunuabl, NUNONPOTEeMHLbI, anonunonpoTenHsbl (Lipids)

* Heo6Xx0AUM 3aKa3 AOMNOJSIHUTENIbHbIX TECTOB

30 Tpurnuuepuabl (TI) (Triglycerides) CbIBOpOTKa KpOBYU Kon 1 260

31 XonectepuH obwmin (XonectepuH) (Cholesterol Total) CbIBOPOTKa KPOBU Kon 1 245

32 XonectepuH JIMBI (XonecTepnH NMNonpoTenHoB BblicoKom nnotHocTw, JIMNBI, a- ChblBOpPOTKa KpOBK Kon 1 290
xonectepuH) (High-Density Lipoprotein Cholesterol, HDL Cholesterol)

1644 XonectepuH JIMHI (npsimon meton) Cholesterol LDL (direct) CbIBOpOTKa KpOBYU Kon 1 290

33 XonectepuH JIMHI (XonecTepuH nMNonpoTenHoBs HK3kow nrnotHocTw, JIMHI, B- ChblBOpPOTKa KpOBK Kon 1 230
xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)*

218 Xonectepur-NINMOHI (XonecTepmH NMNONpoTeNHOB o4eHb H13kon nnotHocTw, JINMOHI,  |CbeiBopoTka KpoBM Kon 1 375
VLDL Cholesterol)

1071 JlnnonpoteuH (a), JIM (a) (Lipoprotein (a), Lp (a)) CbIBOPOTKa KPOBU Kon 0o 2 1,070

219 AnonunonporenH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1, Apo A1) CbIBOpOTKa KpOBYU Kon no 2 655

220 AnonunonportevH B (AnonpoteuH B, ano B) (Apolipoprotein B, Apo B) CbIBOpOTKa KpOBYU Kon no 2 590

1512BILE >KenuHble kucnotol (Bile Acids) CbIBOpOTKa KpOBYU Kon no 2 2,530

IATE WHpekc ateporeHHocTun (MA) (xonecTtepuH obwimii n JIMNBI1) (Cholesterol/HDL Ratio)* CbIBOpOTKa KpOBYU Kon - -

4.3. Benku n amuHokucnoThbl (Proteins and Amino Acids)

* Heo6x0AUM 3aKa3 AOMNOJSIHUTENIbHbIX TECTOB

10 AnbbymuH (Albumin) CbIBOpOTKa KpOBYU Kon 1 290

28 O6wwuin 6enok (Protein Total) CbIBOPOTKa KPOBU Kon 1 235




29 Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* CblBOpOTKa KPOBM Kon no 2 375

4050 M-rpagmeHT, CKpUHUHT. OnekTpodopes CbIBOPOTKMN KPOBW, MMMYyHOMMKCaLUS ¢ CbIBOpOTKa KpOBU Kon £o 10 2,860
NonMBaneHTHON aHTUCLIBOPOTKOM, KONMYecTBeHHas ouieHka M-6ernka (6e3 TunnpoBaHns)
(M-Gradient, Screening. Serum Protein Electrophoresis (SPEP), Immunofixation with
Polyvalent Antiserum, Quantification of M-Protein (without Typing))

4051 M-rpaguneHT, TnmposaHue. AneKkTpodopes CbIBOPOTKM KPOBU, MMMYHOUKCALIS C CbIBOpOTKa KpPOBU Kon [o 10 5,255
naHernblo aHTUCLIBOPOTOK (pa3aensHo k IgG, IgA, IgM, kanna, nam6aa), KonnmyecTBeHHas
oLieHka M-6enka (M-Gradient, Typing. Serum Protein Electrophoresis (SPEP),
Immunofixation with Antisera (I9G, IgA, IgM, Kappa, Lambda), Quantification of M-Protein)

1551 3nekTpodopes 6enkoB Mo4n, onpeaeneHne Tuna nporemHypum (Urine Protein Moua Monykon. + 3akntou. no8 1,705
Electrophoresis)

1552 Benok BeHc-[IxxoHca B Mo4e, CKPUHUHT C MPUMEHEHNEM MMMYHOMKCaLnM Moua Kon. + 3akntou. no8 2,080
KonudecTBeHHoe onpegenexue (Bence-Jones Protein, Urine, Immunofixation,
Quantification )

1553 Benok BeHc-[xoHca B Move: UMMYHOMUKCALIMS, KONMMYECTBEHHOE ONpeaeneHne, Moua Kon. + 3akntou. no8 3,300
TMNupoBaHue kanna, nambaa (Bence-Jones Protein, Urine, Electrophoresis,
Immunofixation, Kappa/Lambda Typing, Quantification )

1539 CBobogHble nerkvie Leny MMMyHornobyrnmHoB kanna n nsimbaa cbiIBOPOTKM C pac4eToM CbIBOpOTKa KpPOBU Kon no8 2,050
vHOekca kanna/nambaa

1540 CBobogHble nerkue Lenn uMMyHornobynuHoB kanna n naméaa B mode (Urine Moua Kon no8 1,400
immunoglobulin free light chains (FLC) kappa and lambda)

153 "omounctenH (Homocysteine) [nasma kpoBu Kon 0o 2 1,825

4.4. OueHka dpyHkUmmM noyek (Assessment of renal function)

22 KpeatnHuH (Creatinine) CblBOpPOTKa KPOBM Kon 1 205

40CKDEPI Kny6oukoas dunbTtpaums, pacyeT no dopmyne CKD-EPI — kpeatunnH (Estimated CbiBOpOTKa KpOBU Kon 1 220
Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

1525 LincratnH C (Cystatin C) CblBOpPOTKa KPOBM Kon no 2 705

1526 Kny6oukoas dunbTtpaums, pacyeT no ¢opmyne CKD-EPI — unctatnn C (Estimated CbiBOpOTKa KpOBU Kon no 2 750
Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

1646 OueHKa CKopocTH Kiybo4koBoW chunbTpaumm y aetent no dopmyne LLBapua, kpeatuHuH | CblBOpOTKa KPOBM Kon - -

26 MouesuHa (Urea) CbIBOPOTKa KPOBM Kon 1 205

27 MoueBas kucnota (Uric Acid) CbIBOPOTKa KPOBM Kon 1 215

4.5. lurmenTol (Pigments)

* Heo6x0AUM 3aKa3 AOMNOJSIHUTENIbHbIX TECTOB

13 BununpybuH obwuii (Bilirubin Total) CbIBOpPOTKa KPOBM Kon 1 195

14 BunnpybuH npamoit (BunmpybuH koHbIOrMpoBaHHbIN, cBa3aHHbIN) (Direct Bilirubin, DBIL, |CbiBopoTka kposu Kon 1 195
Conijugated Bilirubin )

N-BINDR Bunnpybun Henpsimon (BunnpybrH HEKOHBIOTMPOBaHHbIN, HECBA3aHHBIN) (Indirect Kon - -
Bilirubin, 1B, Free Blood Bilirubin)*

4.6. DepmeHTbI (Enzymes)

8 AnaHvHamuHoTpaHcdepasa (AnAT, AJT, rnyTamyMHO-NMMPOBMHOrPaAHas TpaHcammnHasa, Kon 1 195
['MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )

9 AcnapTaramuHoTpaHcdepasa (ACAT, ACT, rnyTaMMHO-LLIaBENEeBOYKCyCHast CblBOpOTKa KPOBU Kon 1 185
TpaHcamuHasa, 'L T) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic
Transaminase, SGOT )

11 Anbda-amunnasa (a-amunasa, guactasa) (Alpha-Amilase, a-Amylase) CblBOpOTKa KPOBM Kon 1 285




12 Anbda-amunasa naHkpeatmydeckas (P-usodepmeHT amunasbl) (Pancreatic a-Amylase) CblBOpOTKa KPOBM Kon no 2 320

15 [amma-rnytamunTtpaHcnentugasa (I'TT, rytamuntpaHcnenTtuaasa) (Gamma-Glutamyl CbIBOpOTKa KpOBU Kon 1 195
Transferase, GGT)

19 KpeatuHkuHasa (KpeatuHdpocdpokunasa, KK, KOK) (Creatine Kinase, CK, Creatine ChbIBOpOTKa KpOBU Kon 1 310
Phosphokinase, CPK)

20 KpeatuHkunHasa-MB (KpeatuHdpocdokunasa-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, |CbiBopoTka KpoBm Kon no 2 420
CK-MB, Creatine Phosphokinase-MB, CPK-MB.)

23 Jlunasa (T puaumnrnmueponaunnrugponasa) (Lipase) CbIBOpOTKa KPOBM Kon no 2 405

24 INakTatperngporenasa (N14r°, L-nakrar, HAQ+Okcuaopeayktasa) (Lactate CbIBOpOTKa KPOBU Kon 1 205
Dehydrogenase, LDH)

25 Nar-1 (NakrarpervgporeHasa-1, 1-i nsocdepment N4, anbda- CbIBOpOTKa KPOBM Kon no 2 350
rmgpokcubytupargerngporeHasa) (Lactate Dehydrogenase, Isoforms 1, Lactic Acid
Dehydrogenase, LDH1, Alpha-Hydroxybutyrate Dehydrogenase, Alpha-HBDH)

34 XonuHacTepasa (S-lNceBgoxonmMHacTepasa, xonuHacTepasa ll, S-X3, CblBOpOTKa KPOBU Kon 1 300
aumnxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE)

35 docdarasa kucnas (KO) (Acid Phosphatase, ACP) CbIBOPOTKa KPOBM Kon 0o 2 280

36 docdarasa wenoyHas (L) (Alkaline Phosphatase, ALP) CbIBOPOTKa KPOBM Kon 1 205

4.7. OueHKa COCTOAAHUA MHKpeTopHOM u cekpeTopHou ¢h-umi XKKT (Assessment of endocrine and

secretory functions of gastrointestinal tract (Gl Tract))

216 acTpuH (Gastrin) CblBOpOTKa KpOBM Kon no3 925

294 MNencuHoreH | (Pepsinogen 1) CbIBOPOTKa KPOBM Kon no7 1,205

295 MencuHoreH |l (Pepsinogen I1) CblBOpOTKa KPOBM Kon no7 1,205

2111 MencuHorensl | 1 Il ¢ pacueTom cootHoleHus (MencuHoreH |/MencuHoreH Il) CbiBOpOTKa KpOBU Kon no7 2,250
(Pepsinogen I/Pepsinogen I, PG1/PG2)

FACTP [acTponaHenb (GastroPanel) CblBOpOTKa KPOBM Kon., no8 3,975

OnucarenbsHbin

978 CtumynsaumoHHas npoba — MacTpuH-17 (ctumynupoaHHbIn) (Gastrin-17 Stimulation ChbIBOpOTKa KpPOBU Kon., no8 1,370
Test, Gastrin-17, G-17) OnucarenbsHbin

4.8. Mapkepbl MeTabon1ama KoctHou TkaHu (Bone Metabolism)

146 OcTteokanbuuH (KocTHbih Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, CbIBOPOTKa KPOBM Kon 0o 2 950

928 25-OH ButamuH D obwmi (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) CblBOpOTKa KpOBM Kon 1 1,650

203 C-koHueBble Tenonentuabl konnareHa | Tuna (beta-CrossLaps, C-TepMyHanbHbin Mna3sma kposu Kon no 3 1,295
TenonenTug, CT) (Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen
Cross-linked C-Telopeptide, Beta-Cross Laps, 3-CrossLaps Serum, C-Telopeptide,
Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

204 N-TepmuHanbHbI nponenTna npokonnareHa 1 obwwmi (Procollagen Type 1 N-terminal ChbIBOpOTKa KpPOBU Kon no 2 1,905
Propeptide, P1NP, Total)

147 [esokcunmpugnHonu (OMAAO) B mode (Deoxypyridinolinein, DPD, Urine) Moua Kon no 2 1,745

BUTO HeBugmmas nogaepxka (ButamuH D) - -

CEPT928 ButamuH D CbIBOpPOTKa KPOBM - -

4.9. AHTMOKCcuAaHTHbIN cTaTyc (Total Antioxidant Status, TAS)

1500 AHTUOKCUAaHTHBIV cTaTyc (O6Lwmin aHTnokeuaaHTHbIN ctatyc) (Total Antioxidant Status, |KpoBb Kon no8 5,435

TAS)

4.10. ButamuHbi (Vitamins)




117 ButamuH B12 (umaHokobanamuH, kobanamuH) (Cobalamin) CbIBOpOTKa KpOBYU Kon no 2 880
118 donmesas kucnota (Folic Acid) CbIBOpOTKa KpOBYU Kon 0o 2 1,030
928 25-OH ButamuH D obwmi (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) CbIBOpOTKa KpOBYU Kon 1 1,650
1317B12 AkTVBHbIN BUTamuH B12 (FonotpaHckobanamuH, Active-B12, Holotranscobalamin) CbIBOpOTKa KpOBYU Kon no4 1,260
1317HCK AkTVBHbIN BUTamuH B12 (FonotpaHckobanamuH, Active-B12, Holotranscobalamin) Kon - -
877 ButamuH K1 B cbiBopoTke (domnnoxvHoH) (Vitamin K1, Phylloquinone, Serum) CbIBOpOTKa KpOBYU Kon no5 2,135
931 ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) CbIBOpOTKa KpOBYU Kon no5 2,135
932 ButamuH E B cbiBopoTke (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) CbIBOpOTKa KpOBYU Kon no5 2,135
1581 Owera-3 nigekc (Omega-3 Index) KpoBb Kon 0o 5 4,255
1587 XKvipHbie kucnotel, npoduns: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, |lNnasma kposu Kon no5 8,180
plasma)
1604 ButamuH B1 (TvamuH) [na3ma kposwu Kon no5 2,135
1609 ButamuH B2 (pnbodnasuH) [na3ma kposwu Kon no5 2,135
1610 ButamuH B3 (HUKOTMHamuA) [nasma kpoBm Kon 0o 5 2,135
1608 ButamuH B5 (naHTOTEHOBas KucnoTa) [na3ma kposwu Kon no5 2,135
1605 ButamuH B6 (nupupgokcanbgocdar) na3ma kposwu Kon no5 2,135
1611 ButamuH B7, H (61MOTUH) [nasma kpoBu Kon 0o 5 2,135
1606 ButamuH C (ackopbuHoBasi kucnora) [nasma kpoBu Kon 0o 5 2,135
1614 PeTuHun nanbmutar CbIBOPOTKa KPOBU Kon 0o 5 2,135
1615 beta-kapoTuH CbIBOPOTKa KPOBU Kon 0o 5 2,135
1603 1,25-gurngpokcmButammH D3 (1,25-dihydroxivitamin D3) CbIBOpOTKa KpOBYU Kon 0o 5 2,100
1616 Butamun 25(0OH)D2 n 25(0H)D3, pasgenbHoe onpeaenenne (BOXKX - MC/MC) CbIBOPOTKa KPOBU Kon 0o 5 5,975
1827 YKnpo- 1 BOOOpacTBOpMMbIE BUTAMUHbI [nasma kpoBu; CbiBOPOTKA Kon 0o 5 17,325
1827HCK >Kupo- 1 BogopacTBOpUMbIE BUTaMUHBbI Mna3ma kposwu; CbiBopoTKa Kon - -
1828 >KupopacTBopumMble BUTaMUHBbI CbIBOpOTKa KpOBYU Kon no5 6,025
1829 BogopacTBoprMble BUTAMUHbI [nasma kpoBu; CbiBOPOTKA Kon 0o 5 11,310
1829HCK BogopacTBoprMble BUTAMUHbI [nasma kposu; CbiBOPOTKa Kon - -
1830 HepoTponHble BUTaMUHBbI Mna3ma kposwu; CbiBOpOTKa Kon no5 3,800
1830HCK HepoTponHble BUTaMUHBbI Mna3ma kposwu; CbiBOpOTKa Kon - -
4.11. HeopraHuueckue Beuwectsa (Inorganic Matters)
* Heo6x0AUM 3aKa3 AOMNOJSIHUTENIbHbIX TECTOB
39 Kanui/Hatpuin/Xnop B ceiopoTke kKpou (K+/Potassium, Na+/Sodium, ClI-/Chloride, CbIBOpOTKa KpOBYU Kon 1 300
37 Kanbumn obwmin (Ca) (Calcium Total) CbIBOpOTKa KpOBYU Kon 1 270
165 Kanbumin noHmanpoBaHHhbin (Ca2+, cBoboaHbIv kanbuwmii) (lonized Calcium, Free Calcium) |nasma kposu Kon 0o 2 430
165N Kanbumn nonnsnpoaHHbin (Ca2+, cBobogHbIv kanbumi) (lonized Calcium, Free Calcium) Kon - -
40 Marnuii (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum) CbIBOPOTKa KPOBU Kon 1 300
41 docchop HeopraHuyeckuit (P) (Phosphorus (P)) CbIBOPOTKa KPOBU Kon 1 255
48 YKeneso (Fe) B cbiBopoTke kpoBu (Iron (Fe), Serum) CbIBOPOTKa KPOBU Kon 1 260
49 JlaTeHTHas (HeHacbILLieHHas) Xene3ocBs3blBaloLLasi ClIOCOOHOCTb CbIBOPOTKY KPOBU ChblBOpPOTKa KpOBK Kon no 2 270
(JIKCC, HXCC) (Unsaturated Iron Binding Capacity, UIBC)
155 O6Lwas xene3ocssasbiBaroLwas cnocobHocTb cbiBopoTku (OXKCC) (Total Iron Binding ChblBOpOTKa KpOBK Kon 1 -
Capacity, TIBC)*
4.12. Cneundmyeckme 6enku (Specific proteins)
42 AHTnctpentonmanH-O (ACJ1-O, ACJ10) (Antistreptolysin-O, ASO) CbIBOpOTKa KpOBYU Kon 1 460
43 C-peaktuBHbIv 6enok (CPB) (C-Reactive Protein, CRP) CbIBOPOTKa KPOBU Kon 1 420
1643 BbicokouyBCTBUTENBHBIN C-peakTuBHbIN 6enok (kapamo) CbIBOpOTKa KpOBYU Kon no 2 540
44 PematongHbivi dhakTop (PP) (Rheumatoid Factor, RF) CbIBOPOTKa KPOBU Kon 1 480




840 LlepynonnasmuH (Ceruloplasmin) CbIBOPOTKa KPOBM Kon 0o 2 785

841 "anTorno6uH (Haptoglobin) CbIBOpOTKa KPOBM Kon 0o 2 775

1210 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M) CblBOpPOTKa KPOBM Kon no 2 610

1200A1AT Anbda-1-anTutpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT, AAT, CbiBOpOTKa KpOBU Kon no9 1,435
Concentration)

832A1A Anbda-1-anTutpuncuH (A1AT), dpeHotunuposarme (Alpha-1-Antitrypsin, A1AT, AAT, CbIBOpOTKa KpOBU Kau no 15 2,675
Phenotyping)

50 TpaHcdheppuH (CuagepodmnmH) (Transferrin) CbIBOPOTKa KPOBM Kon 0o 2 610

51 depputnH (Ferritin) CbIBOPOTKa KPOBM Kon 0o 2 695

21 Mwuorno6uH (Myoglobin) CblBOpPOTKa KPOBM Kon no 2 950

1631 HatpwuitypeTtndeckoro ropmona (B-tuna) N-koHueson nponentug (NT-proBNP, N- CbIBOpOTKa KpOBU Kon no 2 4,335
Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

157 TponoHuH-1 (Troponin-I) CbIBOPOTKa KPOBM Kon 0o 2 905

838 Kapborngpar-gedmuntHbin TpaHcdeppuH (Carbohydrate-Deficient Trancferrin, CDT) CblBOpPOTKa KPOBM Kon no 2 3,800

839 Kapborugpart -geduvunTHbIv TpaHcdeppuH ¢ anekTpodoperpammon (Carbohydrate- CblBOpOTKa KPOBM Kon no 2 4,015
Deficient Transferrin with results on an electrophoregram (CDT))

1566 "encnauH 25 (6rnoakTueHbin) (Hepcidin 25, bioactive) CblBOpOTKa KPOBM Kon no 12 6,090

1595STFR PacTBopumble pelienTopbl TpaHcdeppuHa (pTPP, Soluble Transferrin Receptor, sTfR) CbIBOpOTKa KPOBM Kon no7 1,725

1700 MpokanbuutoHuH (Procalcitonin) CbIBOpPOTKa KPOBM Kon 0o 2 3,605

4.13. OHkomapkepbl (Tumor Markers)

* Heo6x0AUM 3aKa3 AOMNOJSIHUTENIbHbIX TECTOB

103 MCA obwwmi (MpocTaTtuyeckuin cneunduyecknin aHTureH obmin) (Prostate-Specific ChbIBOpOTKa KpOBU Kon 1 675
Antigen Total, PSA Total)

OBC69 OHKOPUCK MYXXCKOW: npeacTaTenbHas xenesa (Male oncologic risk: prostate) CblBOpPOTKa KPOBM Kon 1 1,300

2113 OueHka 300poBbst npocTathl (IMCA obw., NMCA cB., -2proPSA, phi) CbIBOPOTKa KPOBM Kon 0o 2 3,000

171 KanbumToHuH (Calcitonin) CbIBOpPOTKa KPOBM Kon no 2 1,205

92 Anbda-detonpotenH (API) (a-Fetoprotein, AFP) CblBOpOTKa KPOBM Kon 1 560

141 PakoBo-ambpuroHanbHbIn aHTureH (POA, kapLunMHO3IMBpUOHanbHbLIN aHTUMEH) ChbIBOpOTKa KpOBU Kon 1 785
(Carcinoembryonic Antigen, CEA)

142 CA-15-3 (YrneBogHbii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CbIBOpOTKa KpOBU Kon no 2 885
CA-15-3)

166 CA-72-4 (YrneBogHbI aHTureH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen ChbIBOpOTKa KpOBU Kon no 2 1,225
CA-72-4)

144 CA-19-9 (YrneBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen- | CbiBOpoTKa KpoBU Kon 0o 2 885

167 LintokepatnHoBbii pparmeHT (Cyfra 21-1, cdparmeHT umtokepatunHa 19) (Cytokeratin 19 | CbiBopoTKa KpoBM Kon no 2 1,235
Fragments, C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)

143 CA-125 (YrnesogHbivi aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA- | CbiBOpOTKa KpOBM Kon 1 835
125)

141/43 CA 125 + PakoBo-amMbBpuoHarnbHbIA aHTUreH CblBOpOTKa KPOBM Kon - -

1281 HE4 (Benok 4 anugmanmmuca vyenoseka) (Human Epididymis Protein 4, HE4) CblBOpOTKa KPOBM Kon no 2 1,390

ROMA1 OueHka pucka paka smyHukos no anroputMy ROMA (Risk of Ovarian Malignancy CbIBOpOTKa KpOBU Kon no 2 2,285
Algorithm, anropntm pacyeTa pucka anuTenManbHOro paka SMYHNKOB) (ANS XEHLMH 40
mexonaysbl) (Risk of Ovarian Malignancy Algorithm, ROMA (Before Menopause))

PACYHETROMA1 |ROMA1 PacueT nHaekca CblBOpOTKa KpOBM Kon no2 75

ROMA2 OueHka pucka paka smyHukos no anroputMy ROMA (Risk of Ovarian Malignancy ChbIBOpOTKa KpOBU Kon no 2 2,285

Algorithm, anroputm pacyeTa prcka snuTenManbHOro paka SUHHNKOB) (ANS XKEHLLIMH
nocne meHonay3bl) (Risk of Ovarian Malignancy Algorithm, ROMA (After Menopause))




PACYHETROMA2 |ROMA2 PacueT nHaekca CblBOpOTKa KPOBU Kon no 2 75
1280 CA-242 (YrneBoaHbIvi aHTUreH 242, onyxonesbin Mapkep CA-242) (Carbohydrate Antigen |CbiBopoTka KpoBM Kon no4 1,050
CA-242, Tumor Marker CA-242)
208 Beta-2-mukpornobynuH (B-2-mukpornobynmH) B cbiBopoTke kposm (Beta-2-Microglobulin, |CbiBopoTka kposu Kon no 2 1,225
BMG, Serum )
225 Beta-2-mukpornobynuH (B-2-mukpornobynuH) B Mode (Beta-2-Microglobulin, Urine) Kon - -
209 HewpoHcneumduyeckasi eHonasa (HCE) (Neuron-Specific Enolase, NSE) CbIBOpOTKa KPOBM Kon no 2 1,735
946 XpomorpanuH A (Chromogranin A, CgA) CbIBOpPOTKa KPOBM Kon no5 5,265
1198 Benok S100 (S100 Protein) CbIBOPOTKa KPOBM Kon 0o 2 3,265
1296 SCC (AHTUreH NNoCcKokneTo4Hon kapumHoMbl) (Squamous Cell Carcinoma Antigen, ChbIBOpOTKa KpOBU Kon no 6 2,450
SCCA, SCCAqg)
1297 UBC (AHTWreH paka MOYeBOro ny3blps, NCCNeAOBaHNE pacTBOPMMbIX )parMeHTOB Mova Kon no8 2,050
uuTtokepatuHoB 8 n 18 B Mmoye) (Urine Bladder Cancer Antigen, Urine Bladder Cancer,
UBC)
4050 M-rpagmeHT, CKpUHUHT. OnekTpodopes CbIBOPOTKN KPOBW, MMMYyHOMMKCaLUS ¢ ChbIBOpOTKa KpPOBU Kon £o 10 2,860
NonMBaneHTHON aHTUCLIBOPOTKOM, KONMYecTBeHHas ouieHka M-6ernka (6e3 TunnposaHns)
(M-Gradient, Screening. Serum Protein Electrophoresis (SPEP), Immunofixation with
Polyvalent Antiserum, Quantification of M-Protein (without Typing))
4051 M-rpaguneHT, TnmposaHune. AnekTpodopes CbIBOPOTKM KPOBU, MMYHOUKCALIS C ChbIBOpOTKa KpOBU Kon £o 10 5,255
naHernblo aHTUCLIBOPOTOK (pa3aensHo k IgG, IgA, IgM, kanna, nam6aa), KonnmyecTBeHHas
oLieHka M-6enka (M-Gradient, Typing. Serum Protein Electrophoresis (SPEP),
Immunofixation with Antisera (I9G, IgA, IgM, Kappa, Lambda), Quantification of M-Protein)
10HKY Moar (HCE, POA) (Brain (NSE, CEA)) CblBOpOTKa KpOBM Kon - -
20HKY Jlerkne (HCE, POA, CA-72-4, Cyfra 21-1, HE4) (Lungs (NSE, CEA, Cyfra 21-1, HE4)) CbIBOpOTKa KpoBM Kon - -
30HKY LLinToBnaHas xenesa (HCE, POA, kanbumToHuH, TupeornobynuH) (Thyroid Gland (NSE, |CbiBopoTka kpoBu Kon - -
CEA, Calcitonin, TG))
40HK4Y MonouHas xenesa (CA-15-3, POA, depputuH, CA-72-4) (Breast (CA-15-3, CEA, ChbIBOpOTKa KpOBU Kon - -
Ferritin, CA-72-4))
50HKY MeyeHb (API1, POA, CA-19-9) (Liver (AFP, CEA, CA-19-9)) CbIBOpOTKa KpOBM Kon - -
60HKY MomxenynoyHas xenesa (CA-19-9, CA-242, CA-72-4) (Pancreas (CA-19-9, CA-242, CA- |CbiBOpOTKa KpOBM Kon - -
72-4))
70HKY XKenynok (CA-19-9, POA, CA-72-4) (Stomach (CA-19-9, CEA, CA-72-4)) CbIBOpOTKa KpoBM Kon - -
80OHKY ToHKuiA 1 ToncTein kuwedHuk (CA-19-9, CA-242, POA, CA-72-4) (Small Intestine, Large | CbiBopoTka kpoBu Kon - -
Intestine (CA-19-9, CA-242, CEA, CA-72-4))
90OHKY XKenypouHo-kuiweyHbin TpakT (API, POA, CA-19-9, CA-242, CA-72-4) (Gastrointestinal |CbiBopoTka Kpos#u Kon - -
Tract (AFP, CEA, CA-19-9, CA-242, CA-72-4))
100HKY Anyrunkm (CA-125, CA-19-9, XI'Y, nHrnbuH B, CA-72-4, AMI", HE4) (Ovaries (CA-125, CbiBopoTka kpoBu; CbiBopotka  |Kon - -
CA-19-9, HCG, Inhibin B, CA-72-4, AMH, HE4)) KPOBM
110HKY MpencrarenbHas xenesa (MNCA obwui, ceBobogHbIn, docdarasa kucnas) (Prostate (PSA |CbiBopoTka KpoBu Kon - -
Total, f-PSA, ACP))
120HKY Martka (POA, CA-125, CA-72-4, HE4) (Womb (CEA, CA-125, CA-72-4, HE4)) CbIBOpOTKa KpoBM Kon - -
130HKY LLlevika maTkn (POA, CA-125) (Cervix (CEA, CA-125)) CblBOpOTKa KPOBM Kon - -
140HKY Anuko (API, XI'Y) (Testicle (AFP, HCG)) CbIBOpOTKa KpoBM Kon - -
150HKY Moyenonosas cuctema myxunH (MCA obwmin, ceobofHbin, docdarasa kucnas, AP, CbIBOpOTKa KpOBU Kon - -

XI'Y) (Male Genitourinary System (PSA Total, -PSA, ACP, AFP, HCG))




160HKY Mouenonosas cuctema xeHwmnH (POA, CA-125, CA-19-9, XI'Y, nHrnbuH B, CA-72-4, CblBOpOTKa KPOBU Kon - -
AMT, HE4) (Female Genitourinary System (CEA, CA-125, CA-19-9, HCG, Inhibin B, CA-
72-4, AMH, HE4))
104 [CA cBobogHbivi ([pocTaTnyeckuin cneumunyecknin aHTureH cBoboaHbIN)* CblBOpPOTKa KPOBM Kon 1 675
PSA103 MCA obwwmi (MpocTaTtuyeckuin cneunduyecknin aHTureH oblmin) (Prostate-Specific CbIBOpOTKa KpOBU Kon 1 675
Antigen Total, PSA Total)*
7650 MonekynsipHo-reHeTuyeckasi AuarHoCcTUKa paka NpeacTaTenbHON Xenesbl Moua MKon+Kay 0o 6 5,665
NMCAOBLL MpocTatuyecknin cneumdmnyeckmin aHTureH obwmn (NMCA) - -
CEPT103 MCA obwwwmi (MpocTatuyeckunin cneumndunyecknin aHTureH obmi, Prostate-specific CbiBOpOTKa KpOBU - -
antigen total, PSA total)
5. OLIEHKA ®YHKLIMM SHOOKPUHHOM CUCTEMbI (Assessment of endocrine system function)
5.1. OueHka dyHkuum runocusa (Assessment of Pituitary Function)
* Heo6x0AUM 3aKa3 AOMNOJSIHUTENIbHbIX TECTOB
100 ApeHoKOpPTUKOTPONHbIA ropMoH (AKTT, kopTukoTponuH) (Adrenocorticotropic Hormone, |Nna3ma kposu Kon no2 885
ACTH)
56 TupeotponHbir ropmoH (TTT, TpoTtponuH) (Thyroid Stimulating Hormone, TSH) CblBOpPOTKa KPOBM Kon 1 420
99 ComartoTponHbIvi ropMoH (comatoTponuH, CTIM) (Growth Hormone, GH) CbIBOPOTKa KPOBM Kon 0o 2 695
174 ComartomenuH C (MHcynuHonogobHbin daktop 1) (Somatomedin C, Insulin-like Growth | CbiBopoTka kpoBm Kon no 2 1,340
Factor 1, IGF-1)
59 donnukynoctumynupyrowwmin ropmon (PCI) (Follicle Stimulating Hormone, FSH) CbIBOPOTKa KPOBM Kon 1 510
60 JTtotenHuanpytowmin ropmoH (J1I) (Luteinizing Hormone, LH) CbIBOPOTKa KPOBM Kon 1 510
61 MNponaktuH (Prolactin) CbIBOPOTKa KPOBM Kon 1 540
6161 MakponponaktuH (Macroprolactin)* CblBOpOTKa KpOBM Kon 1 1,470
1645 MenartoHuH, nnasma (Melatonin, plasma) [nasma kpoBm Kon 0o 6 2,200
5.2. OueHka thyHKUMM WwmToBMaHoM xenesbl (Assessment of Thyroid Function)
56 TupeotponHbir ropmoH (TTT, TpoTtponuH) (Thyroid Stimulating Hormone, TSH) CblBOpPOTKa KPOBM Kon 1 420
54 TupokcuH obwmi (T4 obwwmin, TeTparioaTpoHnH obwwmn) (Total Thyroxine, TT4) CblBOpPOTKa KPOBM Kon 1 500
55 TupokeuH cBoboaHbin (T4 cBobogHbin) (Free Thyroxine, FT4) CblBOpPOTKa KPOBM Kon 1 500
52 TpunoaTmpoHuH obwmii (T3 obwwmin) (Total Triiodthyronine, TT3) CblBOpPOTKa KPOBM Kon 1 500
53 TpunogTmpoHuH cBoboaHbin (T3 cBobogHbin) (Free Triiodthyronine, FT3) CbIBOpPOTKa KPOBM Kon 1 465
1612 TpunonTmupoHuH peBepcuBHbIv (T3 peBepcuBHbIv, Reverse Triiodthyronine). CbIBOpPOTKa KPOBM Kon no5 6,090
196 TupoKkcUHCBA3bIBaKOLWAA CNOCOBHOCTL (MOrfoLLeHne TMPEOUAHbLIX FOPMOHOB; UHAEKC ChbIBOpOTKa KpOBU Kon no 3 750
CBSI3bIBaHNS1 TUPOKCMHA; MHAEKC cBoboaHoro TupokcmHa) (Thyroid Uptake, T-Uptake,
Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
197 TupeornobynuH (TT) (Thyroglobulin, TG) CblBOpOTKa KPOBM Kon no 2 905
57 AnTtutena k Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin  |CbeiBopoTKa kpoBM Kon 1 620
Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)
58 AHTuTEna Kk TMpeouaHoi nepokcupase (AT-TMO, MyukpocomanbHble aHTuTena) (Anti- ChbIBOpOTKa KpOBU Kon 1 595
Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAD,
Anti-TPO)
198 AHTUTENA K MMKpOCOMarbHOM dpakumm Tpeoumtos (AT K MUKpocOoManbHOMY aHTureHy | CbliBOpPOTKa KpoBM MKon no7 570
Tupeouutos, AT-MAI, AMAT, TupeonaHbie aHTUMUKPOCOMarnbHble aHTuTena) (Anti-
Thyroid Microsomal Antibodies)
199 Antutena k peuentopam TTI (AT k peLienTopaMm TMPEOTPOMHOIO rOPMOHa B CbiBOpPOTKe | CbIBOPOTKA KPOBK Kon no4 1,745

kposu, AT-pTTT) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor
Antibodies, TSHRAbs, TSH binding inhibitor immunoglobulin, TBII)




5.3. OueHka thyHKUMM Kopbl Hagno4ve4yHukoB (Assessment of adrenocortical function)

65 KopTtuson (M'mapokopTtnaoH) (Cortisol, Hydrocortisone) CbIBOPOTKa KPOBU Kon 1 510

178 CBobogHbIn kopTuson, cytodHass moua (Free Cortisol, Free Hydrocortisone, 24-Hour Moua Kon 0o 2 1,170

1508 KopTtu3son, cntoHa (Cortisol, Saliva) CnitoHa Kon 0o 5 645

205 AnbgocTepoH (Aldosterone) CbIBOpOTKa KpOBYU Kon no 2 730

206 PeHuH (PeHyH nnasmbl kpoBu, npsimoe onpegenexue) (Direct Renin, Plasma) [na3ma kposwu Kon no 2 1,400

1302ARR AnbaocTepoH-peHnHoBoe cooTHoLleHne (Aldosterone-Renin Ratio, ARR) na3ma kposwu Kon 0o 2 2,095

5.4. OueHka aHgporeHHoro cratyca (Assessment of Androgen Status)

64 TecTocTepoH (Testosterone) CbIBOPOTKa KPOBU Kon 1 510

169 CBobogHbI TecTocTepoH (Free Testosterone) CbIBOPOTKa KPOBU Kon 0o 5 1,295

168 OurngpotectocTtepoH (A T) (Dihydrotestosterone, DHT) CbIBOpOTKa KpOBYU Kon 0o 5 1,625

195 AHpgpocTeHanoH (Androstenedione) CbIBOPOTKa KPOBU Kon 1 1,400

170 AHngpocTeHgvon rriokypoHng, (AHgpocTaHavon rmokypoHna) (Androstanediol ChblBOpPOTKa KPOBK Kon no5 1,490
Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G)

101 HernapoanunanapocTtepoH-cynbgat (A3A-S04, Dehydroepiandrosterone sulfate, DHEA- | CbiBOpoTKa KpoBM Kon 1 565

1602 [ernapoanMaHapocTepPOH (HEKOHbIOrMPOBaHHbIN) CbIBOpOTKa KpOBYU Kon no5 1,360

156 17-ketocTeponapl (17-KC) B move (17-Ketosteroids, Urine) Moua Kon 0o 6 1,650

154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) CbIBOpOTKa KpOBYU Kon no3 750

149 'nobynuH, ceasbiBatoLmii nonosble ropmoHbl (MCIIM) (Sex Hormone-Binding Globulin, ChblBOpPOTKa KpOBK Kon no 2 560
SHBG)

5.5. 9cTporeHb! u nporecTuHbl (Estrogens and Progestins)

62 Octpagmon (32) (Estradiol, E2) CbIBOpOTKa KpOBYU Kon 1 570

63 NporectepoH (Progesterone) CbIBOPOTKa KPOBU Kon 1 510

1771 MeTabonuTbl 3CTporeHoB 1 NnporectepoHa, 24-4 mova (Estrogens and progesterone Mova Kon no 6 6,580
metabolites, 24-h urine)

5.6. HectepougHble perynsitopHbie chakTopbl nonoBbix xene3 (Nonsteroidal Gonadal Factors)

1144 AHnTumionnepos ropmoH (AMIT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting ChblBOpPOTKa KpOBK Kon no 2 1,755
Substance, MIS)

1145 WHrmbuH B (Inhibin B) CbIBOpOTKa KpOBYU Kon no4 1,530

1158 Tpodobnactuyeckuin 6eta-1-rnukonpotemnH (TEIN) (Trophoblastic beta-1-Globulin, TBG) | CbiBOpOTKa KpoBU Kon 0o 6 535

5.7. MoHUTOPMHI 6epeMeHHOCTH, BUoXMMUYeckne Mapkepbl coctosiHua nnoaa (Monitoring of

Pregnancy, Biochemical Markers of Fetal Status)

66 XOpVOHMYECKMIA roHaoTponuH Yenoseka (XM, 6eta-XMd, B-Xr4) (Human Chorionic ChblBOpOTKa KpOBK Kon 1 465
Gonadotropin, HCG)

189 CobogHbivi B-XIMY (cBoboaHasa B-CybbeanHmnLa XoproHN4ECKOro roHaaoTponmHa ChblBOpPOTKa KpOBK Kon no 2 855
yenoseka) (Free Human Chorionic Gonadotropin, Free HCG)

207 MnaueHTapHbI NakToreH (XoproHuyeckuii comatomammotponuH) (Placental Lactogen, | CbiBopoTka KpoBm Kon no8 1,080
PL, Human Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human
Chorionic Somatomammotropin, hCS)

161 AccoumnpoBaHHbIi ¢ BepemeHHOCTbI0 MpoTenH-A nnasmbl (Pregnancy-Associated ChblBOpPOTKa KpOBK Kon no 2 905
Plasma Protein-A, PAPP-A)

134 CBoboaHbin actpuon (Estriol Free, E3) CbIBOpOTKa KpOBYU Kon no 2 695

92 Anbda-dpetonpotenH (API) (a-Fetoprotein, AFP) CbIBOpOTKa KpOBYU Kon 1 560




PRS1 MpeHaTtanbHbIvi ckpuHUHT Tpucomui: | Tpumectp (PRISCA-1) (Maternal Screen, First CbiBOpOTKa KpOBU Kon no 2 1,760
Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk Calculation))
PACYETPRISCA1 |PRISCA1 pacuet ChbIBOpOTKa KpPOBU Kon no 2 115
PRS2 MpeHaTtanbHbIvi ckpuHUHT Tpucomui: |l TpumecTp (PRISCA-2) (Maternal Screen, Second |CbiBopoTka KpoBm Kon no 2 1,845
Trimester; Prenatal Screening Il; PRISCA 1l (Prenatal Risk Calculation))
PACYETPRISCA2 |PRISCA2 pacuet CbIBOpOTKa KPOBM Kon no 2 85
PRS2-KZ MpeHatanbHbIvi ckpuHUHT Tpucomui: Il Tpumectp (PRISCA-2) (Maternal Screen, Second |CbiBopoTka KpoBM Kon - -
Trimester; Prenatal Screening Il; PRISCA 1l (Prenatal Risk Calculation))
MPUNCKA1 [MpeHaTanbHbIN CKPUHWHT TPUCOMUIA 1-11 Tp - -
CEPTPRS1 MpeHatanbHbIvi ckpuHUHT Tpucomui: | Tpumectp (PRISCA-1) (Maternal Screen, First CbiBOpOTKa KpOBU - -
Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk Calculation))
NMPNCKA2 [MpeHaTanbHbIN CKPUHWHT TPUCOMUI 2-1 TP - -
CEPTPRS2 MpeHatanbHbIvi ckpuHUHT Tpucomui: Il TpumecTp (PRISCA-2) (Maternal Screen, Second |CbiBopoTka KpoBM - -
Trimester; Prenatal Screening Il; PRISCA 1l (Prenatal Risk Calculation))
5.8. OueHKa aHAOKPMHHOM chyHKLMKM nomxenyanoyHom xenesbl (Assessment of Pancreatic Endocrine
Function)
172 WHcynuH (Insulin) CblBOpOTKa KPOBM Kon no 2 720
173 MpounHcynuH (Proinsulin) CblBOpPOTKa KPOBM Kon 0o 6 1,185
148 C-nentng (C-Peptide) CbIBOPOTKa KPOBM Kon 0o 2 580
11HOMA OueHka MHCYNMHOPE3NCTEHTHOCTM: TNoKO3a (HaToLLAK), MHCYMUH (HaToLLaK), pacyeT Mna3sma kposu; CbiBOpOTKa Kon no 2 970
nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model KpOBM
Assessment of Insulin Resistance, HOMA-IR)
PACYHETHOMA-G |HOMA-G pacyeT nHaekca (npv BbINMOMHEHUM FTIOKO3bl U3 Cepor Npobrpku) Mna3sma kposu Kon no 2 50
PACYHETHOMA-IR |HOMA-IR pacuyeT nHgekca CblBOpOTKa KPOBM Kon no 2 50
5.9. BuoreHHble aMmuHbl (Biogenic Amines, BA)
KATEMNN KaTtexonamuHbl (agpeHanuH, HopagpeHanuH, godamnHd) B nnasme kposu — KATET] Mna3sma kposu Kon no 6 2,640
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine,
Plasma)
151 KarexonamuHbl (agpeHanuH, HopaapeHanuvH, godamuH) B mode (Catecholamines: Moua Kon 0o 6 2,485
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
950 MeTabonuTbl kKaTeXoNnamMmmHOB U CEPOTOHUHA, CYTOYHAsi MoYa: BaHUNUNMUHAANEeBast Moua Kon no4 2,855
kucnota (BMK), romoBaHunuHosas kucnota (I'BK), 5-rugpokcmmnHgonykcycHas kucnora
(5-rNYK)(Catecholamines and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic
Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA)
1166 MeTaHedprHbI (hpaKLMOHMPOBaHHbIE (MeTaHeMpPUH, HopMeTaHedPUH), Mova Kon no 6 2,855
[EKOHBbIOrMpoBaHHbIe (0bLymne), cyTouHas moda (Metanephrines fractionated
(metanephrine, normetanephrine), deconjugated (total), 24 Hour Urine)
152 KaTtexonamuHbl (agpeHanuH, HopaapeHanuH, godamuH) B moye (Catecholamines: Mova Kon no 6 2,485
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
1270 'mcTtamuH B nna3me kpoBu (Histamine, Plasma) [na3ma kposwu Kon no4 2,640
993 CepoTOHWH B CbIBOPOTKE kpoBu (Serotonin, Serum) CbIBOPOTKa KPOBM Kon no 4 2,640
1159 HedpuHbl B nnasme kposu (Nephrines, Plasma) [na3ma kposwu Kon - -




5.10. Kanbuwuii-perynupytowme ropMmoHs! (Calcium-regulating hormones)

171 KanbumToHuH (Calcitonin) CblBOpPOTKa KPOBM Kon no 2 1,205

102 MapatupeonaHbin ropmoH (MapatropmoH, napatvpui, MNTI7) (Parathyroid Hormone, PTH) | CbiBopoTka kpoBu Kon 1 885

5.11. TopMOHbI xunpoBon TkaHu (Adipose Tissue Hormones)

175 |J'IenTv|H (Leptin) CbIBOpPOTKa KPOBM Kon 0o 6 1,170

5.12. Perynsauua sputpono3asa (Regulation of Erythropoiesis)

222 |3pv|TponoaTV|H (Erythropoetin) CbIBOPOTKa KPOBM Kon 0o 2 1,390

6. MUKPOJJIEMEHTbI (Microelements)

*CTOMMOCTb YKa3aHa Ansi npoBeAeHuUs1 uccnegoBaHusa ogHoro M3 ¢ npo6onoaroTtoBKon/CTouMocTb

NpoBeAEeHUA UccrnenoBaHusA Kaxaoro gononHutensHoro M3 u3 Toro xe obpasua 6umomarepuana.

[o6aBuTb no6om M3 MoXxHO TonbKo B AeHb caayn buomarepuana! * NposoanTe nccnegoBaHUA

Horten Ha M3 pekomeHAyeTCsl TONBLKO B Clly4ae HeBO3MOXHOCTU cAaTh Ha aHanu3 Bonockl. 1o

anbTepHaTUMBHbLIA BoyiocaM 6uomartepuan Ans uccriefoBaHUs PeTPOCNeKTUBHOro oomeHa M9 B

opraHuame. OgHaKo HOrTK cuuTaloTcs 6onee 3arpsisHéHHbIMU M3 n3BHe. 3TO HEO6XO0AMMO

YYMTbIBaTb NPU OLIEHKE NOJTyYEeHHbIX Pe3ynbTaToB.

6.1. MukpoanemeHTbI B KPOBU (CbIBOPOTKA KPOBMU, LienibHas KpoBb) (Microelements, Serum, Venous

Blood)

M31 OcHoBHbIe 3cceHuManbHble ()KN3HEHHO HeobXoAVMbIE) MUKPOSNEMEHTbLI B CbIBOPOTKE CbiBOpOTKa KpOBU Kon no7 1,605
kpoBu (Essential Vital Elements, Essential Trace Elements, Serum)

M32 TOKCUYHBIE MUKPO3NEMEHTBI (TSXenble MeTanmnbl) B BEHO3HOM kposm (Toxic Trace KpoBb Kon no 6 1,605
Elements, Toxic Heavy Metals, Venous Blood)

M33 MuKpoanemeHTbl B CbIBOPOTKE KPOBM M BEHO3HOW KpoBW: ckpuHuHT (Trace Elements, KpoBb; CbiBOpOTKa KpOBUM Kon no7 4,195
Serum, Venous Blood: Screening)

874 Kagmuii (Cd) B cbiBopoTke kpoBu (Cadmium (Cd), Serum ) CbIBOPOTKa KPOBM Kon no7 |1120/380

863 KobanbT (Co) B cbiBopoTke kpoBwu (Cobalt (Co), Serum) CbIBOPOTKa KPOBM Kon no7 |1120/380

888 Megb (Cu) B cbiBopoTke kpoBm (Copper (Cu), Serum ) CblBOpOTKa KpOBM Kon no7 [1120/380

892 MapraHey (Mn) B cbiBopoTke kpou (Manganese (Mn), Serum) CblBOpOTKa KpOBM Kon no7 [1120/380

869 CerneH (Se) B cbiBopoTke kpoBm (Selenium (Se), Serum) CbIBOPOTKa KPOBM Kon no7 |1120/380

868 LinHk (Zn) B cbiBOpOTKe KpoBU (Zinc (Zn), Serum) CblBOpOTKa KPOBM Kon no7 [1120/380

893 Hukenb (Ni) B cbiBopoTke kpoBu (Nickel (Ni), Serum) CblBOpPOTKa KPOBM Kon no7 [1120/380

1111 3onoto (Au) B cbiBopoTke kpoBu (Gold (Au), Serum) CbIBOPOTKa KPOBM Kon no7 |1120/380

873 MonnbgeH (Mo) B cbiBopoTke kpou (Molybdenum (Mo), Serum) CblBOpPOTKa KPOBM Kon no6  [1120/380

1118 Tannuii (T1) B cbiBopoTke kposwu (Thallium (TI), Serum) CblBOpPOTKa KPOBM Kon no7 [1120/380

883 Mbiwbsk (As) B cbiBopoTke KpoBu (Arsenic (As), Serum) CbIBOpPOTKa KPOBM Kon no6  [1120/380

1491 Wop B cuiBopoTke (lodine, serum) CbIBOPOTKa KPOBM Kon no7 |1120/380

814 Jlutni (Li) B cbiBopoTke kpoBw (Lithium (Li), serum) CblBOpOTKa KpOBM Kon no4 1,305

1112 Kagmuii (Cd) B BeHo3Hom kposwu (Cadmium (Cd), Blood) KpoBb Kon no6  [1120/380

1113 KobanbT (Co) B BeHo3HoM kposw (Cobalt (Co), Blood) KpoBb Kon no6 |1120/380

1114 Megb (Cu) B BeHo3How kposu (Copper (Cu), Blood) KpoBb Kon no6  [1120/380

1115 MapraHey (Mn) B BeHo3HoW kpoBu (Manganese (Mn), Blood) KpoBb Kon no6  [1120/380

1116 Hukenb (Ni) B BeHosHol kpoBwu (Nickel (Ni), Blood) KpoBb Kon no6  [1120/380

1117 CeneH (Se) B BeHo3HOM kpoBwu (Selenium (Se), Blood) KpoBb Kon no6  [1120/380

1119 LinHk (Zn) B BeHO3HOM KpoBM (Zinc (Zn), Blood) KpoBb Kon no6  [1120/380

878 CsuHey (Pb) B BeHo3Hom kposu (Lead (Pb), Blood) KpoBb Kon no6  [1120/380




1141 PTyTb (Hg) B BEHo3HOWM kpoBu (Mercury (Hg), Blood) KpoBb Kon no6 |1120/380
1487AL AntomMuHuin (Nnasma) [nasma kpoBu Kon - -
1478 Xpom (KpoBb) KpoBb - -
6.2. MukpoanemeHTbl B Mo4e (Microelements, Urine)
M34 ScceHumanbHble (KU3HEHHO HEOOXOANMbIE) N TOKCUYHbIE MUKPO3MEMEHTLI B MOYeE Mova Kon no 6 3,710
(Essential Vital Elements, Toxic Trace Elements, Urine)
1040 Kagmuii (Cd) B move (Cadmium (Cd), Urine) Moua Kon no6 |1120/380
1034 KobanbT (Co) B Moye (Cobalt (Co), Urine) Moua Kon no6  [1120/380
1035 Menpb, Moua, pasoBasi nopuus (Copper, random urine; Cu) Moua Kon no6 |1120/380
889 Megb (Cu) B cyTouHon moye (Copper (Cu), 24-Hours Urine) Moua Kon no6  [1120/380
1032 MapraHey (Mn) B moye (Manganese (Mn), Urine) Moua Kon no6  [1120/380
1038 CeneH ( Se) B moue (Selenium ( Se), Urine) Moua Kon no6 |1120/380
1036 LinHk (Zn) B mode (Zinc (Zn), Urine) Moua Kon no6  [1120/380
894 Hukenb (Ni) B mode (Nickel (Ni), Urine) Moua Kon no6  [1120/380
895 CauHel, (Pb) B moue (Lead (Pb), Urine) Moua Kon no6 |1120/380
1042 Ptytb (Hg) B Moue (Mercury (Hg), Urine) Moua Kon no6  [1120/380
1074 Tannwui (T1) B mode (Thallium (TI), Urine) Moua Kon no6  [1120/380
1037 Mbiwbsk (As) B mode (Arsenic (As), Urine) Moua Kon no6  [1120/380
881 AntomuHmni (Al) B mode (Aluminum (Al), Urine) Moua Kon no6  [1120/380
1033 YKeneso (Fe) B moue (Iron (Fe), Urine) Moua Kon no6 |1120/380
1479 Wog (1) B moue (lodine (1), Urine) Moua Kon no6 |1120/380
6.3. MukpoanemeHTbl B Bonocax (Microelements, Hair)
M38 TOKCMYHbIE MUKPO3NemMeHTbI B Boriocax (Toxic Trace Elements, Hair) Bonochbl Kon 0o 6 2,225
M39 ToKCUYHbBIE U 3CCeHUManbHble MMKpPoarneMeHThl B Boriocax (Toxic Trace Elements, Bonocebl Kon no 6 4,450
Essential Vital Elements, Hair)
M310 BonbLuo CKPUHKHF anemeHTHoro coctasa Bonoc (Elemental Composition of Hair: Bonocebl Kon no 6 7,995
Screening )
1004 AntomuHmi (Al) B Bonocax (Aluminum (Al), Hair) Bornochbl Kon no6  [1120/380
1126 Bapuii (Ba) B Bonocax (Barium (Ba), Hair) Bonochbl Kon no6 |1120/380
1127 Bepunnui (Be) B Bonocax (Beryllium (Be), Hair) Bornochbl Kon no6  [1120/380
1001 Bop (B) B Bonocax (Boron (B), Hair) Bornochbl Kon no6  [1120/380
1138 BaHagwuii (V) B Bonocax (Vanadium (V), Hair) Bonochbl Kon no6 |1120/380
1128 Bucmyt (Bi) B Bonocax (Bismuth (Bi), Hair) Bornochbl Kon no6  [1120/380
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) Bornochbl Kon no6  [1120/380
1129 [annuin (Ga) B Bonocax (Gallium (Ga), Hair) Bornochbl Kon no6  [1120/380
1130 "epmanunn (Ge) B Bonocax (Germanium (Ge), Hair) Bonochbl Kon no6 |1120/380
1011 >Keneso (Fe) B Bonocax (Iron (Fe), Hair) Bornochbl Kon no6  [1120/380
1125 3onoto (Au) B Bonocax (Gold (Au), Hair) Bornochbl Kon no6  [1120/380
1131 Won (1) B Bonocax (lodine (1), Hair) Bornochbl Kon no6  [1120/380
1019 Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) Bonochbl Kon no6 |1120/380
1006 Kanwui (K) B Bonocax (Potassium (K), Hair) Bonochbl Kon no6 |1120/380
1007 Kanbumn (Ca) B Borocax (Calcium (Ca), Hair) Bonochbl Kon no6 |1120/380
1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair) Bonochbl Kon no6 |1120/380
1005 KpemHun (Si) B Bonocax (Silica (Si) , Hair) Bonochbl Kon no6 |1120/380
1132 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair) Bonochbl Kon no6 |1120/380
1000 Jlutni (Li) B Bomocax (Lithium (Li), Hair) Bornochbl Kon no6  [1120/380




1003 Marnuin (Mg) B Bonocax (Magnesium (Mg), Hair) Bonochbl Kon no6 |1120/380
1010 Mapraney, (Mn) B Bonocax (Manganese (Mn), Hair) Bonochbl Kon no6 |1120/380
1014 Megb (Cu) B Bonocax (Copper (Cu), Hair) Bornochbl Kon no6  [1120/380
1018 Monun6aeH (Mo) B Bonocax (Molybdenum (Mo), Hair) Bonochbl Kon no6 |1120/380
1016 Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) Bornochbl Kon no6  [1120/380
1002 Hartpuii (Na) B Bonocax (Sodium (Na), Hair) Bornochbl Kon no6  [1120/380
1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) Bornochbl Kon no6  [1120/380
1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) Bonochbl Kon no6 |1120/380
1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair) Bornochbl Kon no6  [1120/380
1021 PTyTb (Hg) B BOonocax (Mercury (Hg), Hair) Bonochbl Kon no6 |1120/380
1135 Py6uaun (Rb) B Bonocax (Rubidium 9Rb), Hair) Bonochbl Kon no6 |1120/380
1022 CsuHel (Pb) B Borocax (Lead (Pb), Hair) Bonochbl Kon no6 |1120/380
1017 CeneH (Se) B Borocax (Selenium (Se), Hair) Bonochbl Kon no6 |1120/380
1124 Cepebpo (Ag) B Borocax (Silver (Ag), Hair) Bonochbl Kon no6 |1120/380
1137 CT1poHuwi (Sr) B Bonocax (Strontium (Sr), Hair) Bornochbl Kon no6  [1120/380
1020 CypbMa (Sb) B Bonocax (Antimony (Sb), Hair) Bonochbl Kon no6 |1120/380
1008 Tannwui (T1) B Borocax (Thallium (T1), Hair) Bornochbl Kon no6  [1120/380
1133 docdop (P) B Bonocax (Phosphorus (P), Hair) Bonochbl Kon no6 |1120/380
1009 Xpom (Cr) B Bortiocax (Chromium (Cr), Hair) Bonochbl Kon no6 |1120/380
1015 LinHk (Zn) B BOnocax (Zinc (Zn), Hair) Bornochbl Kon no6  [1120/380
1140 LinpkoHwuin (Zr) B Borocax (Zirconium (Zr), Hair) Bornochbl Kon no6  [1120/380
6.4. MukpoanemeHTbl B HOrTsix (Microelements, Nails)

M311 TokcnyHble MYKpoaneMeHThbl B HOrTsIX (Toxic Trace Elements, Nails) Hortu Kon 0o 6 2,225
M312 TOKCUYHbIE U 3CCeHUManbHble MUKPO3aneMeHTbl B HorTsx (Toxic Trace Elements, Hortn Kon no 6 4,450

Essential Vital Elements, Nails)
M313 BonbLuoin CKPUHWHF anemeHTHoro coctasa HorTen (Elemental Composition of Nails: Hortn Kon no 6 7,995
Screening )

1076 AntomuHmnia (Al) B HorTsix (Aluminum (Al), Nails) Hortu Kon no6  [1120/380
1080 Bapwuii (Ba) B HorTsix (Barium (Ba), Nails) Hortu Kon no6  [1120/380
1081 Bepunnui (Be) B HorTsix (Beryllium (Be), Nails) Hortu Kon no6  [1120/380
1079 Bop (B) B HorTsax (Boron (B), Nails) Hortu Kon no6  [1120/380
1120 Banagwuin (V) B HorTsix (Vanadium (V), Nails) Hortu Kon no6  [1120/380
1082 Bucmyt (Bi) B HorTax (Bismuth (Bi), Nails) Hortu Kon no6  [1120/380
1121 Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails) Hortu Kon no6  [1120/380
1089 "annun (Ga) B HorTsix (Gallium (Ga), Nails) HorTtn Kon no6 |1120/380
1090 "epmanuin (Ge) B HorTsix (Germanium (Ge), Nails) HorTtn Kon no6 |1120/380
1088 YKene3so (Fe) B HorTsax (Iron (Fe), Nails) HorTtn Kon no6 |1120/380
1078 3omnoto (Au) B HorTsx (Gold (Au), Nails) HorTtn Kon no6 |1120/380
1092 Wog (1) B HorTax (lodine (1), Nails) Hortu Kon no6  [1120/380
1084 Kagmuii (Cd) B HorTsix (Cadmium (Cd), Nails) Hortu Kon no6  [1120/380
1093 Kanui (K) B Hortax (Potassium (K), Nails) HorTtn Kon no6 |1120/380
1083 Kanbumn (Ca) B Hortsix (Calcium (Ca), Nails) HorTtn Kon no6 |1120/380
1085 KobanbT (Co) B HorTsix (Cobalt (Co), Nails) HorTtn Kon no6 |1120/380
1107 Kpemnun (Si) B HorTsix (Silica (Si), Nails) Hortu Kon no6  [1120/380
1094 JlaHTaH (La) B Hortax (Lantanum (La), Nails) HorTtn Kon no6 |1120/380
1095 Jlntnin (Li) B HorTsax (Lithium (Li), Nails) Hortu Kon no6  [1120/380
1096 Marnuii (Mg) B HorTax (Magnesium (Mg), Nails) Hortu Kon no6  [1120/380




1097 MapraHey (Mn) B HorTsix (Manganese (Mn), Nails) Hortu Kon no6  [1120/380
1087 Megb (Cu) B HorTsix (Copper (Cu), Nails) Hortu Kon no6  [1120/380
1098 Monun6aeH (Mo) B Hortsix (Molybdenum (Mo), Nails) HorTtn Kon no6 |1120/380
1077 Mbiwbsk (As) B HorTsix (Arsenic (As), Nails) Hortu Kon no6  [1120/380
1099 Hatpuii (Na) B HorTax (Sodium (Na), Nails) HorTtn Kon no6 |1120/380
1100 Hukenb (Ni) B HorTsix (Nickel (Ni), Nails) Hortu Kon no6  [1120/380
1108 OnoBo (Sn) B Hortsx (Tin (Sn), Nails) HorTtn Kon no6 |1120/380
1103 MnatuHa (Pt) B HorTsax (Platinum (Pt), Nails) Hortu Kon no6  [1120/380
1091 PTyTb (Hg) B HOrTsix (Mercury (Hg), Nails) HorTtn Kon no6 |1120/380
1104 Pybuaumn (Rb) B Hortsix (Rubidium (Rb), Nails) Hortu Kon no6  [1120/380
1102 CauHel (Pb) B HorTsix (Lead (Pb), Nails) Hortu Kon no6  [1120/380
1106 CeneH (Se) B HorTsax (Selenium (Se), Nails) HorTtn Kon no6 |1120/380
1075 Cepebpo (Ag) B HorTsax (Silver (Ag), Nails) HorTtn Kon no6 |1120/380
1109 CT1poHuwii (Sr) B HorTsax (Strontium (Sr), Nails) Hortu Kon no6  [1120/380
1105 CypbMa (Sb) B Hortsix (Antimony (Sb), Nails) HorTtn Kon no6 |1120/380
1110 Tannuii (T1) B HorTsx (Thallium (T1), Nails) Hortu Kon no6  [1120/380
1101 docdop (P) B Hortsix (Phosphorus (P), Nails) HorTtn Kon no6 |1120/380
1086 Xpom (Cr) B HorTsaaix (Chromium (Cr), Nails) HorTtn Kon no6 |1120/380
1122 LinHk (Zn) B HOrTsX (Zinc (Zn), Nails) Hortu Kon no6  [1120/380
1123 LinpkoHwuin (Zr) B HorTsix (Zirconium (Zr), Nails) Hortu Kon no6  [1120/380
7. NEKAPCTBEHHbIW MOHUTOPUHI (Drug Monitoring)
*BHUMAHME! [laHHbIe nabopaTopHble UCCrefoBaHUA He ABMAKTCA 3KCcnepTuson. Tun
1ccrnenoBaHus — NpeABapuTeribHOe CKPUHUHIOBOE NabopaTopHoe uccregoBaHue. PesynbTarhl,
nonyyvyaembie NaUMeHTOM, MOTYT ObITb NepefaHbl UM B cyAe6Hble opraHbl U MOTYT ObITb
PacCMOTPEeHbI KakK JoKa3aTeNlbCTBO B CyAeOHbIX NpoLeccax TONbKO Ha YCMOTPeHue cyaa.
7.1. IllekapcTBeHHbLI MOHUTOPUHT (Drug Monitoring)
88 deHobapbuTan (JTtomuHan) (Phenobarbitalum) CbIBOPOTKa KPOBU Kon 0o 2 2,850
89 deHnTomH (OndbennH, OunantuH) (Phenytoin) CbIBOPOTKa KPOBU Kon 0o 2 1,580
90 Banbnpoesasi kucnota (OenakuH, Konsynekc) (Acidum Valproicum, Depakin, Convulexs) |CbiBopOTka KpoBu Kon no 2 1,150
91 Kap6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) CbIBOPOTKa KPOBU Kon 0o 2 2,850
274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) KpoBb Kon no 2 1,350
1353 Takponumyc (Aasarpad, MNMporpad, MpoTtonuk, Takpocen) (FK506, Advagraf, Prograf, KpoBb Kon no2 1,755
Protopic, Tacrosel)
1377TER TepudnyHomua, nedonyHomng (metabormt) (Teriflunomide, Leflunomide metabolite) CbIBOpOTKa KpOBYU Kon no5 3,365
917 JTamoTtpumkuH (Lamotrigine) CbIBOpOTKa KpOBYU Kon no4 4,455
1271 JleBeTnpauetam (Levetiracetam, Keppra®) CbIBOpOTKa KpOBYU Kon no4 4,455
814 Jlutni (Li) B cbiBopoTke kpoBw (Lithium (Li), serum) CbIBOpOTKa KpOBYU Kon no4 1,305
1376 MuTotaH, nnasma kposu (Mitotane, o, p'-DDD, plasma) [nasma kpoBu Kon 0o 5 3,365
906 AsanenTvH (KnosanuH, JlenoHekc) (Azaleptin)* CbIBOPOTKa KPOBU Kon - -
1633 3Beponumyc (Everolimus) KpoBb Kon 0o 5 2,985
8. UCCIIEOOBAHUA MO4YU (Examinations of Urine)
8.1. Knununyeckue tectol (Clinical Tests)
HCM Mpobonogroroska k cOopy CyTouHOM Moy (Specimen preparation for 24-hour urine 155

analysis)




116 AHanua moum obwmin (AHanma moum obLLMin ¢ MUKpocKkonuen ocagka) (Complete Mova Kon., Monyxkon. n 1 330
Urinalysis, Microscopic Examination) Kau.
272 WccnegosaHue moum no metoay Heunnopenko (Nechiporenko’s Urine Test) Moua Kon 1 300
401 Kanbumn moun, ka4ecTBeHHbIM TecT (npoba Cynkoeuya) (Sulkowitch Urine Calcium Test) |Moua MKon 1 155
8.2. Buoxmmusa Mmoum (cyTouHas akckpeums) (Urine Biochemistry (Daily Excretion))
* Tectbl N2 95110, Ne 110113, Ne 97110, Ne 1318110, Ne 115110 u Ne 112110 BbinonHsATCA B
komnnekce ¢ Tectom Ne CREA-U. Tect Ne CREA-U Henb3s 3aka3aTb OTAENbLHO OT NEPe4YUCEHHbIX
CREA-U KoHueHTpauumsa B mode (Urine Creatinine) Moua Kon 1 50
95 AnbbymMuH, cyTodHast moda (Albumin, 24-Hour urine) Moua Kon no 2 430
95110 AnbOyMuH, pa3oBasi MOpLUMSE MOYM (C KPEaTUHNHOM M pac4eToM anbOyMuH/KpeaTUHNH Mova Kon no 2 650
oTHowweHus) (Albumin, random urine, with creatinine and albumin/creatinine ratio
calculation, UACR)
109 ['ntoko3a, cyTovHas moua (Glucose, 24-Hour urine) Moua Kon 1 215
110 KpeaTtnHuH, cytouHas moya (Creatinine, 24-Hour urine) Moua Kon 1 225
96 Mpoba Pebepra (KnupeHc 3HAOreHHOro kpeaTuHMHA, CKOPOCTb KIybO4YKOBOWM Moua Kon 1 270
dunbTpaumm) (Glomerular Filtration Rate, GFR)*
108 AmMpnnasa B MOYe CyTOYHOWN MNW NOPLIMOHHOM 3a 3MepeHHoe Bpems (Anbda-amunasa, Moua Kon 1 300
anactasa moun) (Amylase, 24-Hour or Timed Urine)
111 MoueBunHa, cyTovHas moda (Urea, 24-Hour urine) Moua Kon 1 215
112 MoueBas kucnota, cytodHas moya (Uric Acid, 24-Hour urine) Moua Kon 1 255
97 O6wwuin 6enok, cytodHas moda (Protein Total, 24-Hour urine) Moua Kon 1 365
113 Kanbumn (Ca), cytouHas mova (Calcium (Ca), 24-Hour urine) Moua Kon 1 280
114 Kanwui (K), Hatpuia (Na), cytodHas moda (Potasium (K), Sodium (Na), 24-Hour urine) Moua Kon 0o 2 290
115 docdop (P), cytouHas moya (Phosphorus (P), 24-Hour urine) Moua Kon 1 280
225 Beta-2-mukpornobynuH (B-2-mukpornobynuH) B Mode (Beta-2-Microglobulin, Urine) Kon - -
918 MeTaHedpuHbI hpakLMOHMPOBaHHbIE CBODBOAHbLIE, CYyTOYHAs Mova Moua Kon 0o 5 1,855
1458 Okcanarbl, cyTodHass Moda (Oxalates, 24-Hour urine) Moua Kon no 4 1,390
110113 Kanbuwui, pasoBas nopums Mo4u (C KpeaTUHMHOM 1 PacHeTOM KarnbLi/KpeaTuHWH Mova Kon 1 200
oTHoweHus) (Calcium, random urine, with creatinine and calcium/creatinine ratio
97110 Benok, pasoBasi nopuusi Mo4m (C KpEaTMHUHOM U PacHETOM HOPMarM30BaHHOIO Mo Moua Kon 1 270
KpeaTuHuHy nokasarens) (Protein, random urine, with creatinine and protein/creatinine
ratio calculation)
1318 Marnui, cyTodHas moda (cyTodHas akckpeumst), (Magnesium, 24 h urine excretion) Moua Kon 0o 2 310
1318110 Marnuii, pasoBast nOpLUMSA MO4M (C KPEATUHMHOM U PacCHETOM MarHU/KpeaTuHWH Mova Kon no 2 550
oTHowweHus) (Magnesium, random urine, with creatinine and magnesium/creatinine ratio
calculation)
115110 docop, pazoBast NOPLUMS MOUN (C KPeaTUHUHOM 1 PacHETOM HOPMarnv3oBaHHOMO MO Moua Kon 1 305
KpeaTuHuHy nokasartens) (Phosphorus, random urine, with creatinine and
phosphorus/creatinine ratio calculation)
112110 MoyeBasi kucnota, pa3oBasi MOPLMS MOYU, C KPEATUHMHOM U pacyeToM Mova Kon 1 295
HOPManun3oBaHHOTO MO KPpEAaTUHUHY NOK-Nsi
1458110 Okcanartbl, pa3oBasi NopUMs MO4M (C KpeaTUHMHOM 1 pac4eTOM HOPMariM30BaHHOMO No Moua Kon no4 1,420
KpeaTuHuHy nokasartens) (Oxalates, random urine, with creatinine and oxalate/creatinine
ratio calculation)
OBC110 OueHka pucka kamHeobpa3oBaHUst - NIMTOreHHbIe CyOCTaHLMM MOYM, CYTOYHAs MoYa Mova Kon no4 2,515

(kanbumn, mariuin, docdop, okcanarbl, MOYEBAs KUCIOTa, KPEAaTUHUH CYyTOYHOM MOYM C
pacyeToM CYTOYHOW 3KCKpeLnm)




OBC111 OueHka pucka kKamHeobpa3oBaHUs! - MMTOreHHble CybCTaHLMM MOo4K, pasoBas nopLms Mova Kon no4 2,450
MouM (KanbLuin, MarHuni, grocdop, okcanarbl, MoYeBasi KUCMOTa, KpeaTMHUH pa3oBoW
nopLMN MOYK, C paCYHETOM HOPMarnM30BaHHbIX MO KpeaTMHWHY noka3aTenein)
CRE-DL KpeaTuHvH B guanusare Ounanunsat Kon - -
GLU-DL [nioko3a B gnanusare [Onanusat Kon - -
TPU-DL benok B ananusarte Ounanunsat Kon - -
UREA-DL MoueBvHa B gnanusare [Onanusat Kon - -
DIA-DL VlccnepoBaHve ananusa Kon - -
8.3. NcuxoakTuBHLIE BelwecTBa B moye (Psychoactive Substances, Urine)
JIMC HapKoTVKM 1 NCUXOTPOMHbIE BELLECTBA — CKPUHWHT (KOMMIEKCHBIN aHann3 Moym Ha Mova Kau no 6 3,700
onuarbl, ameTamuH, MeTameTaMuH, KOKauH, kKaHHabnHomabl 1 X MeTabonuTbl)
(Drugs and Psychotropic Substances Screening: Opiates, Amphetamines,
Methamphetamine, Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine)
902 KaHHabuHonab! (MapuxyaHa) B moye (Cannabinoids (Marijuana), Urine)* Moua Kay 0o 5 1,580
925 Onuatbl (MopdmH/reponH) B moye (Opiates (Morphine/Heroin), Urine)* Moua Kay 0o 5 1,580
898 BapbuTypatbl B Mmoye (Barbiturates, Urine)* Moua Kay no5 1,580
982 OtaHon (ankoronb) B Modve (Ethanol (Alcohol) Urine)* Moua Kon no 4 1,580
9950 «BpeaHble NpyBbIYKMY (AHAMU3 MOYM HA HUKOTWH, MCUXOTPOMHLIE U HAPKOTUYECKVE Mova Kau no5 4,305
BELLLECTBA, NMCMXOAKTUBHbIE JIEKAPCTBEHHbIE Npenaparbl (HUKOTUH; NCUXOTPONHLIE U
HapKOTUYECKMe BELLLECTBA, NMCMX0aKTUBHbIE NekapCTBeHHbIe npenaparsl) (Pernicious
Habits: Nicotine, Drugs, Psychostimulants and Psychotropic Substances, Urine)*
8.4. UccnepnoBaHue noyevHoro kamHs (Study of Kidney Stone)
1265 AHanM3 xMMmn4yeckoro coctaBa MoYeBbIX (MOYEYHbIX) KAMHEV METOAOM [MoyeyHbIN kKameHb Kon no 13 4,180
peHTreHoCTpyKTypHOro aHanu3aa (Compositional Analysis of Urine (Kidney) Stones,
infrared spectrometry, X-ray diffraction analysis)
1565M0OK AHanM3 xMMmn4eckoro coctaBa MoYEBbIX (MOYEYHbIX) KAMHEN METOAOM MH(PaKpacHoM [MoyeyHbIN kKameHb Kon no4 4,180
cnektpomeTpum (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry)
9. UCCIIEOOBAHUA KAJIA (Examinations of Feces, Stool Examinations)
9.1. UccnepoBaHusa kana (Examinations of Feces, Stool Examinations)
*0ns TecToB, NOMe4YeHHbIX *, Heo6xoanuma npobonoaroroBka (KAJMP).
KAIMP MpoGonoaroroska (KAIIP) -j
158 Konporpamma (Koprogramma, Stool) Kan Kon. n Kau. 1 465
158XEL Konporpamma (Koprogramma, Stool) Kan MKon+Kay - -
1594 AHanu3 kana Ha siviua renbMuHTOB (siriua rmuctoB) (PRO Stool, Helminth Eggs) Kan Kay 1 345
159XEL-Al AHanu3 kana Ha siviua renbMuHTOB (siriua rmuctoB) (PRO Stool, Helminth Eggs) Kay - -
15904 AHanus kana Ha sivila renbMuHTOB MetogoM PARASEP® (sriua rmucto) (Helminth Kay - -
1590XEL-Al AHanus kana Ha sivila renbMuHTOB MetogoM PARASEP® (sriua rmucto) (Helminth Kay - -
159MPO AHanus kana Ha npoctenwme (PRO Stool) Kan Kay 1 345
159XEL-NPO AHanus kana Ha npocTenwmne (PRO Stool) Kay - -
1600CT VccnepoBaHme Ha 3HTepobro3s (siua ocTpuy), TamnoH (Enterobiasis, Swab) Cockob Kay 1 405
16010CT VccnepoBaHme Ha 3HTepobros (sirua octpuy), wnatenb (Enterobiasis, Spatula) Cockob Kay 1 395
236 ConepxaHue yrneBoaoB B karne (pegyumpyoLime BellecTsa B kane) (Stool Sugars, Kan MKon 1 785
Reducing Substances, Fecal)
240 ViccnegoBaHue karna Ha CKpbITYH0 KpoBb. KaueCTBeHHbIN MeToq Kan Kay 1 300




2401 CkpbliTasi KPOBb B kare (KonopekTarnbHble KPOBOTEYEHNS ), KONTUHYECTBEHHbIN Kan Kon no4 885
nMmmyHoxumuyeckuin metog FOB Gold (Quantitative Immunochemical Fecal Occult Blood,
Test FOB Gold)

162 Anactasa 1 (31), naHkpeaTnyeckas anactasa 1 (Elastase 1, E1) Kan Kon no 4 3,320

1533A1AT Anbda-1-aHTutpmncuH B kane (Alpha-1-Antitrypsin, Feces) Kan Kon 0o 6 1,645

15920CC OcTarto4Has ocMonsipHOCTb cTyna (Stool osmotic gap) Kan Kon no7 1,170

1338 KanbnpotekTnH dekanbHbiv (Fecal Calprotectin) Kan Kon no7 2,540

1072 MccnenosaHwve kana Ha npocTenume ¢ koHcepBaHToM (Stool Examination: Protozoa (in Kan Kau 1 580
Preservative))*

CKPbITKP CepTudmkar Ha CKpbITast KpOBb B Karne - -

CEPT2401 CkpbITasi KPOBb B Kare Kan - -

10. YCTPOUCTBA NS B3ATUA BUOMATEPUATNA (In vitro diagnostic medical devices)

10.1. Yctponctea ansa B3ATMA 6uomartepuana (In vitro diagnostic medical devices)

QVINTIP KeuHTUn (Quintip). YCTpOMCTBO A1 CamOCTOATENbHOrO B3ATUS Ma3KoB E

FLOQS DrioKc. YCTPOMUCTBO A151 CAMOCTOSATENBHOIO B3ATUSI Ma3KOB 490

11. AUATHOCTUKA MHOEKLIMOHHbIX 3AEOJNIEBAHUMN (Serology Diagnosis of Infectious Disease)

WmeloTcsa orpaHMyeHUs No B3ATUIO HEKOTOPLIX BUAOB OMoMaTtepuana B permoHax. *YTouHsAnTe y

agMUHUCTpaTopa MeauuUuHcKoro odmca.* YkaszaHHble cpoku MNMLP-uccnegoBaHunin He BKNo4varoT

npoBeAeHWe NOATBePXKAaKLWMX TecToB (Npu HeobxoaumocTu) (Restriction on certain biomaterial

sampling procedures in the regions. For more information, please contact a medical office

administrator.* The duration of PCR tests specified does not include confirmatory tests (to be

conducted if necessary))

11.1. AaeHoBupycHas uHdekuus (Adenovirus Infection)

242 AHTuTEna krnacca IgA k ageHoBupycy (Anti-Adenovirus 1gA) CblBOpPOTKa KPOBM MKon 0o 6 960

241 AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus IgG) CbIBOpPOTKa KPOBM MKon 0o 6 960

11.2. Ackapupo3s (Ascariasis)

KN - koadhbmumMeHT NO3UTUBHOCTU

237 |AHTI/ITeJ'Ia knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides IgG) CbIBOpPOTKa KPOBM KAY+KT no3 1,105

11.3. Acneprunnes (Aspergillosis)

6616 MneceHb Aspergillus fumigatus (M3), annepren-cneumndunyeckue IgG (Aspergillus CbIBOpOTKa KpOBU Kon no5 655
fumigatus, 19G, M3)

11.4. BaktepomgHas chnopa (Bacterial flora (Bacteroides spp.))

396YPO Bakrepouapl, onpeneneHue JHK B cockobe anutenuanbHbiX KNETOK yporeHUTanbHoro Cockob Kay no2 290
TpakTa (Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

11.5. Boppenuo3 (6one3Hb Jlanma) (Borreliosis, Lyme Borreliosis, Lyme Disease, LD)

243 AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) CblBOpOTKa KPOBM Kon no 2 785

243N AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) Kay+KIT1 - -

244 AHTuTena kracca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) CblBOpOTKa KPOBM MKon no 2 785

1190 AnTtutena knacca IgG k Borrelia burgdorferi, BbisiBnsiemblie Mmetogom nmmyHobnottuHra | CbiBOpPOTKa KpoOBK Kau no8 2,060
(Anti-Borrelia burgdorferi 1I9G, Immunoblot )

1191 AnTtutena knacca IgM k Borrelia burgdorferi, BoisBnsembie metogom BectepH-6nota CbIBOpOTKa KpPOBU Kau no7 1,935

(Anti-Borrelia burgdorferi IgM, Western Blot (WB))




31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68, onpenenexne JHK B cockobe
anuTenuaneHbix kneTtok potornoTku (HPV DNA, Scrape of Faucial Epithelial Cells, 14
Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

270 JlabopatopHoe nccnepoaHve kneta ans soissnedns [JHK Bo3bygutens Jlavim- Knewy Kau no5 1,080
Boppenwnosa (Borrelia burgdorferi, DNA)

3112 Boppenwnos, onpenenexne AHK (Borrelia burgdorferi, DNA)* Kay - -

3112C1H Boppenwun, onpegenenve IHK B cuHosnansHom xuakoctu (Borrelia burgdorferi, DNA, CuHoBManbHas XnaKkocTb Kau no 2 500
Synovial Fluid)*

3112CMX Boppenwuu, onpegenenve [IHK B cnnHHomosroson xwuakocTty (Borrelia burgdorferi, DNA,  |CniMHHOMO3roBasi XMaKoCcTb Kau no 2 500
Cerebrospinal Fluid)*

11.6. Bapuuenna-3octep Bupyc (Varicella-Zoster virus)

3215CJ1H Bupyc Varicella-Zoster, onpegenenve OHK B cntoHe (VaricellaZosterVirus, DNA, saliva)  |CntoHa Kay no4 360

3215POT Bupyc Varicella-Zoster, onpenenenve [IHK B cockobe anutenuanbHbIx KneTok cnuancton |Cockob Kau no4 360
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

3215KOXK Bupyc Varicella-Zoster, onpenenenve [IHK B cockobe anutenuanbHbIX KNETOK KOXu Cockob Kau no4 360
(Varicella Zoster Virus, DNA, scrape of skin epithelial cells)

3215CB Bupyc Varicella-Zoster, onpenenenve [IHK B ceiBopoTke kposu (Varicella ZosterVirus, ChbIBOpOTKa KpPOBU Kau no4 360
DNA, serum)

11.7. BeTpsiHas ocna: BUpyc repneca 4enoseka 3 Tuna (onosicbisarowwmmn nuwan) (Varicella-Zoster

Virus, VZV, Chickenpox, Chicken Pox)

256 AnTutena knacca IgG k Bupycy BeTpsiHOW ocbl 1 onosickiBatoLLero nuwwas (Anti-Varicella- | CeiBopoTtka kposu Kon nob 885
Zoster Virus IgG, Anti-VZV 1gG)

257 AnTuTena knacca IgM k Bupycy BeTpsiHOI ocnbl 1 onosickiBatoLero nuwas (Anti-Varicella- | CbiBopoTka Kposu Kau no 2 965
Zoster Virus IgM, Anti-VZV IgM)

11.8. BUY-uHdekums (Bupyc ummyHogeduumrta YyenoBeka) (Human Immunodeficiency Virus, HIV)

**Mpun nonoxuten-HOM pe3yrbTaTe NpoBeAeHNe NnoaTBeEpPXKAatoLero Tecta (B ueHtp CMA)

yBeInM4YMBaeT CPOK

68 AnTtuTena k BUY 1 n 2 n avtured BUY 1 n 2 (HIV Ag/Ab Combo) CblBOpPOTKa KPOBM Kay 1 455

36301 BWY-1, onpenenenne PHK B nna3me kposu (HIV RNA, Plasma)* [na3ma kposwu Kon no 15 16,315

3102 Bupyc nmmyHopedmumTa yenoseka Tuna 1, kayectseHHoe onpedenenve PHK (Human CbiBOpOTKa KpOBU Kau no 2 2,680
immunodeficiency virus, quality, RNA) B CbiIBOpOTKe KpOBM

OCTOPOX BynbTe octopoxHbl (AHTUTENa k BUY 1 n 2 n aHtureH BUY 1 1 2) - -

11.9. BMY-uHdcekums, nanunnomasupycHas nHdekuus (Bupyc nanunnomel Yenoseka) (Human

papillomavirus, HPV, HPV Infection)

311PAP Bupyc nanunnombl YernoBeka BbICOKOrO OHKOFEHHOro pucka, CKpuHuHr 14 tunos: 16, 18, | Cockob Kau - -
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68, onpegenexve OHK (HPV DNA, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

311npk Bupyc nanunnombl YernoBeka BbICOKOrO OHKOFEHHOro pucka, CKpuHuHr 14 tunos: 16, 18, | Cockob Kau - -
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68, onpenenexne [JHK B cockobe
anuTenuanbHbIX KneTok cnmancton npamon kniwkn (HPV DNA, Scrape of Rectal
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)

311por Bupyc nanunnombl YenoBeka BbICOKOrO OHKOr€HHOro pucka, CKpuHuHr 14 Tunoe: 16, 18, | Cockob Kay - -




311c-npk

Bupyc nannnnombl YernoBeka BbICOKOro OHKOrEHHOro pUcka, CKpUHUHE 14 Trnos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenexune OHK B cockobe
anuTenuanbHbIX KneTok cnmaucton npamon knwkn (HPV DNA, Scrape of Rectal
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)

Cockob

Kay

no 2

590

311c-pot

Bupyc nanunnombl YenoBeka BbICOKOro OHKOrEHHOro pUcka, CKpUHUHE 14 Trnos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenexne OHK B cockobe
anuTenuaneHbix kneTtok potornoTku (HPV DNA, Scrape of Faucial Epithelial Cells, 14
Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Cockob

Kay

no 2

590

311c-ypo

Bupyc nanunnombl YenoBeka BbICOKOro OHKOrEHHOro pUcka, CKpUHUHE 14 Trnos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenexune OHK B cockobe
anuTenuanbHbIX KNeTok yporeHnTansHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)

Cockob

Kay

no 2

590

312C-YPO

Bupyc nanunnombl YenoBeka BbICOKOro OHKOrEHHOro pucka, onpeaenexdune HK 16 n 18
Tunos + KBM B cockobe anuTenmnanbHbIX KNeTok yporenutansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

Cockob

Kay

no 2

300

312C-4Ib

Bupyc nanunnombl YenoBeka BbICOKOro OHKOrEHHOro pucka, onpeaenexune HK 16 n 18
Tunos + KBM B cockobe anuTenmnanbHbIX KNeTok yporenutansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

Cockob

konu4y+KBM

312C-YPO (CMP)

Bupyc nanunnombl YenoBeka BbICOKOro OHKOrEHHOro pucka, onpeaenexdune AHK 16 n 18
Tunos + KBM B cockobe anuTenmnanbHbIX KNeTok yporenutansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

Cockob

Kay

313MMPK

Bupyc nanunnombl YenoBeka BbICOKOrO OHKOr€HHOro pucka, reHotunuposanve OHK 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 B cockobe anuTenManbHbIX
kreTok cnmauncton npamon kuwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14
Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Cockob

Kay

313POT

Bupyc nanunnombl YernoBeka BbICOKOr0 OHKOFEHHOro pucka, reHotunuposanue [HK 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 B cockobe anuTenuanbHbIX
kretok potornoTkn (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Cockob

Kay

313C-YPO

Bupyc nanunnombl YenoBeka BbICOKOrO OHKOr€HHOro pucka, reHotunuposanve OHK 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHnTanbsHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Cockob

Kay

no2

885

399C-YPO

Bupyc nanunnombl YernoBeka HU3KOro OHKOreHHoro pucka, onpegenexune [HK 3 tunos: 6,
11, 44 + KBM B cockobe anutenunanbHbiX KNETOK yporeHnTanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

Cockob

Kay

no3

480

399C-4Inb

Bupyc nanunnombl YernoBeka HU3KOro OHKOreHHoro pucka, onpegenexune [HK 3 tunos: 6,
11, 44 + KBM B cockobe anutenmnanbHbiX KNETOK yporeHnTanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 3 Types (6, 11))

Cockob

konu4y+KBM

399C-npk

Bupyc nanunnombl YernoBeka HU3KOro OHKOreHHoro pucka, onpegenexune [HK 3 tunos: 6,
11, 44 + KBM B cockobe anutenuarnbHbIX KeTok cnmavcTton npsamon knwku (HPV DNA,
Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

Cockob

Kay

no3

480

399rPK-4J1B

Bupyc nanunnombl YenoBeka HU3KOro OHKOreHHoro pucka, onpegenexune [HK 3 tunos: 6,
11, 44 + KBM B cockobe anutenuarnbHbIX KeTok cnmavcTon npsamon knwku (HPV DNA,
Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

Cockob

konu4y+KBM

399C-pot

Bupyc nanunnombl YenoBeka HU3KOro OHKOreHHoro pucka, onpegenexune [HK 3 tunos: 6,
11, 44 B cockobe anuTenuaneHbix knetok porornotkn (HPV DNA, Scrape of Faucial
Epithelial Cells, 3 Types (6, 11, 44))

Cockob

Kay

no3

480




399POT-4YNb Bupyc nanunnombl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenenve AHK 3 tunos: 6, |Cockob konu4+KBM - -
11, 44 B cockobe anuTenmanbHbIx knetok porornotkn (HPV DNA, Scrape of Faucial
Epithelial Cells, 3 Types (6, 11, 44))
374C-YPO Bupyc nanunnombl yenoseka, onpeaenenne JHK 4 tunos: 6, 11, 16, 18 + KBM B Cockob Kon no 3 740
cockobe anuTenmanbHbIX KNeTok yporeHntansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )
377C-YPO HndbdepeHumposaHHoe onpeaenerne [HK BMNY (Bupyc nanunnomel yenosexa) 14 Cockob Kon no 3 1,215
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHnTanbsHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
391C-YPO Bupyc nanunnomsbl yenoeeka, onpegenexne AHK 21 Tuna: 6, 11, 16, 18, 26, 31, 33, 35, |Cockob Kon no 3 3,225
39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe anutenmanbHbIX
kreTok yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 21
Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))
PIIOKC311 Onpegenenve OHK BMNY 147 (Pnokc)
PJIOKC313 [nddepeHumpoBaHHoe onpegenenvne JHK BIMNY 141 (driokc)
KBUHTUM311 Onpepgenenvie OHK BMNY 1471 (KBuHTUM)
KBUHTUIM313 [undbdepeHumpoBaHHoe onpeaenenne AHK BIMY 141 (KeuHTumn)
11.10. NapaHepennes (rapaHepenna) (Gardnerella vaginalis)
305moM "apoHepenna, onpegenenve AHK B moye (Gardnerella vaginalis, DNA, Urine)* Moua MKon no 2 320
305¢cn apoHepenna, onpegenenve OHK B cekpeTe npocTarthl, askynate (Gardnerella vaginalis, |CekpeT npocTarbl; QakynsaT MKon no2 320
DNA, Prostatic Fluid, Semen)*
305ypo [apaoHepenna, onpegenenve HK B cockobe anuTenuanbHbIX KNETOK yporeHutanbHoro | Cockob MKon no 2 320
TpakTa (Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
11.11. FlenbmuHTO3 (Helminthiasis)
KN - koachcbmumMeHT NO3UTUBHOCTU
1594 AHanus kana Ha siviua renbMuHTOB (siriua rmuctoB) (PRO Stool, Helminth Eggs) Kan Kay 1 345
297 AHTUTENA K aHTMreHam Hemartopq poga Anisakis 19G CbIBOPOTKa KPOBM KAY+KT 0o 12 750
299 AHTUTENa K aHTUreHam Kutarickon asyyctku Clonorchis sinensis IgG CbIBOpPOTKa KPOBM KAY+KT no 12 1,000
11.12. FemodmnbHas nHdekuusa (Haemophilus influenzae)
1665 AHTUTENa K reMmocbunbHOM nanoyke Tuna b, IgG (AHTuTena knacca IgG k CbIBOpOTKa KpOBU Kon £o 10 1,845
nonmpuboaunpubutondocdary) (polyribosylribitolphosphate, PRP) (Haemophilus
influenzae Tuna b (HiB), anti-PRP Haemophilus influenzae b 19G)
11.13. 'enatut A BupycHas uHdekums (Bupyc renaturta A, Hepatitis A Virus, HAV)
71 AHTuTena knacca IgG k Bupycy renatnuta A (Anti-HAV IgG) CblBOpPOTKa KPOBM Kay no 2 730
72 AHTuTEna krnacca IgM k Bupycy renatuta A (Anti-HAV IgM) CblBOpPOTKa KPOBM Kay no 2 1,030
328CB Bupyc renatuta A, onpegenenve PHK B cbiBopoTke kpou (HAV RNA, Serum)* CbIBOpPOTKa KPOBM Kay 0o 2 765
11.14. 'enatut B BupycHas uHdekums (Bupyc renatuta B, Hepatitis B Virus, HBV)
73 HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepxHOCTHbIN aHTUIeH BUpyca CbIBOpOTKa KpOBU Kau 1 350
renatuta B, «aBcTpanuinckuiny aHTureH), kadyecteeHHbIn TecT (HBsAg, Hepatitis B
Surface Antigen, Qualitative)
74 HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) CblBOpOTKa KPOBM Kay no 2 730




75 AnTtutena knaccos IgM n IgG k HB-core aHTureHy Bupyca renatuta B, cymmapHo (Anti-  |CbiBOpoTKa KpoB#u Kau no 2 655
HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total
Antibodies (I9G + IgM))

76 AnTtutena knacca IgM k HB-core aHTureny Bupyca renartuta B (Anti-HBc IgM Antibodies | CbiBopoTka kposu Kau no 2 905
to Hepatitis B Core Antigen; HBV Core Antibodies IgM)

77 AHTuTENa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) CblBOpOTKa KPOBM Kay no 2 730

78 AHTuTEna Kk HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) CblBOpPOTKa KPOBM Kon no 2 775

87 HBs-aHTuren Bupyca renatuta B (HBs-aHTureH, noBepxHOCTHbIN aHTUIeH BUpyca CbIBOpOTKa KpOBU Kon no 2 1,765
renatuta B, «aBcTpanuinckuiny aHTUreH), konumyecteeHHbIn TecT (HBsAg, Hepatitis B
Surface Antigen, Quantitative)

319CB Bupyc renatuta B, onpepenerune [JHK B cbiBopoTke kpoBu, kadecTBeHHoe (HBV DNA, CbIBOpOTKa KpOBU Kau no 2 570
Serum, Qualitative)*

320CB Bupyc renatuta B, onpeaenenne JHK B cbiBopoTke kposu, konmdectseHHoe (HBV DNA, | CbiBopoTka KpoBm Kon no 2 4,325
Serum, Quantitative)*

11.15. l'enatut C BMpycHas uHdekums (Bupyc renatuta C, Hepatitis C Virus, HCV)

**Tpyn NONoXuUTeNnbHOM pe3yrnbTaTe NpoBeAeHNe NOATBEPXKAAIOLLEro TecTa yBeNnMunBaeT CPoK Ha

HECKOJIbKO AIHeN. YTOUYHAWUTE Y agMUHUCTpaTopa MeauLMHCKOro odmca.

79 AnTtutena knaccos IgM n IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + ChbIBOpOTKa KpOBU Kau 1 570
IgM))*

1143 AnTutena knacca IgG k aHTureHam Bupyca renatuta C, BbiiBNSeMble METOAOM CbIBOpOTKa KpPOBU Kau no 6 6,700
nMMyHobnotTuHra (Anti-HCV 1gG, Immunoblot)

2447 WHTtepneiikun-28B (MJ1-28B), reHoTMnmpoBaHue (MccnegoBaHne reHeTUYeCcKuX KpoBb Kau., no 6 885
MapKepoB, onpeaensitoLmx 3hdEeKTUBHOCTb NeYeHUst XpoHnyeckoro renatuta C OnucateneHbin
nHTepdpepoHom 1 pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of dopmar
Genetic Markers Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

321CB Bupyc renatuta C, onpenenexne PHK B chiBopoTke kpoBm, kadecTBeHHoe (HCV RNA, CbIBOpOTKa KpOBU Kau no 2 750
Serum, Qualitative)*

323Mn Bupyc renatuta C, onpegenerune PHK B nna3me kposu, konudectBeHHoe (HCV RNA, Mna3ma kposwu Kon no 11 13,200
Plasma, Quantitative)*

324Mn Bupyc renatuta C, onpegenenne PHK B nna3swme, reHotunuposaxue ¢ cybtunamm (tunel  |Mnasma kposu IeHotvin no 2 1,150
1 (cybtvnel 1an 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes
(Types 1 (Subtypes 1a, 1b), 2, 3))*

324 Bupyc renatuta C, konnyecteeHHoe onpegeneHne PHK Bupyca n reHotunuposaHve ChbIBOpOTKa KpPOBU [eHoTtun + kon. no 2 4,055
(tvnbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2,

323C-Mnn Bupyc renatuta C (CITO), onpegenenve PHK B nnasme kposu, konndyectseHHoe (HCV  |lMnasma kposum Kon no6 24,010
RNA, Plasma, Quantitative)*

350CB Bupyc renatuta C, onpegenexne PHK B cbiBopoTke kposu metogom [MLP, ChbIBOpOTKa KpPOBU Kon no 2 3,980
konnyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)*

3500CB Bupyc renatuta C (BI'C), ynbTpayyBcTautensbHoe onpegenenve PHK BI'C (Hepatitis C | CbiBopoTka kpoBu Kay nob5 3,080
Virus (HCV) RNA, Ultrasensitive PCR)

1688 Bupyc renatuta C PHK, reHoTunupoBaHue 6 rerotmnos (1a,1b,2,3a,4,5a,6) KpoBb Kay no7 2,330

7644G1 MyTtauum nekapctBeHHow pesncteHTHocT NS3, NS5A 1 NS5B pernoHos reHoma Bupyca |Kposb Kau no 11 8,590
renatuta C (ons reHotvnos 1a, 1b)

7644G3 MyTtauum nekapctBeHHow pesncteHTHocT NS3, NS5A 1 NS5B pernoHos reHoma Bupyca |Kposb Kau no 11 8,590

renatuta C  (ans reHotuna 3)

11.16. l'enatut D BupycHas nHdekums (Bupyc renaturta D, Hepatitis D Virus, HDV)

K - ko3adhpmumMeHT NO3MTUBHOCTH




1268 AHTuTEna kracca IgM k Bupycy renatuta D (Anti-HDV IgM) CblBOpOTKa KPOBM Kay 0o 6 865

1269 AnTtutena knaccos IgM n IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + CbIBOpOTKa KpOBU KAY-+KT1 no 6 865
IgM))

325CB Bupyc renatuta D, onpegenerune PHK B cbiBopoTke kposu (HDV RNA, Serum)* CbIBOpPOTKa KPOBM Kay 0o 2 775

11.17. 'enatut E BupycHasa nHdekuus (Bupyc renatuta E, Hepatitis E Virus, HEV)

KN - koadhbuumMeHT NO3UTUBHOCTU

227 AHTUTEna krnacca IgM k Bupycy renatuta E (Anti-HEV IgM) CblBOpPOTKa KPOBM KAY+KT 0o 5 1,020

228 AHTuTEna knacca IgG k Bupycy renatuta E (Anti-HEV 1gG) CbIBOpPOTKa KPOBM KAY+KT 0o 5 1,105

11.18. l'enatut G BupycHas nHdekums (Bupyc renatuta G, Hepatitis G Virus, HGV)

326CB |Bv|pyc renatuta G, onpegenenne PHK B cbiBopoTke kposu (HGV RNA, Serum)* CbIBOpPOTKa KPOBM Kay 0o 2 795

11.19. l'epnec (repnec-Bupychbl YenoBeka 1 n 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)

122 AHTuTEna knacca IgG k Bupycy npoctoro repneca 1 u 2 tunoB (Anti-HSV-1, 2 IgG) CblBOpPOTKa KPOBM MKon 1 575

1222 AHTuTena knacca IgG k Bupycy npoctoro repneca 1 Tuna (Anti-HSV-1 1gG) CblBOpOTKa KPOBM MKon no 2 925

1223 AHTuTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 IgG) CbIBOPOTKa KPOBM MKon 0o 2 740

123 AHTUTENa Kkrnacca IgM k Bupycy npoctoro repneca 1 n 2 Tunoe (Anti-HSV-1, 2 IgM) CblBOpPOTKa KPOBM Kay no 2 615

4AVHSV AsugHocTb Anti-HSV IgG CbIBOpOTKa KPOBM MKon 0o 6 950

3098nT "epnecBupyc 1 n 2 Tunos, onpegenexune OHK B Bbinote (HSV-1, 2 DNA, Exudate)* BbInoTbl Kay no 2 320

309rn3 I'epnecsupyc 1 n 2 Tunos, onpeaenexune HK B cockobe anutennanbHbIX KNeTok Cockob Kay no 2 320
KoHBbIOHKTMBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

309kox 'epnecsupyc 1 n 2 Tunos, onpeaenexune JHK B cockobe anuTenumanbHbIX KIETOK KOXn Cockob Kay no 2 320
(HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

309mouM "epnecBupyc 1 n 2 Tunos, onpeaenexune AHK B moye (HSV-1, 2 DNA, Urine)* Moua Kay no 2 320

309Hoc 'epnecsupyc 1 n 2 Tunos, onpeaenexune AHK B cockobe anutennanbHbIX KNeTok Cockob Kay no2 320
cnuancton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

309pot 'epnecsupyc 1 n 2 Tunos, onpeaenexune HK B cockobe anutenmanbHbIX KNeTok Cockob Kay no 2 320
potornotkn (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

309cB 'epnecsupyc 1 n 2 Tvnos, onpegenexne [JHK B cbiBopoTke kposm (HSV-1, 2 DNA, CbIBOpOTKa KpOBU Kau no 2 570
Serum)*

309cnH "epneceupyc 1 n 2 Tunoe, onpegenenve AHK B cntoHe (HSV-1, 2 DNA, Saliva)* CntoHa Kay 0o 2 320

309cmx 'epnecsupyc 1 n 2 Tunos, onpeaenexune AHK B cnnHHomosroson xugkoctu (HSV-1, 2 CnuHHOMO3roBas XUakocTb Kay no2 320
DNA, Cerebrospinal Fluid)*

309cn I'epnecsupyc 1 n 2 Tvnos, onpegenexne [JHK B cekpete npoctarhbl, askynsate (HSV-1,2 | CekpeT npocTathl; QSKynsaT Kau no 2 320
DNA, Prostatic Fluid, Semen)*

309ypo I'epnecsupyc 1 n 2 Tunos, onpeaenexune JHK B cockobe anutenuanbHbIX KNeTok Cockob Kay no 2 320
yporeHuTansHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)*

3090BnT I'epnecsupyc 1 n 2 Tunos, onpegenexune [HK B Buinote, Tunuposanne (HSV-1, 2 DNA, |Bbinotsl Kau no 2 455
Exudate, Typing)*

3090rn3 'epnecsupyc 1 n 2 Tunos, onpeaenexune JHK B cockobe anutenmanbHbIX KNeTok Cockob Kay no 2 455
KOHBIOHKTMBBI, TUNNpoBaHne (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells,
Typing)*

3090kox 'epnecBupyc 1 n 2 Tunoe, onpeaenexHne AHK B cockobe anuTenuanbHbIX KIETOK KOXW, Cockob Kay no 2 455
TunupoBaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*

3090moy 'epnecsupyc 1 n 2 Tvnos, onpegenexune HK B moye, Tunuposanve (HSV-1, 2 DNA, Moya Kau no 2 455
Urine, Typing)*

3090H0C 'epnecsupyc 1 n 2 Tunos, onpeaenexune JHK B cockobe anutenmanbHbIX KNeTok Cockob Kay no 2 455

cnuamncTon Hoca, TunupoBanne (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*




3090pot 'epnecsupyc 1 n 2 Tunos, onpeaenexune HK B cockobe anutennanbHbIX KNeTok Cockob Kay no 2 455
poTornotkuy, Tunuposanve (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*

3090ce I'epnecsupyc 1 n 2 Tunos, onpegenexne [JHK B cbiBopoTke kposm, TunmposaHne (HSV- | CbiBOpoTKa KpoBM Kau no 2 655
1, 2 DNA, Serum, Typing)*

3090cnH 'epnecsupyc 1 n 2 Tunos, onpegenexne AHK B cnitoHe, Tunuposanune (HSV-1, 2 DNA, |CnioHa Kau no 2 455
Saliva, Typing)*

3090cmx 'epnecsupyc 1 n 2 Tunos, onpeaenexHne JHK B CMIMHHOMO3roBOM XUAKOCTH, CnMHHOMO3roBas XXMaKoCcTb Kay 0o 2 455
TunupoBaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*

3090cn 'epnecsupyc 1 n 2 Tunos, onpeaenexune AHK B cekpeTe npocTartkl, asKynsTe, Cekpet npocTtatbl; IsaKynsaT Kay no 2 455
TunupoBaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

3090ypo I'epnecsupyc 1 n 2 Tunos, onpeaenexune JHK B cockobe anutenuanbHbIX KNeTok Cockob Kay no 2 455
yporeHuTanbHoro Tpakta, TunupoBaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial
Cells, Typing)*

11.20. l'epnec-Bupyc Yyenoseka 6 Tuna (Human herpesvirus 6, HHV-6)

KN - koadhbmumMeHT NO3UTUBHOCTU

276 AHTuTEna krnacca IgG k repnecsupycy Yenoseka 6 Tuna (Anti-HHV-6 IgG) CbIBOpOTKa KPOBM KAY+KT 0o 5 750

352BnT "epnecBupyc 6 Tuna, onpegenenve OHK B Bbinote (HHV-6 DNA, Exudate)* BbinoTbl Kay no 2 320

352kp "epnecBupyc 6 Tuna, onpegenenve OHK B BeHo3HoM kpoBu (HHV-6 DNA, Blood)* Kay -

352mo4 "epnecBupyc 6 Tuna, onpegenenne OHK B move (HHV-6 DNA, Urine)* Moua Kay no 2 320

352Hoc 'epnecBupyc 6 Tuna, onpegenenne OHK B cockobe anutenmanbHbIx KNeTok cnusucton | Cockob Kay no2 320
Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)*

352por epnecBupyc 6 Tuna, onpegenerne OHK B cockobe anutenmanbHbIX KNEToK potornotkn | Cockob Kay no 2 320
(HHV-6 DNA, Scrape of Faucial Epithelial Cells)*

352cB "epnecBupyc 6 Tvna, onpeaenexme OHK B cbiBopoTke kpoeu (HHV-6 DNA, Serum)* CbIBOPOTKa KPOBM Kay 0o 2 570

352cnH "epnecBupyc 6 Tuna, onpegenexdne OHK B cnitoHe (HHV-6 DNA, Saliva)* CntoHa Kay 0o 2 320

352cmx 'epnecsupyc 6 Tuna, onpeaenenve IHK B cnmHHomosrosow xuakoctn (HHV-6 DNA, CnnHHOMO3roBas XuaKoCTb Kau no 2 320
Cerebrospinal Fluid)*

352cn 'epnecBupyc 6 Tuna, onpegenerne OHK B cekpete npoctartsl, askynste (HHV-6 DNA, Cekpet npocTtathbl; IsaKynsaT Kay no2 320
Prostatic Fluid, Semen)*

352ypo 'epnecupyc 6 Tuna, onpegenexne OHK B cockobe anutenmanbHbIX KNETok Cockob Kay no 2 320
yporeHuTansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*

11.21. l'epnec-Bupyc Yenoseka 8 Tuna (Human herpesvirus 8, HHV-8)

KN - koadhbmumMeHT NO3UTUBHOCTU

277 [ AHTuTena knacca IgG k repnecsupycy yenoeeka 8 Tuna (Anti-HHV-8 IgG) CbIBOpPOTKa KPOBM KAY+KT no5 950

11.22. ToHopes (roHokokkK) (Neisseria gonorrhoeae)

306rn3 "oHokokk, onpegeneHve JHK B cockobe anuTenuanbHbIX KNETOK KOHbIOHKTUBBI Cockob Kay 0o 2 320
(Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

306mou "oHokokk, onpegeneHne OHK B modye (Neisseria gonorrhoeae, DNA, Urine)* Moua Kay 0o 2 320

306npk "oHokokk, onpegenenve HK B cockobe anuTenuanbHbIX KNETOK CAM3UCTON NpsiMon Cockob Kay 0o 2 320
kmwikm (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

306pot "oHokokk, onpegeneHve HK B cockobe anuTenuanbHbIX KneTok potornotku (Neisseria Cockob Kay no2 320
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

306¢cuH ["oHokokk, onpegenenne JHK B cuHoBmnanbHou xuakoctn (Neisseria gonorrhoeae, DNA, | CuHOBManbHas XuaKocTb Kay 0o 2 520
Synovial Fluid)*

306cn "oHokokk, onpegenenve OHK B cekpeTe npocTartsl, askynate (Neisseria gonorrhoeae, Cekpet npocTtatbl; IsaKynsaT Kay no 2 320

DNA, Prostatic Fluid, Semen)*




306ypo "oHokokk, onpegenenve OHK B cockobe anuTenuanbHbIX KNETOK yporeHuTanbHoro Tpakta | Cockob Kay no 2 320
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*
449 Moces Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpefeneHue YyBCTBUTENBHOCTU K | CekpeT npocTtatkl; Coaepxvmoe |Kauy no7 855
aHTMMKKpOoBHbIM npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification |nonoctu matku; Cockob;
and Antibiotic Susceptibility Testing) CycTaBHas XuaKoCTb; JAKynaT;
AcuuTuyeckas xmakocTb;
Jlnksop; OTaensiemoe rnasa;
OTgensiemoe NonoBbix OPraHoB;
11.23. 'punn (Influenza)
489 WHdnoerHua A+b (Influenza A+B, rpunn), aHTureHHbin TecT (Influenza A+B. One Step OTtpensiemoe Hoca; Kau 1 1,130
Rapid Immunochromotographic Assay) OTgensiemoe HOCOrNoTKY;
11.24. Oemopekos (knew gemoaekc, Demodex folliculorum, Demodex brevis)
250 ViccnepoBaHme Ha Hann4yme knewa aemoaekc (Demodex folliculorum, Demodex brevis) Copepxumoe rHomHuka; Cockob |Kau 1 465
240 ViccnepgoBaHue Ha Hanundre knewa gemoaekc (Demodex folliculorum, Demodex brevis) PecHuubl; CMeLLaHHbI Kay 1 465
11.25. AnseHTepumsa amebHasn, amebumas (Entamoeba histolytica)
KN - koadhbuumMeHT NO3UTUBHOCTU
235 AnTutena knacca IgG k aHTureHam guseHtepuiiHoin amebbl (Anti-Entamoeba histolytica | CbiBopoTka kposu KAY-+KT1 no 3 875
19G)
11.26. [inseHTepun 6akTepmansHas, wurennes, wurennsl (Shigella flexneri, Shigella sonnei)
280 PIrA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) CblBOpOTKa KPOBM MKon no4 420
281 PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) CblBOpPOTKa KPOBM MKon no4 420
282 PIIA ¢ Shigella sonnei (Shigella sonnei, IHA) CblBOpPOTKa KPOBM MKon no4 420
437YTM [MoceB Ha MaToOreHHyo 1 YCNOBHO-NATOreHHyo Mykpodnopy kuweyHnka (Stool Culture, Kan; PekTanbHbin Ma3ok MKon nob 1,210
Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification)
437YTIM-A [MoceB Ha NaToOreHHyo 1 YCNOBHO-NATOreHHy0 MUKPOMNopy KULLeYHKKa ¢ onpeaenexdnem |Kan; PektanbHbin Masok MKon no7 1,400
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam (Stool Culture, Pathogenic Intestinal
and Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic
Susceptibility Testing)
437YTIM-® [MoceB Ha MaToreHHyo 1 YCNOBHO-NATOreHHyo MUKPOMopy KULeYHKKa ¢ onpeaenedneM |Kan; PektanbHbin masok MKon no7 1,490
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam u bakrtepuodparam (Stool Culture
with Bacteria Identification and Antibiotic+Bacteriophage Susceptibility Testing)
457-M MoceB Ha naTtoreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp., Shigella spp.). |Kan; PektansHbin masok Kau no 6 1,030
Bacteria Identification)
457-A [MoceB Ha NaToreHHyto KuLeyHyto rnopy, onpeaeneHne YyBCTBUTENbHOCTY K Kan; PexkTanbHbin ma3ok Kau no 6 1,030
aHTUMKKPOOGHBLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria
Identification and Antibiotic Susceptibility Testing)
457-® [MoceB Ha NaToreHHyto KuLeyHyto rnopy, onpeaeneHne YyBCTBUTENbHOCTY K Kan; PexkTanbHbin ma3ok Kau no 6 1,225
aHTMMUKPOBHBLIM Npenapartam n baktrepuodaram (Stool Culture, Salmonella spp., Shigella
spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
11.27. Oudbrepusn (andrepuiHas nanoyka) (Corynebacterium diphtheriae)
855 AHTuTena knacca IgG k gudtepuinHomy aHatokcuHy (Anti-Diphtheria Toxoid 1gG) CblBOpOTKa KPOBM Kon 0o 5 1,105
469 Moces Ha andbTepuio (Corynebacterium diphtheriae Culture) Maszok; OTgensiemoe Hoca; Kay no6 750

OT1aensiemoe HOCOrnoTKu;
Otgensiemoe nNasyxu;




11.28. UepcuHum (MepcruHmno3, nceBaoTybepkynes) (Yersinia enterocolitica)

K - ko3adhprumeHT NO3UTUBHOCTH

238 AHTuTEna kracca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) | CbiBopoTKa kpoBu KAY+KT no3 750

239 AHTuTena knacca IgG k aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica CblBOpPOTKa KPOBM KAY+KT no3 750

460 Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcrnHnos, onpegenexvne Kan Kay no 13 1,350
YyBCTBUTENBHOCTU K aHTUMMKPOGHBLIM npenapatam (Yersinia enterocolitica, Stool Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

286 PIIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) CbIBOPOTKa KPOBM MKon no 4 420

284 PIIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3, IHA) CbIBOPOTKa KPOBM MKon no 4 420

285 PIIA ¢ Yersinia enterocolitica cepotna O:9 (Yersinia enterocolitica O:9, IHA) CbIBOpPOTKa KPOBM MKon no4 420

11.29. Kamnuno6akTepuro3s, kamnunob6aktep (Campylobacter spp.)

461 Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp., Stool Kan Kay no6 1,350
Culture. Bacterial Identification)

11.30. Kangnpos, kaHgmpa (Candidiasis, Candida)

KN - koachhbuumeHT NO3UTUBHOCTU

254 AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) CbIBOPOTKa KPOBM KAY+KT 0o 5 965

6617 MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG ) CbIBOpOTKa KPOBM Kon 0o 5 655

344BnT Kangnaa, onpenenenune [1HK B Boinote (Candida albicans, DNA, Exudate)* BbInoTbl Kay no 2 320

344xox Kanonga, onpenenexune [IHK B cockobe anutenuanbHbix knetok koxu (Candida albicans, |Cockob Kay no 2 320
DNA, Scrape of Skin Epithelial Cells)*

344mouM Kanguaa, onpenenenve [IHK B moye (Candida albicans, DNA, Urine)* Moua MKon 0o 2 320

344npk Kananga, onpenenexve JHK B cockobe anutenuanbHbiX KNETOK CIIM3NCTOM NPsiMOoi Cockob Kay 0o 2 320
kmwikm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

344por Kananga, onpeneneHve HK B cockobe anutenuanbHbix knetok porornotkn (Candida Cockob Kay no 2 320
albicans, DNA, Scrape of Faucial Epithelial Cells)*

344cnH Kanguaa, onpenenerve [HK B cntoHe (Candida albicans, DNA, Saliva)* CntoHa Kay 0o 2 320

344cn Kananaoa, onpenenexue [IHK B cekpete npocTarhl, askynsate (Candida albicans, DNA, CekpeT npocTtatbl; IsaKynsaT MKon no2 320
Prostatic Fluid, Semen)*

344ypo Kanonga, onpenenexune [IHK B cockobe anuTenuanbHbIX KNETOK yporeHuTanbHoro Tpakta |Cockob MKon no 2 320
(Candida albicans, DNA, Scrape of Urogenital Epithelial Cells)*

3116 Kangmpa (Candida albicans, Candida crusei, Candida glabrata), onpegenexne OHK Kay - -
(Candida albicans, Candida crusei, Candida glabrata, DNA)*

3021 KaHngmpos, ckpuHuHr 1 Tunmpoanmve (Candidiasis, Screening and Typing) Cockob MKon 0o 3 1,000

3023 Kanangos, ckpunHuHr (Candidiasis, Screening ) Cockob MKon no3 385

3024 Kangmpos, TunupoBaHue (Candidiasis, Typing) Cockob MKon 0o 3 720




442 Moces Ha gpoxoxkenonobHble rpubsbl (popos Candida, Cryptococcus) ¢ onpegeneHveMm Jkceynar; IakynaT; Kay no6 765
YyBCTBUTENBHOCTU K aHTUMMKOTMYeCKMM npenapatam (Yeast Culture. Identification and | Cogepxumoe nHdpuneTpara;
Antimycotic Susceptibility testing) CopepxunmMoe nonocTn marku;
Copepxwumoe yxa; Cockob;
CycTaBHas X1aKoCTb;
TpaHccyaart; Otaensiemoe
paHbl; OTaensiemoe poTornoTKY;
MneBpanbHas XuaKoCcTb;
[MpoMbIBHbIE BOAbLI OPOHXOB;
Cekpet npocTatbl; Cogepxumoe
abcuecca; HaszoTpaxeanbHbin
acnupar; OTaensiemoe rnasa;
OTtpensiemoe Hoca;
OTnengemoe HOCOrnOTKU®
11.31. KnewweBon 3HuedanuT, BUpyc kneuesoro 3Huedanura (Flavivirus, Tick-borne encephalitis
virus)
* He06X04MUM 3aKa3 AOMOJIHUTENbHbIX TECTOB
267 AnTuTena knacca IgG k Bupycy knewesoro aHuedanuta (Anti-Tick-borne Encephalitis ChbIBOpOTKa KpPOBU Kon no 6 595
Virus (TBEV) IgG)
268 AnTutena knacca IgM k Bupycy knetuesoro sHuedanuta (Anti-Tick-borne Encephalitis ChbIBOpOTKa KpPOBU Kau no 6 750
Virus (TBEV) IgM)
410 JlabopaTtopHoe nccnenoBaHve Krela ansi BbIIBEHNS aHTUreHa BUpyca KrneLeBoro Knew Kay no 2 570
aHuedanuta (Detection of pathogen antigen in ticks: Tick-borne encephalitis virus
46/ JTabopaTtopHoe MccnenoBaHve Knela ansi BbISIBMEHNS BUPYCa KreLeBoro sHuedanuta n |Knewy, Kay no5 1,185
[HK Borrelia burgdorferi (Detection of pathogen antigen/DNA in ticks: Tick-borne
encephalitis virus (TBEV), Borrelia burgdorferi s. )
340 Wcenepoeanwe knewa Ha OHK Anaplasma phagocytophilu® - -
391 WccnepgosaHue knewa Ha Ehrlichia muris, Ehrlichia® - -
11.32. Knoctpuanos, nceegomemopaHo3Hbin konut (Clostridium difficile)
462 Moces Ha knoctpuamu (Clostridium difficile, ncesgomembpanosHbii konut) (Clostridium | XKenub; Kan Kau no7 1,360
difficile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
486/479 PaspenbHoe onpegenexmne TokcuHa A n TokcmHa B Clostridium difficile B kane, Kan Kay 0o 2 1,235
aHTureHHbI TecT (Toxin A and B Clostridium difficile. One step rapid
11.33. Kokniow (Bordetella pertussis, Whooping Cough)
KN - koadhbmumMeHT NO3UTUBHOCTU
247 AHTuTEna kracca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) CblBOpOTKa KPOBM KAY+KT 0o 5 1,105
245 AHTuTena kracca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) CblBOpOTKa KpOBM KAY+KT 0o 5 1,105
246 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis 1gM) CblBOpOTKa KPOBM Kay no5 1,105
470 Moces oTrgensiemoro potornoTku Ha 6opaeTtennel (Bordetella pertussis/parapertussis, OTpensiemoe poTornoTKM Kay no6 1,185
Kokntoww/napakoknioww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture.
Bacteria Identification)
3319 OundbdepeHumpoBaHHoe BbisiBneHve JHK Bordetella species: Bordetella pertussis Cockob Kay no4 825

(Bo3byauTens kokntowia) u Bordetella bronchiseptica (Bo3byautens 6poHxocenTtnkosa) B
cockobe anuTenmanbHbIX KIETOK CAIM3UCTON poTornoTkn u/vnu Hocornotku (Differentiated
detection of DNA Bordetella spp.: Bordetella pertussis (pertussis pathogen) and
Bordetella bronchiseptica (bronchosepticosis pathogen) in a scraping of the oropharynx
and or nasopharynx)




11.34. KopoHaBupycHas nHdekuus (Coronavirus disease 2019, COVID-19)

1637 AHnTuTena k kopoHasupycy SARS-CoV-2 (HykneokancugHomy 6enky), IgG, 36601t (Anti- | CbiBOpPOTKa KPOBK Kau+KT1 1 800
SARS-CoV-2 (nucleocapsid protein), IgG, Abbott)

1641 AHTUTENa K KopoHaempycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) CblBOpPOTKa KPOBM Kay no 2 800

16411 AHTUTENa K KopoHaempycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) CblBOpOTKa KPOBM Kay - -

1642 AHTUTENa K KopoHaeumpycy SARS-CoV-2, IgG (anti-SARS-CoV-2, I1gG) CblBOpPOTKa KPOBM Kay no 2 800

16422 AHTUTENa K KopoHaeumpycy SARS-CoV-2, IgG (anti-SARS-CoV-2, I1gG) CblBOpPOTKa KPOBM Kay - -

1641/42 AHTUTENa K KOpoHaBupycy SARS-CoV-2, IgM n IgG CblBOpPOTKa KPOBM Kay no 2 1,500

1641/37 AHTUTENa K KOpoHaempycy SARS-CoV-2, IgM v IgG (B 1.4. onpeaenenue IgG - Abbott) CbIBOpPOTKa KPOBM Kay 0o 2 1,500

MuPKOBMA Koporasupyc SARS-CoV-2, onpenenenne PHK, ka4., B Ma3ke CO CIM3NCTON HOca 1 1,990
POTOIIOTKM, NMOMY4YEHHOM C NMOMOLLbK CUCTEMbI ANl CAMOCTOSITENbHOIO B3ATUSI

11.35. Kopb (Morbillivirus, Measles virus)

2500 AHTuTEna knacca IgG k Bupycy kopu (Anti-Measles 1gG) CbIBOpPOTKa KPOBM Kon no3 1,090

251 AHTUTEna knnacca IgM k Bupycy kopu (Anti-Measles IgM) CbIBOpPOTKa KPOBM Kay no3 965

11.36. KpacHyxa (Rubella virus)

84 AHTuTEna kracca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) CblBOpPOTKa KPOBM Kon 1 550

85 AHTUTENa Kkrnacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) CblBOpOTKa KPOBM Kay 1 730

1142 AHnTuTena knacca IgG k aHTMreHam Bupyca KpacHyxu, BbliBSieMble METOAOM CbiBOpOTKa KpOBU Kau no7 6,700
mmmyHobnottuHra (Anti-Rubella 1gG, Immunoblot )

3AVRUB AsungHocTb Anti-Rubella IgG CbIBOPOTKa KPOBM MKon 0o 6 1,340

338CB Bupyc kpacHyxu, onpegenenve HK B cbiBopoTke kpoBu (Rubella Virus, DNA, Serum)* CbIBOPOTKa KPOBM Kay 0o 2 785

11.37. Kpuntocnopuanos, BogsH1cTasa guapes (kpuntocnopuauun napBym) (Cryptosporidium parvum)

482 KpunTtocnopuanu napsym (Cryptosporidium parvum), AvapeniHblii CUHAPOM, aHTUreHHbin  |Kan Kau no 2 1,070
TecT (Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

11.38. llakTo6akTepumn, nakto6aumnnsl (Lactobacillus spp.)

345YPO JlakTobakTepun, onpegenermne IHK B cockobe anutenmanbHbIX KNEToK yporeHntansHoro | Cockob Kon no2 290
TpakTa (Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

11.39. lluctepmos, nuctepum (Listeria monocytogenes, Listeriosis)

3114mou Jluctepum, onpenenenvie OHK B mode (Listeria monocytogenes, DNA, Urine)* Moua Kay 0o 6 300

3114Ho0C Juctepum, onpenenenvie HK B cockobe anuTenuanbHbIX KNETOK CAM3NUCTON Hoca Cockob Kay no6 290
(Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

3114nn Jlnctepum, onpenenenve OHK B nnas3me kposu (Listeria monocytogenes, DNA, Plasma)* | Nna3ma kposu Kay 0o 6 280

3114port Jluctepum, onpenenenvie HK B cockobe anuTenuanbHbIX KNETOK poTornoTku (Listeria Cockob Kay no6 290
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

3114cuH Jlnctepun, onpepenenve [IHK B cuHosmanbHom xunakoctu (Listeria monocytogenes, CuHoBManbHas XuaKkocTb Kau no 6 520
DNA, Synovial Fluid)*

3114cmx Jluctepum, onpegenenve OHK B cnnHHOMO3roBow xwuakocTu (Listeria monocytogenes, CnMHHOMO3roBas XMaKocTb Kay 0o 6 300
DNA, Cerebrospinal Fluid)*

453 MNoceB ruHekonornyeckoro marepuana Ha nuctepum (Listeria monocytogenes, nuctepunos) | OTaensiemMoe NonoBbix opraHoBs; |Kau no7 855

(Listeria monocytogenes Culture. Bacteria Identification)

Cekpet npoctatbl; Cogepxumoe
MOJSIOCTU MAaTKWu; GHKVI'IHT




11.40. llam6nuno3s,nambnum (Giardia lamblia intestinalis)

K - ko3adhprumeHT NO3UTUBHOCTH

234 AnTtutena knaccos IgM, I1gG, IgA k aHTUreHam nam6nuin, cymmapHo (Anti-Giardia lamblia |CbiBopoTka kposu KAY-+KT1 no 3 675
IgM, 19G, IgA, Total)

483 Jlam6num (Giardia liamblia), gnaperHbin cuHapom, aHTureHHbIn TecT (Giardia liamblia. Kan Kay 0o 2 990
One Step Rapid Immunochromotographic Assay)

11.41. MeHuHrut, MeHnuHrokokk (Neisseria meningitides)

471 [MoceB Ha MEHUHIOKOKKM, onpeferneHne YyBCTBUTENbHOCTH K @HTUMUKPOGHBIM OTaensiemoe HOCOrfoTKM Kau no 6 760
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

11.42. Muko3bl (napasuTtapHbie rpubbl — aepmartocuTbl) (Skin and Nail Mycoses)

995HOI Mapa3sutapHblie rpmbbl, MMKpOCKOMMYECKOe uccneqoBaHue npod Horrew (Fungal Hortu Kau., no3 885
Infections of Nails) OnucatenbHbin

995KOX MapaauTapHble rpmbbl, MUKpockonmyeckoe nccnegosaHune npob koxu (Fungal Infections  |Koxa; Koxa v Bonocel Kau., no 3 885
of Skin) OnucatenbsHbin

1277KOXA Mwukpockonus 1 noces Ha napasuTtapHble rpubbl (koxa) (Parasitic Fungi, Microscopy and  |Koxa; Koxa v Bonocsl Kau., no 24 1,700
Culture (skin)) OnucatenbsHbin

1277HOI'TUN Mwukpockonus 1 noces Ha napasunTtapHble rpubbl (Hortu) (Parasitic Fungi, Microscopy and |Hortu Kau., no 24 1,700
Culture (nails)) OnucarenbHbin

11.43. MukonnasmeHHasi MHdekums, Mukonnasmo3s (Mycoplasma genitalium, Mycoplasma

pneumoniae, Mycoplasma hominis) (Mycoplasmosis, Mycoplasma Infection)

KN - koadhhbmumMeHT NO3UTUBHOCTU

302MO4 Mukonnasma (Mycoplasma hominis), onpeaenerne OHK B moye (Mycoplasma hominis, Moua MKon no 2 320
DNA, Urine)*

302CnN Mwukonnasma (Mycoplasma hominis), onpegenexune [JHK B cekpete npoctarhl, askynsate |CekpeT npocTartbl; QSKyNsaT MKon no 2 320
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

302YPO Mwukonnasma (Mycoplasma hominis), onpegenenvne [IHK B cockobe anutennanbHbix Cockob MKon no 2 320
KINEeToK yporeHuTanbHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital
Epithelial Cells)*

308MOY4 Mukonnasma (Mycoplasma genitalium), onpegenexne JHK B moye (Mycoplasma Moua Kay no 2 320
genitalium, DNA, Urine)*

308cn Mukonna3sma (Mycoplasma genitalium), onpegenenne [JHK B cekperte npoctarbl, CekpeT npocTtatbl; IsaKynsaT Kay no 2 320
askynste (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

308ypo Mwukonnasma (Mycoplasma genitalium), onpegenexne JHK B cockobe anuTenunanbHbIx Cockob Kay no 2 320
KINeToK yporeHuTanbHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital
Epithelial Cells)*

347mvk Mwukonnasma (Mycoplasma pneumoniae), onpegenexune [JHK B mokpote (Mycoplasma MokpoTa Kau no4 785
pneumoniae, DNA, Sputum)*

347nn Mwukonnasma (Mycoplasma pneumoniae), onpegenexve IHK B nnasme kposu Mna3sma kposu Kau no4 500
(Mycoplasma pneumoniae, DNA, Plasma)*

347por Mwukonnasma (Mycoplasma pneumoniae), onpegenexne [IHK B cockobe anutenuansHeix | Cockob Kau no4 365
knetok porornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

347cnH Mwukonnasma (Mycoplasma pneumoniae), onpegenexne [IHK B cnitoHe (Mycoplasma CnioHa Kau no4 365
pneumoniae, DNA, Saliva)*

179/80 AHTuTena krnacco IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG) | CbiBopoTKa kpoBu KAY+KT 0o 5 1,190

179 AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) CblBOpOTKa KPOBM Kau., Monykor. 0o 5 595




180 AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) CblBOpOTKa KPOBM KAY+KT 0o 5 595

260 AHTuTEna krnacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis I1gA) CblBOpPOTKa KpOBM KAY+KT 0o 6 750

181/82 AHTuTena knacco IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae |CbiBopoTKa kpoBu KAY+KI no5 1,260
IgM, 19G)

181 AHTuTEna krnacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) CblBOpPOTKa KPOBM Kau., Monykon. nob 635

182 AHTuTena kracca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae 1gG) CbIBOpOTKa KpoBM KAY-+KT1 no5 635

1367 AHTuTena krnacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae I1gA) CblBOpPOTKa KPOBM KAY+KT 0o 5 625

1178 AHTuTena krnacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis I1gA) Kay - -

11.44. MukpoburoueHo3 yporeHutansHoro TpakTa (Urogenital Tract Microbiocenosis)

345YPO JlakTobakTepun, onpeagenermne IHK B cockobe anutenmanbHbIX KNEToK yporeHntanbHoro |Cockob Kon no 2 290
TpakTa (Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

396YPO Bakrepouapl, onpeneneHue JHK B cockobe anuTenuanbHbiX KNETOK yporeHUTanbHoro Cockob Kay no 2 290
TpakTa (Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

397YPO MobunyHkyc, onpegenexne [IHK B cockobe anuTennanbHbIX KNETOK YPOreHUTanbHoro Cockob Kau no 2 290
TpakTa (Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

380 CKpUHWHI MyKpodbriopel yporeHunTanbHoro Tpakta. ®emodoriop CkpuH. (UROGENITAL Cockob Kau., Kon. no5 2,830
TRACT MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

383CINb BoisiBnenne Bo3byautenen UMMM (7 + KBM), cockob anuTenmanbHbIX KIeTok Cockob Kau no 2 1,825
yporeHuTanbHoro TpakTa (ldentification of Sexually Transmitted Infections (STI)
Pathogens, Scrape of Urogenital Epithelial Cells)*

386 WccnenosaHne broueHosa yporeHnTansHoro Tpakta. emodrniop 8. (UROGENITAL Cockob Kau., Kon. no5 2,060
TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

372 WccnenosaHne buoueHosa yporeHuTansHoro Tpakta. Pemodonop 16. (UROGENITAL Cockob Kau., Kon. no5 2,915
TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16))

3020 MHBNO®INOP - komnnekcHoe nccneaoBaHne MUKPOMopbl yporeHMTanbHoro Tpakra Cockob Kau., Monykon. no 3 3,590
(INBIOFLOR - Comprehensive Study of Microflora Composition of Urogenital Tract

3025 BoisieBnenve Bo3byagutenen UMMM (4 + KBM): onpenenenve [IHK Chlamydia trachomatis, |Cockob Kau no 3 1,290
Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoBeka
(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis
DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium
DNA, Human DNA )

3022 BakrepuanbHbit BarnHo3 (Bacterial Vaginosis, BV) Cockob Kon no3 1,735

3026 MHBNO®INOP - ycnoBHO-naToreHHbIe MUKOMasmbl YerioBeka (YporeHuTanbHbii Cockob MKon no 3 520
ckpuHuHr) (INBIOFLOR - Mycoplasma, Urogenital Screening)

3021 Kanangos, ckpuHuHr u Tunuposanuve (Candidiasis, Screening and Typing) Cockob MKon no3 1,000

3023 KaHngmpos, ckpuHuHr (Candidiasis, Screening ) Cockob MKon 0o 3 385

3024 Kangngos, Tunuposanuve (Candidiasis, Typing) Cockob MKon no3 720

3027 YCnoBHO-NaToreHHble MUKOMIasmbl, MOHUTOPUHT adbdpekTBHOCTM neveHns (Ureaplasma |Cockob MKon no 3 385
urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

3028 YCnoBHO-NaToreHHble MUKOMMIasmbl, MOHUTOPUHT adbdpekTBHOCTM nedeHns (Ureaplasma |Cockob MKon no 3 385
parvum) (Ureaplasma parvum, Effectiveness Monitoring of Treatments)

3029 YCnoBHO-NaToreHHble MUKOMMIasmbl, MOHUTOPUHT adbdpekTnBHOCTM nedeHns (Mycoplasma |Cockob MKon no 3 385
hominis) (Mycoplasma hominis, Effectiveness Monitoring of Treatments)

3150YPO AHngpodprop, nccnegosaHme MMKPOIOPbI YpOreHMTanbHoro Tpakta Myx4nH B cockobe | Cockob MKon no5 2,705

anuTenuanbHbIX KNETOK yporeHnTanbHoro Tpakta (Androflor®REAL-TIME PCR Detection
Kit, the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the
balanus, urethra)




3250YPO Angpodnop CkpuH, nccrnegoBaHe MUKPOnopbl YPOreHUTarbHOro TpakTa MyX4uH B Cockob MKon no5 1,895
cockobe anuTenmanbHbIX KNeTok yporeHnTansHoro Tpakta (Androflor® Screen REAL-
TIME PCR Detection Kit, the study of men’s urogenital tract microbiocenosis in the
epithelial scrapes from the balanus, urethra)
11.45. MobunyHkyc (Mobiluncus curtisii, M. mulieris)
397YPO MobunyHkyc, onpegenexne [JHK B cockobe anuTennanbHbIX KNETOK YPOreHUTanbHoro Cockob Kau no 2 290
TpakTa (Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)
11.46. OnucTopxo3 (kowaybsa ABYyYycTKa, Opisthorchis felineus)
KN - koadhbmumMeHT NO3UTUBHOCTU
230 | AHTuTena knacca IgG k aHTureHam onuctopxvca (Anti-Opisthorchis felineus IgG) CbIBOpPOTKa KPOBM KAY+KT1 no3 980
11.47. OcTpble Kuwe4Hble MHhekuum (Acute Intestinal Infections)
33111KAJl OHTeposupychl, onpegenenne PHK B kane (Enterovirus, RNA, Fecal) Kan Kay no3 510
33121KAN OcTpble kuweyHble nHdekumm, MLUP-CKpUHMHT BoCbMM BakTepuanbHbIX U BUPYCHBIX Kan Kau no 3 1,545
BO30yamMTEne ocTpbix kKuLeYHbIX Hdekumn B kane (Acute Intestinal Infections, PCR,
Fecal)
33122KAN OcTpble kuweyHble nHdekumm, MNMLUP-CKpuHMH TpéX BMpYCHBbIX BO3byauTenen, kan (Acute |Kan Kau no 3 1,215
Intestinal Infections, PCR, Fecal)
496NOR HOPOBUWPYC (Norwalk virus) - auapeviHblii CUHAPOM, BbISIBIIEHNE HOPOBMPYCa Kan Kau no 2 1,710
resorpynn | v Il B kane, ummyHoxpomatorpadms (Norwalk virus Gl , Gll, One step rapid
immunochromotographic assay, antigen, stool)
11.48. MNapakokniow (Bordetella parapertussis)
470 Moces oTrgensiemoro potornoTku Ha 6opaeTtennel (Bordetella pertussis/parapertussis, OTpensiemoe poTornoTKM Kay no6 1,185
Kokntoww/napakoknioww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture.
Bacteria Identification)
11.49. NapBoBupyc B19 (Parvovirus B19)
3324CB MapBoBupyc B19, onpegenenve OHK CblBOpPOTKa KPOBM Kay no4 330
3324POT MapBoBupyc B19, onpegenenve OHK Kay no4 330
3324CJ1H MapBoBupyc B19, onpenenenve OHK Kay no4 330
11.50. MapoTuTt anuaemunyeckun (Epidemic Parotitis, Mumps)
KN - koadhbmumMeHT NO3UTUBHOCTU
252 AHTuTEna krnacca IgG k Bupycy anugemmndeckoro napotuta (Anti-Mumps 1gG) CbIBOpPOTKa KPOBM KAY+KT 0o 6 965
253 AHTuTENa knacca IgM k Bupycy anMgemuyeckoro napotuta (Anti-Mumps IgM) CbIBOpPOTKa KPOBM Kay 0o 6 965
11.51. Nonuomumenurt (Anti-Poliovirus serotypes)
1664 |AHTI/ITeJ'Ia K BMpYcy nonvommenuta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, IgG) |CbiBOpoTka KpoBU Kon no 12 1,480
11.52. MNpocTenmne: guseHTepuiHasa ame6ba, nambnua, 6anaitnann (Entamoeba histolytica, Giardia
intestinalis, Balantidium coli)
159MNPO |AHan|/|3 Kana Ha npoctenwune (PRO Stool) Kan Kay 1 345
11.53. PecnupaTtopHo-cuHUMUTManbHasa MHeKLmMs (pecnnpaTtopHO-CUHLMTUANbHbIN BUPYC)
(Respiratory Syncytial Virus, RSV)
248 AnTutena knacca IgG k pecnmpartopHo-cuHuMTMansHoMy Bupycy (Anti-Respiratory CbIBOpOTKa KpOBU MKon no 6 965

Syncytial Virus (RSV) IgG)




249 AnTuTena knacca IgM k pecnupartopHo-cuHuMTUanbHoMy Bupycy (Anti-Respiratory CbiBOpOTKa KpOBU MKon no 6 965
Syncytial Virus (RSV) IgM)

11.54. PukkeTtcuos, Tud cobinHown (pukkercum) (Typhus, Rickettsia prowazekii)

283 PMIA ¢ cbinHOTUMhO3HLIM AnarHOCTUKyMOM pukkeTcumii MNMposadeka (Rickettsia prowazekii, | CbiBopoTka KpoBm MKon no4 420
IHA)

11.55. PotaBmupycHas nHdekuus (potaBupyc) (Rotavirus)

463 Portasupyc (Rotavirus), anapeiiHblii cuHapom, aHTureHHbIn TecT (Rotavirus Direct Kan Kau no 2 550
Detection by Latex Agglutination)

11.56. CanbMoHennbI (Tud 6prowHon, napartud, canbMmoHensnes, Salmonella spp.)

273 AHTuTena k Salmonella typhi, PIIA (Salmonella typhi Antibodies, IHA) CblBOpPOTKa KPOBM MKon no4 705

288 PITA ¢ Salmonella gr.A (Salmonella gr.A, IHA) CblBOpPOTKa KPOBM MKon no4 595

289 PIIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) CblBOpPOTKa KPOBM MKon no4 420

290 PIIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) CblBOpPOTKa KPOBM MKon no4 420

292 PITA ¢ Salmonella gr.D (Salmonella gr.D, IHA) CblBOpPOTKa KPOBM MKon no4 420

293 AHTuTena k Salmonella gr.E, PINICA (Salmonella gr.E Antibodies, IHA) CbIBOpPOTKa KPOBM MKon no4 420

287 PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) CblBOpOTKa KPOBM MKon no4 420

457-MN MoceB Ha naTtoreHHyto kueyHyto donopy (Stool Culture (Salmonella spp., Shigella spp.). |Kan; PektanbHbin masok Kau no 6 1,030
Bacteria Identification)

457-A [MoceB Ha NaToreHHyto KuLeyHyto rnopy, onpeaeneHne YyBCTBUTENbHOCTY K Kan; PexkTanbHbin ma3ok Kau no 6 1,030
aHTUMKKPOOGHBLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria
Identification and Antibiotic Susceptibility Testing)

457-® [MoceB Ha NaToreHHyto KuLeyHyto rnopy, onpeaeneHne YyBCTBUTENbHOCTY K Kan; PexkTanbHbin ma3ok Kau no 6 1,225
aHTMMUKPOBHBbIM Npenapartam n bakrepuodaram (Stool Culture, Salmonella spp., Shigella
spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

11.57. Cucpmnuc (Treponema pallidum, Syphilis)

69 Cudpunuc RPR — aHTukapamonunutosbin TecT (Syphilis RPR (Rapid Plasma Reagins), | CbiBopoTka KpoBm MKon 1 340
Anticardiolipin Test)

70 AnTtutena knaccos IgM 1 IgG k Treponema pallidum, cymmapHo (Anti-Treponema ChbIBOpOTKa KpPOBU Kau no 2 555
pallidum IgM, 1gG, Total)

221 AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) CblBOpOTKa KPOBM Kay 0o 6 1,020

1206 AnTtutena knacca IgM k Treponema pallidum, BbisBnsieMble METOAOM UMMYHOGNOTTMHIa | CbliBOPOTKA KPOBK Kau no7 2,340
(Anti-Treponema pallidum IgM, Immunoblot )

1205 AnTtutena knacca IgG k Treponema pallidum, BbisiBNsiemble METOAOM MMMYHOBMOTTUHIa | CbiBOPOTKA KPOBK Kau no7 2,340
(Anti-Treponema pallidum IgG, Immunoblot )

346rn3 BregHas TpenoHema, onpegenenve [IHK B cockobe anutenuanbHbIX KNETOoK Cockob Kau no 2 320
KOHBIOHKTUMBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*

346K0K BnenHas TpenoHema, onpegenerune IHK B cockobe anutenmanbHbIX KIETOK KOXn Cockob Kay no2 320
(Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)*

346MmoM BnenHas TpenoHema, onpegenenve OHK B moue (Treponema pallidum, DNA, Urine)* Moua Kay no 2 320

346014 BregHas TpenoHema, onpegenenve [IHK B otaensemom (Treponema pallidum, DNA, OTtpensiemoe Kau no 2 320
Secretion)*

346pot BnenHas TpenoHema, onpegenerne HK B cockobe anutenmanbHbIx KNeTok potornotkn | Cockob Kay no2 320

(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*




346¢B BrnegHas TpenoHema, onpeaenenve [IHK B ceiBopoTtke kposu (Treponema pallidum, DNA, |CbiBopoTka Kposu Kau no 2 520
Serum)*
346¢mx BnenHas TpenoHema, onpeagenerne OHK B cnmHHOMO3roBom xuakoctu (Treponema CnMHHOMO3roBas XMaKoCcTb Kay 0o 2 320
pallidum, DNA, Cerebrospinal Fluid)*
346¢n BregHas TpenoHema, onpegenenve [IHK B cekpete npocTathl, 3skynsTe (Treponema CexkpeT npocTarbl; J8KynaT Kau no 2 320
pallidum, DNA, Prostatic Fluid, Semen)*
346ypo BnenHas TpenoHema, onpegenerne HK B cockobe anutenmanbHbIX KNeTok Cockob Kay no 2 320
yporeHuTansHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital Epithelial
11.58. CtacdhmnokokkoBas nHoekums (ctadmnokokk 3onoTuctbin, Staphylococcus aureus)
468-1 MoceB Ha 30MOTUCTbIV CTaMIOKOKK (METULMIIINH-PE3NCTEHTHbIN 30M10TUCTbIN Masok; Otaensiemoe Hoca; Kau no 6 750
cradmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin- OTpensiemoe HOCOrMNOTKY;
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification) OTtgensiemoe nasyxu;
468-A MoceB Ha 30MOTUCTbIV CTaMIOKOKK (METULMIIINH-PE3NCTEHTHbIN 30M0TUCTbIN Masok; Otaensiemoe Hoca; Kau no 6 750
cradmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENbHOCTY K OTpensiemoe HOCOrNOTKY;
aHTMMKKPOBHbIM npenapatam (Staphylococcus aureus (Methicillin-Resistant OTtpensiemoe nasyxu;
Staphylococcus aureus — MRSA) Culture. Bacteria Identification and Antibiotic OTaensiemoe poTornoTKK
Susceptibility Testing)
468-P [MoceB Ha 30M0TUCTbIN CTAMIOKOKK (METULIMIIINH-PE3NCTEHTHBIV 30M10TUCTLIN Masok; OTaensiemoe HOCa; Kay 0o 6 2,330
ctadmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENbHOCTY K OTpensiemoe HOCOrMNOTKY;
pacLUMpeHHOMY CNeKTPY aHTUMUKPODHBIX npenapatoB (Staphylococcus aureus Otpensiemoe nasyxu;
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, OTaensiemoe poTornoTKn
Antibiotic Susceptibility, Enlarged Testing)
468- MoceB Ha 30MOTUCTbIV CTaMIOKOKK (METULMIIINH-PE3NCTEHTHbIN 30M10TUCTbIN Masok; Otaensiemoe Hoca; Kau no 6 990
cradmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENbHOCTY K OTpensiemoe HOCOrNOTKY;
aHTUMKKPOBHBLIM NpenapaTtam n 6akteprnodaram (Staphylococcus aureus (Methicillin- Otpensiemoe nasyxu;
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, Antibiotic OTaensiemoe poTornoTKn
Susceptibility and Bacteriophage Efficiency Testing)
459-1 Moces Ha 3onoTucThIn cTadmnokokk (Staphylococcus aureus) (Staphylococcus aureus Otpensiemoe Hoca; Kay nob5 750
Culture. Bacteria Identification) OT1aensiemoe HOCOrnoTKu;
OTtgensiemoe nasyxu;
459-A Moces Ha 30n0TMCTBIN cTadmnokokk (Staphylococcus aureus), onpegenexvne "Hol; MpyaHoe MoroKo; Kay no7 750
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam (Staphylococcus aureus Culture. Copepxumoe abeuecca;
Bacteria Identification and Antibiotic Susceptibility Testing) Copepxumoe nHdpunbTpara;
TpaHccynart; Skccynar; Kan;
OTtpensiemoe Hoca;
OTgensiemoe HOCOIMOTKY;
459-P Moces Ha 30n0TMCTBIN cTadmnokokk (Staphylococcus aureus), onpegenexne Hont; Copgepxmumoe abecuecca;  |Kau no7 2,330

YYBCTBUTENbHOCTU K PaCLLMPEHHOMY CNEKTPY aHTUMMKPOOHbIX Npenaparos
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)

Copepxumoe nHdpunbTpara;
TpaHccynart; Skccynart; Kan;
Otpensiemoe Hoca;
OT1aensieMmoe HOCOrnoTKu;
Otgensiemoe nNasyxu;




459-® Moces Ha 3onoTMCTBIN cTadmnokokk (Staphylococcus aureus, onpegenexHve "Hon; MpyaHoe mornoko; Karm; Kay no7 990
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM NpenapaTtam n 6akrepuodaram (Staphylococcus  |OTaensiemoe Hoca;
aureus Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage OTaensiemoe HOCOrNoTKY;
Efficiency Testing) Okccygart; OTaensemoe nasyxu;
Ortpensiemoe paHbl;
OTgensiemoe poTOrfoTKY;
11.59. Cton6Hsik (Tetanus)
876 |AHTI/ITeJ'Ia knacca IgG k ctonbHauHoMy aHaTokcuHy (Anti-Tetanus toxoid IgG) CbIBOpPOTKa KPOBM Kon 0o 5 1,105
11.60. CTpenTokokkoBas uHdekLus (cTpenTokokku rpynn A u B) (Streptococcus group A, B, S.
pyogenes, S. agalactiae) (Streptococcal Infection)
348mk CrtpenTokokk, onpegeneHne OHK B mokporte (Streptococcus spp., DNA, Sputum)* Mokpota Kay no 4 1,070
348nn Crpentokokk, onpegenerune OHK B nna3me kposu (Streptococcus spp., DNA, Plasma)*  |Mnasma kposu Kay no4 730
348pot CrpenTokokk, onpegenerne IHK B cockobe anutenmanbHbIX KIETOK POTOrMOTKM Cockob Kay no4 500
(Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*
348cnH CrtpenTokokk, onpeaeneHne OHK B cnitoHe (Streptococcus spp., DNA, Saliva)* CntoHa Kay no 4 500
466 [MNoceB Ha BeTa-remonnTUYECcKn CTPENTOKOKK rpynmnbl A (Streptococcus group A, OTpensiemoe poTornoTKM Kay no6 765
Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
466-A MNoceB Ha BeTa-remonUTUYECcKn CTPENTOKOKK rpynmnbl A (Streptococcus group A, OTpensiemoe poTornoTKM Kay no6 1,020
Streptococcus pyogenes), onpefeneHne YyBCTBATENbHOCTU K aHTUMUKPOBHBIM
npenapatam (Streptococcus pyogenes Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)
487 CTpenToKoKK rpynmnbl A, aHTUreHHbIN TecT (oTaensiemoe potornoTku) (Streptococcus OTpensiemoe poTornoTKU Kay 1 600
Group A. One Step Rapid Immunochromotographic Assay)
4541 MNoceB Ha BeTa-remonnTUYECKn CTPENTOKOKK rpynmnbl B (Streptococcus group B, Ortpensiemoe nonoBbIxX opraHoB  |Kad no6 855
Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification)
454-A MoceB Ha BeTa-remonUTUYECKAn CTPENTOKOKK rpynmnbl B (Streptococcus group B, Ortpensiemoe nonoBbIxX opraHoB  |Kau no6 1,070
Streptococcus agalactiae), onpegeneHvne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapatam (Streptococcus agalactiae Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)
488 CTtpenTokokk rpynmnbl B, aHTUreHHbIn TecT (Streptococcus Group B. One Step Rapid Ortpensiemoe nonoBbIxX opraHoB  |Kad no 2 990
Immunochromotographic Assay)
33103MJ1 HeBMOKOKK, onpenenenne [IHK B nnasme kposu (Streptococcus pneumoniae, DNA) [nasma kpoBu Kay no 4 730
33103CJ1H HeBMOKOKK, onpeaenenne OHK B crntoHe (Streptococcus pneumoniae, DNA) CntoHa Kay no 4 730
33103POT MHeBmokokk, onpeneneHne JHK B cockobe anuTenmnanbHbIX KNEToK POTOrNOTKA Cockob Kay no4 730
(Streptococcus pneumoniae)
33103MK HeBMOKOKK, onpeaenenne IHK B MmokpoTe (Streptococcus pneumoniae, DNA) Mokpota Kay no 4 730
11.61. CtpoHrunomngos (Strongyloides stercoralis)
1372 |AHTI/ITeJ'Ia knacca IgG k aHTureHam cTpoHrunomngosa (Anti-Strongyloides stercoralis IgG) | CbiBopoTKa kpoBm Kay 0o 3 1,020
11.62. T-numdoTponHbiv Bupyc (Deltaretrovirus, Human T-Lymphotropic Virus, HTLV)
1208 AnTtutena knacca IgG k T-numdoTponHomy Bupycy Yenoseka Tuna 1 1 2 Tunos (Anti- CbIBOpOTKa KpOBU Kau nob 865
HTLV-1, 219G )
11.63. Tokcokapo3 (Tokcokapa, Toxocara canis)
KN - koadhbuumMeHT NO3UTUBHOCTU
232 | AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara 1gG) CblBOpOTKa KPOBM KAY+KT no3 635




11.64. Tokconna3mos (Tokconnasma) (Toxoplasmosis,Toxoplasma gondii)

80 AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) CblBOpPOTKa KPOBM Kon 1 560

81 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) CblBOpPOTKa KPOBM Kay 1 730

1AVTOXO AsngHocTb Anti-Toxopl gondii IgG CblBOpPOTKa KPOBM MKon no 2 1,265

335801 Tokconnasma, onpegenexune OHK B Bbinote (Toxoplasma gondii, DNA, Exudate)* BbinoTbl Kay 0o 5 320

335cB Tokconnasma, onpegenerme JHK B cbiBopoTke kpoeu (Toxoplasma gondii, DNA, Serum)* | CbiBOpOTKa KpoBU Kay 0o 5 520

335cmx Tokconnasma, onpeaenenne JHK B cnnHHomo3sroeon xuakoctu (Toxoplasma gondii, CnnHHOMO3roBas XuaKoCTb Kau nob 320
DNA, Cerebrospinal Fluid)*

11.65. TpuxuHennes (TpuxuHenna, Trichinella spiralis)

KN - koadhbmumMeHT NO3UTUBHOCTU

233 |AHTI/ITeJ'Ia knacca IgG k aHTureHam TpuxuHenn (Anti-Trichinella IgG) CbIBOpPOTKa KPOBM KAY+KT no3 635

11.66. TpuxomoHuas (TpuxomoHaaa) (Trichomonas vaginalis, Trichomoniasis)

KN - koadhbmumMeHT NO3UTUBHOCTU

261 AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) CblBOpOTKa KPOBM KAY+KT 0o 6 750

307mou TpuxomoHaaa, onpeaenenne AHK B moye (Trichomonas vaginalis, DNA, Urine)* Moua Kay 0o 2 320

307cn TpuxomoHaaa, onpenenenne IHK B cekperte npocTtarthl, askynsite (Trichomonas CekpeT npocTtatbl; IsaKynsaT Kay no2 320
vaginalis, DNA, Prostatic Fluid, Semen)*

307ypo TpuxomoHaaa, onpegenenvne JHK B cockobe anuTenuanbHbIX KNETOK yporeHutanoHoro | Cockob Kay no 2 320
TpakTa (Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

11.67. Ty6epkynes (Mmkob6akTepumn Ty6epkynesa) (Mycobacterium Tuberculosis)

KN - koadhcbmumeHT NO3UTUBHOCTU

13210ET MmmyHonornyeckoe ncecnegoanue Ha M.tuberculosis metogom T-SPOT.TB (getn go 10 |Kposb Kay no4 5,800
nert) (T-SPOT TB - Interferon-Gamma Release Assays, IGRA (children under 10 years of
age))

1321B3P MmmyHonornyeckoe nccnegoaHue Ha M.tuberculosis metogom T-SPOT.TB (B3pocnble  |Kposb Kay no4 5,800
n getu ctapie 10 net) (T-SPOT TB - Interferon-Gamma Release Assays, IGRA (adults
and children of ten and over))

1266 AnTtutena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis, cymmapHo (Anti- CbIBOpOTKa KpOBU Kau no 3 1,775
Mycobacterium tuberculosis IgM, 1gA, 19G, Total)

341BnT MukobakTepun Tybepkynesa, onpeneneHue HK B Beinote (Mycobacterium tuberculosis, |Bbinotbi Kay no 2 320
DNA, Exudate)*

341mk MuikobakTepun Tybepkynesa, onpeaneneHue [JHK B mokpote (Mycobacterium tuberculosis, |Mokpota Kay no 2 765
DNA, Sputum)*

341MHC MukobakTepun Tybepkynesa, onpeaenexHne [JHK B MeHCTpyanbHOM KpoBU KneTku aHgomeTpus Kay no 2 320
(Mycobacterium tuberculosis, DNA, Menstrual Blood)*

341moM MukobakTepun Tybepkynesa, onpeaeneHue IHK B moue (Mycobacterium tuberculosis, Moua Kay no 2 320
DNA, Urine)*

341cB Mukobaktepun Tybepkynesa, onpeneneHue [IHK B ceiBopoTke kpou (Mycobacterium CblBOpOTKa KPOBM Kay no 2 520
tuberculosis, DNA, Serum)*

341cuH MwukobakTepun Tybepkynesa, onpeaenenve [IHK B cHOBUanbHOM X1aKoCTH CuHoBManbHas XuaKkocTb Kau no 2 520
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

341cmx MwukobakTepun Tybepkynesa, onpefenenve [IHK B CTMHHOMO3roBOw X1AKOCTH CnnHHOMO3roBas XuaKoCTb Kau no 2 320
(Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

341cn Mukobaktepun Tybepkynesa, onpeneneHue [IHK B cekpete npocTarhl, asKynsaTe CekpeT npocTtatbl; IsaKynsaT Kay no 2 320
(Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

1598 KBaHTMdepoHoBbI TecT QuantiFeron-TB KpoBb Kay no7 5,490




11.68. Ypeanna3mo3 (ypeanna3mbl) (Ureaplasmosis, Ureaplasma spp., Ureaplasma urealyticum,
Ureaplasma parvum)

KI - ko3adhcpmumeHT NO3UTUBHOCTH

264 AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 1gG) CbIBOPOTKa KPOBM KAY+KT 0o 5 750

265 AHTuTena kracca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) CblBOpPOTKa KPOBM KAY+KT 0o 5 750

303mou Ypeanna3wma (Ureaplasma urealyticum) (6nosap T-960), onpeaenexne JHK B moye Moua MKon no2 320
(Ureaplasma urealyticum (T-960), DNA, Urine)*

303cn Ypeannaama (Ureaplasma urealyticum) (6nosap T-960), onpenenexune [JHK B cekpete Cekpet npocTtatbl; IsaKynsaT MKon no 2 320
npoctartbl, 3skynsite (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

303ypo Ypeannaama (Ureaplasma urealyticum) (6uosap T-960), onpenenexue [JHK B cockobe Cockob MKon no 2 320
anuTenuanbHbIX KIMETOK yporeHutanbHoro TpakTa (Ureaplasma urealyticum (T-960),
DNA, Scrape of Urogenital Epithelial Cells)*

342MO4 Ypeannaama (Ureaplasma parvum), onpegenerue OHK B moue (Ureaplasma parvum, Moua MKon no 2 320
DNA, Urine)*

342cn Ypeannaawma (Ureaplasma parvum), onpegenenue OHK B cexpeTe npocTarthl, 35KynsaTe Cekpet npocTtatbl; IsaKynsaT MKon no 2 320
(Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

342ypo Ypeannaama (Ureaplasma parvum), onpegenerune HK B cockobe anutenmanbHbix Cockob MKon no 2 320
KIETOK yporeHunTansHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital

343mou Ypeannaama (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenve OHK B moue |Moua MKon no 2 320
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

343cn Ypeannaawma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexvne JHK B CekpeT npocTtatbl; IsaKynsaT MKon no 2 320
cekpeTe npocTarbl, askynsaTe (Ureaplasma urealyticum + Ureaplasma parvum, DNA,
Prostatic Fluid, Semen)*

343ypo Ypeannaawma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexvne JHK B Cockob MKon no 2 320
cockobe anuTenuanbHbIX KIETOoK yporeHmTansHoro Tpakta (Ureaplasma urealyticum +
Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

11.69. Xenuko6akTepHasa nHdekuus (xenukobakrep) (Helicobacter pylori)

KN - koadhbuumMeHT NO3UTUBHOCTU

133 AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) CbIBOPOTKa KPOBM Kon 1 595

176 AHTuTena kracca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) CblBOpPOTKa KPOBM Kon no5 905

177 AHTuTena kracca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) CblBOpPOTKa KPOBM KAY+KT 0o 5 940

258 AnTutena knacca IgG k Helicobacter pylori, BbisBnsiembie MeETOAOM UMMYHOGNOTTUHIA CbIBOpOTKa KpOBU Kau no7 3,670
(Anti-Helicobacter pylori IgG, Immunoblot)

259 AnTutena knacca IgA k Helicobacter pylori, BbisBnsiembie METOAOM UMMYHOBNOTTUHIA ChbIBOpOTKa KpPOBU Kau no7 3,670
(Anti-Helicobacter pylori IgA, Immunoblot)

1303HEL 1303HEL "*C-ypeasHbliii AbixatenbHbin TecT (**C-YAT, 13C-Urea Breath test, UBT). Mpobbl BbigbIxaemoro Bozayxa  |MKon no 6 2,285
BoisiBrieHue nHdekumm Helicobacter pylori

1303416 1303HEL "*C-ypeasHbliii AbixatenbHbin TecT (**C-YAT, 13C-Urea Breath test, UBT). MKon - -
BoisiBrieHne nHdekumm Helicobacter pylori

3158XE/J XenukobakTep nunopwu, onpegeneHve JHK B 6uontate cnm3ncTon xenyaka nunm BuonTar Kay nob5 610
nBeHaguarmnepcTHon kuwikm (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa
and/or Duodenum, PCR)

11.70. XnamuaunHas nHdekums, xnammamos (xnamuaum) (Chlamydiosis, Chlamydia Infection,

Chlamydia trachomatis, Chlamydophila pneumoniae)

KN - koadhbuumMeHT NO3UTUBHOCTU

105 AHTuTena krnacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gA) CblBOpOTKa KPOBM KAY+KT no3 685

106 AHTuTena krnacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG) CblBOpOTKa KPOBM KAY+KT no3 705




105/6 AnTtutena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia CbiBOpOTKa KpOBU KAY-+KT1 no 3 1,390
trachomatis IgA, 19G)

188 AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) CbIBOpPOTKa KPOBM Kay 0o 5 655

1495 AnTtutena knacca IgG k 6enky Tennosoro wwoka (BTLLI) Chlamydia trachomatis (Anti- CbIBOpOTKa KpOBU KAY-+KT1 nob 595
cHSP60 19G)

301BnT Xnamuausa (Chlamydia trachomatis), onpeaenenve IHK B Bbinote (Chlamydia Bbinotel Kau no 2 320
trachomatis, DNA, Exudate)*

301rn3 Xnamugumsa (Chlamydia trachomatis), onpeaenerne AHK B cockobe anutenuanbHbix Cockob Kay no 2 320
KINeToK KoHbOHKTUBEI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial

301mou Xnamugumsa (Chlamydia trachomatis), onpenenernue JHK B moye (Chlamydia trachomatis, |Moua Kay no 2 320
DNA, Urine)*

301npk Xnamugumsa (Chlamydia trachomatis), onpeaenerne AHK B cockobe anutennanbHbix Cockob Kay no 2 320
KINeToKk cnuanctor npsimon kuwku (Chlamydia trachomatis, DNA, Scrape of Rectal

301por Xnamugumsa (Chlamydia trachomatis), onpeaenernne AHK B cockobe anutennanbHbix Cockob Kay no 2 320
knetok porornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*

301cuH Xnamuausa (Chlamydia trachomatis), onpegenenve IHK B cuHoBuansHoM xuakocTn CuHoBManbHas XuaKkocTb Kau no 2 520
(Chlamydia trachomatis, DNA, Synovial Fluid)*

301cmx Xnamuausa (Chlamydia trachomatis), onpegenenve IHK B cIMHHOMO3roBoW >MAKOCTW CnnHHOMO3roBas XuaKocTb Kau no 2 320
(Chlamydia trachomatis, DNA, Cerebrospinal Fluid)*

301cn Xnamuausa (Chlamydia trachomatis), onpeaenenne [IHK B cekpete npocTathbl, askynsate  |CekpeT npocTarsl; QaKynat Kau no 2 320
(Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)*

301ypo Xnamugumsa (Chlamydia trachomatis), onpeaenerne AHK B cockobe anutenuanbHbix Cockob Kay no 2 320
KNeTok yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital
Epithelial Cells)*

183 AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) | CbiBopoTKa kpoBu KAY+KT 0o 5 750

184 AHTuTena krnacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae CblBOpOTKa KpOBM Kay 0o 5 645

185 AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae CblBOpPOTKa KPOBM KAY+KT 0o 5 645

349mk Xnamuawmsa (Chlamydia pneumoniae), onpeaenernune JHK B mokpote (Chlamydophila MoxkpoTa Kau no4 1,060
pneumoniae, DNA, Sputum)*

349nn Xnamuausa (Chlamydia pneumoniae), onpeaenenne JHK B nnasme kposu (Chlamydophila |Mnasma kposu Kau no4 730
pneumoniae, DNA, Plasma)*

349por Xnamugumsa (Chlamydia pneumoniae), onpegenenve JHK B cockobe anutenvanbHbIX Cockob Kay no4 560
knetok porornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

349cnH Xnamuausa (Chlamydia pneumoniae), onpeaenenne JHK B critore (Chlamydophila CnioHa Kau no4 560
pneumoniae, DNA, Saliva)*

1379 AnTutena knacca IgG k rnaBHomy 6ernky HapyxHon membpaHbl MOMP 1 AHtuTena ChbIBOpOTKa KpPOBU KAY-+KT1 nob 525
knacca IgG Pgp3 (membpaHoaccounmpoBaHHbIv nnasmugHbiv 6enok) Chlamydia
trachomatis

11.71. LluTomeranoBupycHas nHdeKLusa: BUpycC repneca yenoseka 5 tuna (uuromeranosupyc, LIMB)

(Cytomegalovirus, CMV, Cytomegalovirus Infection)

82 AHTuTEna knacca IgG k untomeranosupycy (Anti-CMV 1gG) CbIBOpPOTKa KPOBM Kon 1 570

83 AHTUTEna krnacca IgM k umtomeranosupycy (Anti-CMV IgM) CblBOpOTKa KPOBM Kay no 2 685

2AVCMV AsugHocTb Anti-CMV IgG CbIBOPOTKa KPOBM MKon 0o 2 1,420

2CMVIA AnTtutena knaccos IgM n IgG k uutomeranosupycy, onpegenexne asmgHoctn (Anti-CMV | CbiBopoTka Kposu Kon - -
IgM, 1g9G, Avidity)

310BnT LinTomeranosupyc, onpegenerne AHK B Beinote (CMV DNA, Exudate)* BbInoTbl Kay no 2 320




310rn3 Lintomeranosupyc, onpenenernne HK B cockobe anutenuanbHbiX KNETOK KOHbIOHKTUBLI | Cockob Kay no 2 320
(CMV DNA, Scrape of Conjunctiva Epithelial Cells )*

310Kk LinTomeranosupyc, onpeaenerune HK B cockobe anutenmanbHbIx KneTok koxu (CMV Cockob Kay no 2 320
DNA, Scrape of Skin Epithelial Cells)*

310kp LinTomeranosupyc, onpeaenenuve IHK B BeHo3Hon kposu (CMV DNA, Blood)* Kay -

310moM LinTomeranosupyc, onpegenerune HK B move (CMV DNA, Urine)* Moua Kay no 2 320

310HoC LinTomeranosupyc, onpenenernue HK B cockobe anutenuanbHbiX KNEToK CIIN3ncTomn Cockob Kay no 2 320
Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)*

310pot Lintomeranosupyc, onpeaenernne HK B cockobe anutenmanbHbIX KINETOK POTOrMOTKM Cockob Kay no 2 320
(CMV DNA, Scrape of Faucial Epithelial Cells)*

310cB Lintomeranosupyc,kadectseHHoe onpegenernne [JHK B cbiBopoTke kposn (CMV DNA, ChbIBOpOTKa KpPOBU Kau no 2 570
Serum)*

310cnH Lintomeranosupyc, onpeaenenve AHK B cntoHe (CMV DNA, Saliva)* CntoHa Kay 0o 2 320

310cmx LinTomeranosupyc, onpeaenerne OHK B cnmHHomosroson xugkoctn (CMV DNA, CnVHHOMO3roBas XUakocTb Kay no 2 320
Cerebrospinal Fluid)*

310cn LinTomeranosupyc, onpeaenerne IHK B cekpeTe npoctathl, askynste (CMV DNA, CekpeT npocTtatbl; IsaKynsaT Kay no 2 320
Prostatic Fluid, Semen)*

310ypo LinTomeranosupyc, onpeaenernne OHK B cockobe anutenmanbHbIX KNEToK Cockob Kay no 2 320
yporeHuTansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)*

3156 Lintomeranosupyc, konnyecteeHHoe onpeaenexne [IHK (Cytomegalovirus, DNA) B ChbIBOpOTKa KpOBU Kon no4 420
CbIBOPOTKE KPOBU

11.72. QHTEepo6MO3 (ocTpuLbl, Enterobius spp.)

1600CT VccnepoBaHme Ha 3HTepobros (siua ocTpuy), TamnoH (Enterobiasis, Swab) Cockob Kay 1 405

16010CT WccnepoBaHme Ha 3HTepobros (sirua octpuy), wnatenb (Enterobiasis, Spatula) Cockob Kay 1 395

11.73. AnwrenHa-bapp BupycHas nHdekums: BUpyc repneca YenoBeka 4 Tuna (sMpyc dniwurenHa-

'Bapp) (Epstein-Barr Virus, EBV, EBV Infection)

KN - koadhbuumMeHT NO3UTUBHOCTU

351BnT Bupyc SnwreliHa-bapp, onpegenenve OHK B Bbinote (EBV DNA, Exudate)* BbinoTbl Kay no 2 320

351kp Bupyc SnwreliHa-bapp, onpegenenve OHK B BeHo3HoM kpoBu (EBV DNA, Blood)* Kay -

351moM Bupyc SnwreiiHa-bapp, onpegenenve OHK B moye (EBV DNA, Urine)* Moua Kay no 2 320

351Hoc Bupyc SnwreliHa-bapp, onpegenenve JHK B cockobe anuTenuanbHbIX KNeToK Cockob Kay no2 320
cnuancton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

351por Bupyc SnwreliHa-bapp, onpegenenve JHK B cockobe anuTenuanbHbIX KNeToK Cockob Kay no2 320
potornotku (EBV DNA, Scrape of Faucial Epithelial Cells)*

351cB Bupyc OnwteitHa-bapp, kavyectseHHoe onpeaenenve [IHK B ceiBopoTke kposu (EBV CbIBOpOTKa KpPOBU Kau no 2 570
DNA, Serum)*

351crH Bupyc SnwreliHa-bapp, onpegenenve OHK B critoHe (EBV DNA, Saliva)* CnioHa Kay no 2 320

351cmx Bupyc OnweiiHa-bapp, onpeaenenve IHK B cnmHHomosrosow xuakoctn (EBV DNA, CnnHHOMO3roBas XuaKocTb Kau no 2 320
Cerebrospinal Fluid)*

351cn Bupyc OnwteiiHa-bapp, onpeaenenve [IHK B cekpete npoctartsl, asxkynate (EBV DNA, |CekpeT npocTatbl; QSKynsaT Kau no 2 320
Prostatic Fluid, Semen)*

351ypo Bupyc SnwreliHa-bapp, onpegenenve JHK B cockobe anuTenuanbHbIX KNeToK Cockob Kay no2 320
yporeHuTansHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial Cells)*

186 AnTuTena knacca IgM k kancmgHomy aHTUreHy Bupyca JnwrtenHa-bapp (Anti-EBV Viral  |CbiBopoTtka kposu Kon no 2 675
Capsid Antigens (VCA) IgM )

187 AnTutena knacca IgG k sgepHomMy aHTureHy Bupyca dnwTtenHa-bapp (Anti-EBV Nuclear |CbiBopoTka kposu Kon no 2 705

Antigen (EBNA) I1gG )




255 AnTuTena knacca IgG k paHHemy aHTuUreHy Bupyca dnwTeiHa-bapp (Anti-EBV Early CbiBOpOTKa KpOBU Kon no 2 775
Antigen (EA) IgG )

275 AnTuTena knacca IgG k kancugHomy aHTureHy Bupyca dnwiteviHa-bapp (Anti-EBV Viral  |CbiBopoTka kposu Kon no 2 940
Capsid Antigens (VCA) IgG )

3511 Bupyc OnwteitHa-bapp, konnvecteeHHoe onpeaenenne [IHK B cuiBopoTtke kposu (EBV | CbiBOpOTKa KpoBM Kon no4 420
DNA, Serum)*

11.74. AXNHOKOKKO3 (3XMHOKOKKMU, Echinococcus spp.)

KN - koachbmumMeHT NO3UTUBHOCTU

229 |AHTI/ITeJ'Ia knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus IgG) CbIBOpPOTKa KPOBM KAY+KT no3 1,020

11.75. wepuxmo3s (k1LeyHasi nanoyka, awepuxus, Escherichia coli)

485 WccnenoBaHue Ha kuwedHyto nanouky (Escherichia coli O157:H7, awepuxunos), Kan Kay no2 990
AnapelnHbI CUHAPOM, aHTUreHHbIn TecT (Escherichia coli O157:H7. One Step Rapid
Immunochromotographic Assay)

458-A Moces Ha kuwe4Hyto nanoyky (Escherichia coli O157:H7, awepnxnos), onpegenexve Kan Kay no6 1,070
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam (Escherichia coli 0157:H7 Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

458-® Moces Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepnxunos), onpegenexHve Kan Kay no6 1,295
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam n 6akrepunodaram (Escherichia coli
0157:H7 Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)

12. MUKPOBUOINOIMNMYECKUE UCCITEAOBAHUA: HECNELIM®UYECKUE BOCNAIUTENbHBLIE

3ABOJNIEBAHUA PA3JIMYHLIX JIOKATIU3ALIMA (Microbiological investigations)

*B cny4asx o6HapyXeHUsi HOpMaribHOW, CONYTCTBYOLLEN, YCMOBHO-NAaTOreHHOW B HU3KOM TUTpe

(=10*4 koe/Tamn., M11., FpaM.) N He MMeloLLEN AMAarHOCTUYECKOro 3HaYeHus ¢nopbl, onpeaeneHue

YyBCTBUTENILHOCTU K aHTUMUKPOOHBLIM nNpenapartam U 6aktepuocparam He npoBoauTcs. Y naumueHToB

Ao 16 neT ruHeKonornyeckme aHanu3bl 6epyTCA TONBLKO B NPUCYTCTBMM poauTenen. Mmetotcs

OorpaHu4eHus Mo B3ATUIO HEKOTOPbIX BUAOB GMoMaTtepuana B permoHax. YTouHsnuTe y

‘aAMUHMUCTPaTOpa MeAMLMHCKOro odmca.

12.1. Mukpobuonormuyeckue nccriegoBaHus: Hecneuuduryeckne BocnanutenbHble 3aboneBaHus

pasnuyHbix nokanusauum (Microbiological investigations)

*[NnA TecToB, NOMEYEHHbIX *, Heo6xoauma npobonoarotoeka (MUK).

MVKTC Mpo6onoarotoska (MUK) Bl s

456 [ncbakTepnos kuweyHuka (Stool Culture) Kan Kon 0o 10 1,500

456 (EKB) [ncbakTepnos kuweyHuka (Stool Culture) Kon - -

456-® [ncbakTepnos KuLLEeYHKKa, onpegerneHne YyBCTBUTENbHOCTH K 6akTeprodaram (Stool Kan Kon no 10 1,670
Culture. Intestinal Bacterial Overgrowth, Bacteriophage Efficiency Testing)

447 Mccnenosanve Ha GroLeHos Bnaranuiua, onpeaenexHne 4yBCTBUTENbHOCTY K OTtpensiemoe nonosbix opraHoB  |[MKon no7 1,845
AHTUMUKPOBHBIM M aHTUMUKOTUHECKUM MpenapaTam (C MUKPOCKONMUEN HAaTUBHOIO
npenapara, okpaLueHHoro no 'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of Smear))*




445 Muikpockonuyeckoe (bakTepuockonuyeckoe) UCCrefoBaHne Ma3ka, OKpaLLEeHHOro No Jkccyanar; dsakynat; Cekpet Kay no3 490
'pamy (Gram Stain. Bacterioscopic Examination of Smear) npoctatbl; Cogepxumoe
abcuecca; Conepxvmoe
nHcpunbTpara; Cogepxumoe
nonoctn matku; CyctaBHas
XnOKocTb; TpaHccyaar;
Otpensiemoe nasyxu;
OTpensiemoe NomnoBbIX OPraHoB.;
Ortpensiemoe paHbl;
OTpensiemoe poTOrnoTKY;
MneBpanbHas XuaKoCcTb;
[MpoMbIBHbIE BOALI OPOHXOB;
Nukeon: Masok: Moknota:
470 Moces oTrgensiemoro potornoTku Ha 6opaeTtennel (Bordetella pertussis/parapertussis, OTpensiemoe poTornoTKU Kay no6 1,185
Kokntoww/napakoknioww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture.
Bacteria Identification)
442 Moces Ha gpoxokenonobHble rpubsbl (popos Candida, Cryptococcus) ¢ onpegeneHveMm Jkceynar; IAkynarT; Kay no6 765
YyBCTBUTENBHOCTU K aHTUMMKOTMYeCKMM npenapatam (Yeast Culture. Identification and | Cogepxumoe nHdpuneTpara;
Antimycotic Susceptibility testing) CopepxunmMoe nonocTn marku;
Copepxwumoe yxa; Cockob;
CycTaBHas X1OKoCTb;
TpaHccyaart; Otaensiemoe
paHbl; OTaensemoe poTornoTKy;
MneBpanbHas XuaKocTb;
[MpoMbIBHbIE BOAbLI OPOHXOB;
Cekpet npoctatbl; Cogepxumoe
abcuecca; HazotpaxeanbHbliii
acnupar; Otaensiemoe rnasa;
OTtpensiemoe Hoca;
OTnengemoe HOCOrnOTKU®
462 Moces Ha knoctpuamm (Clostridium difficile, ncesgomembpanosHebii konut) (Clostridium | XKenub; Kan Kau no7 1,360
difficile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
485 WMccnenoBaHue Ha kuweyHyto nanouky (Escherichia coli O157:H7, awepuxunos), Kan Kay no2 990
AnapelnHbI CUHAPOM, aHTUreHHbIn TecT (Escherichia coli O157:H7. One Step Rapid
Immunochromotographic Assay)
458-A Moces Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepnxnos), onpegenexHve Kan Kay no6 1,070
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam (Escherichia coli 0157:H7 Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)
458-® Moces Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepnxunos), onpegenexHve Kan Kay no6 1,295
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam n 6akrepunodaram (Escherichia coli
0157:H7 Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)
440 [MoceB Ha Mukonnasmbl, onpegeneHme YyBCTBUTENbLHOCTU K aHTUMUKPOOHbLIM Moua; OTaensiemoe nNonoebIx MKon 0o 6 990

npenapatam (Mycoplasma hominis Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

opraHoB; CekpeT npocTarbl;
Cogepxunmoe NonocTy MaTku;




471 [MoceB Ha MEHUHIOKOKKM, onpeferneHne YyBCTBUTENbHOCTY K @HTUMUKPOGHBIM OTaensiemoe HOCOrfoTKM Kau no 6 760
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)
451 MoceB Ha BnaranuwHyto TpmxomoHagy (Trichomonas vaginalis, TpuxomoHnas) Kon - -
(Trichomonas vaginalis Culture)
444 [Moces Ha ypeanna3mbl, onpeaeneHne YyBCTBATENbHOCTU K aHTUMUKPOBHBIM Moua; OTaensiemoe nonoBbIx MKon 0o 6 880
npenapatam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility |opraHoB; Cekpet npocTtarbl;
Testing)* Cogepxunmoe NonocTy MaTku;
440/444 [MoceB Ha Mukonnasmy 1 ypeanna3mbl, ONpeaeneHne YyBCTBUTENbHOCTU K Moua; OTaensiemoe nonoebIx MKon 0o 6 1,760
aHTMMUKKPOBHBbIM npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture.  |opraHos; CekpeT npocTarhbl;
Bacteria Identification and Antibiotic Susceptibility Testing)* Copepxunmoe NonocTy MaTku;
452 MoceB Ha aHaapobHy MUKpOdopy, onpegeneHie YyBCTBUTENbHOCTY K AcumnTnyeckas xmakocTb; MHon;  |Kay 0o 6 1,455
aHTMMKKPOBHBIM npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Jlnksop; Coaepxvmoe NonocTu
Susceptibility Testing) maTku; CycTaBHast XUAKOCTb;
TpaHccynar; Jkceyaar;
Oskynat; OTaensieMoe nonoBbIxX
opraHoB; OTaensieMoe paHbl;
MneBparnbHas XUaKoCTb;
CexpeT npoctartbl; Conepxunmoe
449 Moces Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpefeneHue YyBCTBUTENBHOCTU K | CekpeT npocTtatkl; Coaepxvmoe |Kauy no7 855
aHTMMKKpOoBHbIM npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification |nonoctu matku; Cockob;
and Antibiotic Susceptibility Testing) CycTaBHas XuaKoCTb; JAKynaT;
AcupnTHYeCKas XUOKOCTb;
Jlnksop; OTaensiemoe rnasa;
OTgensiemoe NonoBbix OPraHoB;
457-1N MoceB Ha naToreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp., Shigella spp.). |Kan; PektanbHbin Ma3ok Kay no6 1,030
Bacteria Identification)
457-A [MoceB Ha NaToreHHyto KuLeyHyto rnopy, onpeaeneHne YyBCTBUTENbHOCTY K Kan; PekTanbHbin ma3ok Kau no 6 1,030
aHTUMKKPOOBHBLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria
Identification and Antibiotic Susceptibility Testing)
457-® [MoceB Ha NaToreHHyto KuLeyHyto rnopy, onpeaeneHne YyBCTBUTENbHOCTY K Kan; PexkTanbHbin ma3ok Kau no 6 1,225
aHTMMUKPOBHBIM Npenapartam n baktepuodaram (Stool Culture, Salmonella spp., Shigella
spp. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
469 Moces Ha andbtepuio (Corynebacterium diphtheriae Culture) Maszok; OTgensiemoe Hoca; Kay no6 750
OT1aensiemoe HOCOrnoTKu;
OTtgensemoe nasyxu;
468-1 MoceB Ha 30MOTUCTbIV CTaMIOKOKK (METULMIIINH-PE3NCTEHTHbIN 30M0TUCTbIN Masok; Otaensiemoe Hoca; Kau no 6 750
cradmnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin- OTpensiemoe HOCOrMNOTKY;
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification) OTtgensemoe nasyxu;
468-A MoceB Ha 30MOTUCTbIV CTaMIOKOKK (METULMIIINH-PE3NCTEHTHbIN 30M0TUCTbIN Masok; Otaensiemoe Hoca; Kau no 6 750

cradmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENbHOCTY K
aHTMMKKPOBHbIM npenapatam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

OT1aensieMmoe HOCOrnoTKu;
OTtpensiemoe nasyxu;
OTaensiemoe poTornoTKn




468-P [MoceB Ha 30M0TUCTbIN CTAMIOKOKK (METULIMIIINH-PE3NCTEHTHbIV 30M10TUCThIN Ma3zok; OTaensiemoe Hoca; Kay 0o 6 2,330
cradmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENbHOCTY K OTpensiemoe HOCOrNOTKY;
pacLUMpeHHOMY CNeKTPY aHTUMUKPODHBIX npenapatoB (Staphylococcus aureus OTpensiemoe nasyxu;
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, OTpensiemoe poTornoTKY
Antibiotic Susceptibility, Enlarged Testing)
468-¢ [MoceB Ha 30M0TUCTbIN CTAMIOKOKK (METULIMIIINH-PE3NCTEHTHbIV 30M10TUCThIN Ma3zok; OTaensiemoe Hoca; Kay 0o 6 990
cradmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENbHOCTU K OTpensiemoe HOCOrNOTKY;
aHTUMKKPOBHBLIM NpenapaTtam n 6aktepunodaram (Staphylococcus aureus (Methicillin- Otpensiemoe nasyxu;
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, Antibiotic OTpensiemoe poTornoTKY
Susceptibility and Bacteriophage Efficiency Testing)
459-1 Moces Ha 3onoTucTbIn cTadmnokokk (Staphylococcus aureus) (Staphylococcus aureus Otpensiemoe Hoca; Kay nob5 750
Culture. Bacteria Identification) OTpensieMoe HOCOrTNOTKY;
Orgensiemoe nNasyxu;
459-A MoceB Ha 30n0TMCTBIN cTadmnokokk (Staphylococcus aureus), onpegenexne "Hol; MpyaHoe MoroKo; Kay no7 750
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam (Staphylococcus aureus Culture. Copepxwumoe abcuecca;
Bacteria Identification and Antibiotic Susceptibility Testing) Copepxumoe nHunbTpaTa;
TpaHccynart; Skccynart; Kan;
OTpensemoe Hoca;
OTgensiemoe HOCOINOTKY;
459-P Moces Ha 30n0TMCTBIN cTadmnokokk (Staphylococcus aureus), onpegenexne 'Hom; Copepxumoe abcuecca; Kay no7 2,330
YYBCTBUTENBHOCTU K PACLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX NpenapaTos CopepxumMoe MHpUNbLTPaTa;
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged |TpaHccygart; Okccyaar; Kan;
Testing) OTpensemoe Hoca;
OTpensieMoe HOCOrTNOTKY;
Otgensiemoe nNasyxu;
459-¢ Moces Ha 3on0TMCTBIN cTadmnokokk (Staphylococcus aureus, onpegenexHve "Hon; MpyaHoe mornoko; Karm; Kay no7 990
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam n 6aktepuodaram (Staphylococcus  |OTaensiemoe Hoca;
aureus Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage OTpensiemoe HOCOrNOTKY;
Efficiency Testing) Okccyanart; OTagensiemoe nasyxu;
Ortpensiemoe paHbl;
OTgensiemoe poTOrfoTKM;
460 Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHnos, onpegenexvne Kan Kay no 13 1,350
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM nNpenapatam (Yersinia enterocolitica, Stool Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)
453 MNoceB ruHekonornyeckoro marepuana Ha nuctepum (Listeria monocytogenes, nuctepunos) | OTaensiemMoe NonoBbix opraHoBs; |Kau no7 855
(Listeria monocytogenes Culture. Bacteria Identification) Cekpet npocTatbl; Cogepxumoe
NonocTn MaTku; QaKyNaT
474-A [NoceB paHeBOro OTAENSIEMOro M TKaHew Ha MUKpodbriopy, onpeaeneHue Hon; OTaensiemoe paHbl; MKon 0o 6 750
YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM npenapatam (Wound/Pus/Aspirate/Tissue Culture. | Cogepxumoe abcuecca;
Bacteria Identification and Antibiotic Susceptibility Testing)* Copepxunmoe nHunbTpaTa;
474-P [NoceB paHeBOro OTAENSIEMOro M TKaHew Ha MUKpodbriopy, onpeaeneHue Hon; OTaensiemoe paHbl; MKon 0o 6 2,330

YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CNEKTPY aHTUMUKPOBHbIX NpenapaTos
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

Copepxwumoe abcuecca;
CopepxumMoe nHunbTpaTa;
TpaHccyaar; Qkccyaar




474-® [NoceB paHeBOro OTAENSIEMOro M TKaHew Ha MUKpodbriopy, onpeaeneHue Hon; OTaensiemoe paHbi; MKon no6 990
YYBCTBUTENBbHOCTU K aHTUMMKPOOHBLIM Npenaparam u 6akrepnodaram Copepxumoe abeuecca;
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic Susceptibility and |Conepxvmoe nHdpunbTpaTa;
Bacteriophage Efficiency Testing)* TpaHccyaar; Qkccynar

464-11 MNoces rpyaHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria Identification) 'pygHoOe Monoko Kon 0o 6 750

464-A MoceB rpyaHOro Monoka Ha MMKpPodropy, onpeaeneHne Y4yBCTBUTENbHOCTY K 'pyaHoe monoko Kon no 6 750
aHTUMKKpOBHBLIM Npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

464-P MoceB rpyaHOro Monoka Ha MMKpPodropy, onpeaeneHne YyBCTBUTENbHOCTM K Kon no 6 2,330
pacLUMpeHHOMY CMEKTPY aHTUMUKPOBHbIX npenapatos (Breast Milk Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

464-® MoceB rpyaHOro Monoka Ha MMKpPodropy, onpeaeneHne Y4yBCTBUTENbHOCTY K 'pyaHoe monoko Kon no 6 990
aHTMMUKKPOBHBIM Npenapartam n baktepuodaram (Breast Milk Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

475-A MoceB xenun Ha Mukpodpriopy, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPODBHbLIM Kenub MKon no 6 1,180
npenapatam (Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

475-P Moces xenun Ha Mrkpodpriopy, onpeaeneHne 4yBCTBUTENBHOCTU K paCLUMPEHHOMY XKenub MKon no 6 2,560
CneKTpy aHTMMMKpOGOHbIX Npenapatos (Bile Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

467-A MoceB oTaensemMoro BepxHUX AbIxaTernbHbIX MyTen Ha MUKpodoriopy, onpeaenexHne Masok; Otaensiemoe Hoca; MKon no 6 720
YYBCTBUTENbHOCTU K aHTUMMUKPOOHBLIM Npenapatam (ogHa nokanusauwms) (Upper OTaensiemoe HOCOrnoTKY;
Respiratory Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* OTtgensiemoe nasyxu;

467-A (EKB) [MoceB oTaensieMoro BepxHUX AbIxaTernbHbIX MyTeln Ha MUKpodoriopy, onpeaenexHne MKon - -
YyBCTBUTENbHOCTU K aHTUMMKPOOHBLIM Npenapatam (ogHa nokanusauwms) (Upper
Respiratory Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

467-P [MoceB oTaensieMoro BepxHUX AbIxaTernbHbIX MyTeln Ha MUKpodoriopy, onpeaenexHne Masok; Otaensiemoe Hoca; MKon no 6 2,280
YyBCTBUTENBHOCTU K PACLLMPEHHOMY CMEKTPY aHTUMMKPOOHBIX npenapatos (Upper OTaensiemoe HOCOrnoTKY;
Respiratory Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* OTtgensiemoe nasyxu;

467-P (EKB) [MoceB oTaensemMoro BepxHUX AbIxaTernbHbIX MyTen Ha MUKpodoriopy, onpeaenexHne MKon - -
YyBCTBUTENBHOCTU K PACLUMPEHHOMY CMEKTPY aHTUMMKPOBHBIX npenapatos (Upper
Respiratory Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

467-® [MoceB oTaensieMoro BepxHUX AbIxaTernbHbIX MyTen Ha MUKpodoriopy, onpeaenexHne Masok; Otaensiemoe Hoca; MKon no 6 955
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam u 6akrepunodaram (Upper Respiratory |OTaenssemoe HOCOrmnoTKy;
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency OTtpensiemoe nasyxu;
Testing)* OTagensiemoe poTOrfoTKK

487 CTpenToKoKK rpynmnbl A, aHTUreHHbIN TecT (oTaensiemoe potornoTku) (Streptococcus OTpensiemoe poTornoTKY Kay 1 600
Group A. One Step Rapid Immunochromotographic Assay)

441-A MoceB Moun Ha MyKpodbriopy, onpeaeneHne YyBCTBUTENBHOCTM K aHTUMUKPOBHbIM Mova Kon no 6 740
npenapatam (Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

441-A (EKB) MoceB Moun Ha MyKpodbriopy, onpeaeneHye YyBCTBUTENBHOCTM K aHTUMUKPOBHbIM Kon - -
npenapatam (Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

441-P MoceB Mo4M Ha MyKpodbnopy, onpeaeneHne YyBCTBUTENBHOCTMU K PACLUMPEHHOMY Mova Kon no 6 2,240
cnekTpy aHTUMMKpOoGHbIX npenapatos (Urine Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

441-® MoceB MouM Ha MyKpodbriopy, onpeaeneHne YyBCTBUTENBHOCTM K aHTUMUKPOBHbIM Moya Kon no 6 1,000

npenapatam u 6akteprodcaram (Urine Culture. Bacteria Identification, Antibiotic
susceptibility and Bacteriophage Efficiency Testing)*




465-A MoceB otaensiemoro rnas Ha MUKpodriopy, onpeaeneHne YyBCTBUTENbHOCTU K OTtpensiemoe rnmasa MKon no 6 1,185
aHTUMKKpOGHBLIM npenapatam (Eye Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

465-P Moces oTaensiemoro rna3 Ha MyUkpodbriopy, onpeaeneHne YyBCTBUTENbHOCTM K Ortpensiemoe rnasa MKon no6 2,695
pacLUMPEHHOMY CMEKTPY aHTMMUKPOOHbIX npenapatos (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

465-® Moces oTaensiemoro rna3 Ha MyUKpodbriopy, onpeaeneHne YyBCTBUTENBHOCTM K Ortpensiemoe rnasa MKon no6 1,405
aHTMMUKKPOBHBIM Npenapartam n baktepuodaram (Eye Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

446-A MoceB Ha MMKPOMNOPY OTAENAEMOro MOMOBbIX OPraHoB, onpeaeneHne OTtpensiemoe nonosbix opraHos; |MKon no 6 1,140
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam (Genitourinary Tract Culture. Bacteria |CekpeT npoctartbl; Cogepxumoe
Identification and Antibiotic Susceptibility Testing)* NonocTU MaTku; QAKYNAT

446-P [MoceB oTaensiemMoro NomnoBbiX OPraHoB Ha MUKPOdIiopy, onpeaeneHue Ortpgensiemoe nonosbix opraHos; |[MKon 0o 6 2,590
YyBCTBUTENbHOCTU K PaCLLMPEHHOMY CNEKTPY aHTUMMKPOOHbIX NpenapaTos CexpeT npoctartbl; Cogepxunmoe
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged nornocTn MaTku; IAKyNSAT
Testing)*

446-0 [MoceB oTaensiemMoro NomnoBbiX OPraHoB Ha MUKPOdIopy, onpeaeneHue Ortpensiemoe nonosbix opraHos; |MKon 0o 6 1,350
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM npenapatam u 6akrepunodaram (Genitourinary CexpeT npoctartbl; Cogepxumoe
Tract Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage nornocTn MaTku; QAKYNSAT
Efficiency Testing)*

488 CTtpenTokokk rpynmnbl B, aHTUreHHbIn TecT (Streptococcus Group B. One Step Rapid Ortpensiemoe nonoBbIx opraHoB  |Kau no2 990
Immunochromotographic Assay)

473-A MoceB oTaensiemoro yuiei Ha Mukpodpniopy, onpegerieHne YyBCTBUTENbHOCTY K Copepxumoe yxa MKon no 6 1,185
aHTUMKKPOOHBLIM nNpenapatam (Ear Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

473-P MoceB oTaensiemMoro yuien Ha MUKpodbriopy, onpeaeneHme YyBCTBUTENbHOCTM K Copepxumoe yxa MKon no6 2,695
pacLUMpeHHOMY CMEeKTPY aHTUMUKPOOHbIX npenapatos (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)*

473-® Moce oTaensiemoro yuiei Ha MUKpodpiopy, onpeaerieHne 4yBCTBUTENbHOCTY K Copepxumoe yxa MKon no 6 1,400
aHTMMKKPOBHBbIM Npenapatam u 6aktepuodparam (Ear Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

477-A [MoceB NyHKLMOHHOrO Matepuana Ha MMKpPodropy, onpeaeneHne YyBCTBUTENbHOCTY K AcuuTnyeckas xmakocTb; Kon no 6 750
aHTMMKKpOBHbIM npenapatam (Punctate Fluid Culture. Bacteria Identification and Jlnksop; MNMnespanbHas
Antibiotic Susceptibility Testing) XunakocTb; CycTaBHas XMOKOCTb

477-P MoceB NyHKLMOHHOrO Matepuana Ha MMKpPodropy, onpeaeneHne YyBCTBUTENbHOCTY K Jlnksop; MNMnespanbHas Kon no 6 2,375
pacLUMpeHHOMY CNeKTPy aHTUMUKPOOHbIX npenapatoB (Punctate Fluid Culture. Bacteria | »umgkocTb; CycTaBHas XUAKOCTb
Identification, Antibiotic Susceptibility, Enlarged Testing)*

472-A MoceB MOKpPOTBI M TPaxeobpOHXMarbHbIX CMbIBOB Ha MUKpPOopy, onpeaeneHve MokpoTa; HasoTrpaxeanbHbin MKon no 6 1,195
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM NpenaparaMm 1 Mukpockonuen maska (Sputum and  |acnupar; MNpombiBHbIE BOAbI
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility BpoHx0oB
Testing, Microscopy)*

472-P MoceB MOKpPOTBI M TPaxeobpOHXMarbHbIX CMbIBOB Ha MUKpPOopy, onpeaeneHve MokpoTa; HasorpaxeanbHbin MKon no 6 2,690
YyBCTBUTENBHOCTU K PACLLMPEHHOMY CMEKTPY aHTUMMKPODHbBIX NMpenapaTos v acnupart; MNpomMbIBHbIE BOAbI
MuKpockonuen maska (Sputum and Tracheobronchial washings Culture. Bacteria BpoHx0B
Identification, Antibiotic Susceptibility, Enlarged Testing, Microscopy)*

463 Portasupyc (Rotavirus), anapeiiHblii cuHapom, aHTureHHbIn TecT (Rotavirus Direct Kan Kau no 2 550

Detection by Latex Agglutination)




481 ApeHoBupyc (Adenovirus), AnapenHbli CUHAPOM, aHTUreHHbIN TecT (Adenovirus. One Kan Kay 0o 2 1,070
Step Rapid Immunochromotographic Assay)

483 Jlam6num (Giardia liamblia), onaperHbin cuHapom, aHTureHHbIn TecT (Giardia liamblia. Kan Kay 0o 2 990
One Step Rapid Immunochromotographic Assay)

4541 MoceB Ha BeTa-remonUTUYECKAN CTPENTOKOKK rpynmnbl B (Streptococcus group B, Ortpensiemoe nonoBbIxX opraHoB  |Kau no6 855
Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification)

454-A [MoceB Ha BeTa-remonnTUYECcKn CTPENTOKOKK rpynmnbl B (Streptococcus group B, Ortpensiemoe nonoBbIxX opraHoB  |Kau no6 1,070
Streptococcus agalactiae), onpegeneHvne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapatam (Streptococcus agalactiae Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

466 [MNoceB Ha BeTa-remonnTUYECcKn CTPENTOKOKK rpynmnbl A (Streptococcus group A, OTpensiemoe poTornoTKM Kay no6 765
Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)

466-A MoceB Ha BeTa-remonnTUYECcKn CTPENTOKOKK rpynmnbl A (Streptococcus group A, OTpensiemoe poTornoTKY Kay no6 1,020
Streptococcus pyogenes), onpeaeneHne YyBCTBATENbHOCTU K aHTUMUKPOBHBIM
npenapatam (Streptococcus pyogenes Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

482 KpunTtocnopuanu napsym (Cryptosporidium parvum), AvapenHblii CUHAPOM, aHTUreHHbin | Kan Kau no 2 1,070
TecT (Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

484 Xenukobaktep nunopu (Helicobacter pylori), aHTureHHbi TecT (Helicobacter pylori. One  |Kan Kay no 2 990
Step Rapid Immunochromotographic Assay)

489 WHdrnoeHua A+b (Influenza A+B, rpunn), aHTurenHbin TecT (Influenza A+B. One Step OTaensiemoe Hoca; Kay 1 1,130
Rapid Immunochromotographic Assay) OTgensiemoe HOCOrMoTKY;

438-A [MoceB KpoBW 1 BUOXNAKOCTEN Ha a3pOBHY0 M aHa3POBHY0 MUKPOGIopy, onpeaeneHve  |AcUMTUYECKas XUOKOCTb; Kay no 12 1,225
YyBCTBUTENbHOCTU K aHTUMMKPOOHBLIM npenapatam (Blood Culture, Biofluids Culture. Kposb; Inkeop; MNnespanbHas
Bacteria Identification and Antibiotic Susceptibility Testing) XMOKoCTb; CycTaBHas XUAKOCTb

461 Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp., Stool Kan Kay no6 1,350
Culture. Bacterial Identification)

402 Kamnunobaktep, AnapenHbin CUHAPOM, BbISBNEHWE aHTUreHa B Kare, Kan Kau no 2 1,060
nmmyHoxpomarorpadmsa (Campylobacter spp., One step rapid immunochromotographic
assay, antigen, stool)

403 ["oHopes, BbisiBMEHWe aHTUreHa, MmmyHoxpomartorpadms (Neisseria gonorrhoeae test, OTpensiemoe nonosbix opraHoBs;  |Kay no 2 865
One step rapid immunochromotographic assay) OTpensiemoe poTOrnoTKY;

MyHKLMOHHAs XUOKOCT;

405 JlervoHenna, BbISIBNIEHNE aHTUreHa B Moye, MMMyHoxpomartorpadms (Legionella Moya Kau no 2 1,470
pneumophila, One step rapid immunochromotographic assay, antigen, urinae)

407 Xnamuaum, BbISIBIIEHNE aHTUreHa B Maskax yporeHMTanbHoro TpakTa, OTtpgensiemoe nonosbix opraHoB  |Kay no 2 1,040
nMmmyHoxpomarorpadms (Hexagon Chlamydia, One step rapid immunochromotographic
assay, antigen)

408 IMHeBMOKOKK, BbISIBIIEHWE aHTUreHa B Moye, MMMyHoxpomartorpadms (Streptococcus Mova Kau no 2 1,470
pneumoniae, One step rapid immunochromotographic assay, antigen, urinae)

409 OHTepoBMpYC, BbISIBIIEHNE aHTUreHa B Kane, uMmyHoxpomartorpadms (Enterovirus, One  |Kan Kau no 2 1,105
step rapid immunochromotographic assay, antigen, stool)

410 Jlnctepum, BoIsiBNIEHNE aHTUreHa B Karne, MmyHoxpomartorpadms (Listeria Kan Kau no 2 775
monocytogenes, One step rapid immunochromotographic assay, antigen, stool)

411 PecnunparopHo-cuHunTManbHbin Bupyc (PC-nHdekuns), BoiSBreHne aHTUreHa, Masok; CmbiBbI Kau no 2 945

nMmmyHoxpomarorpadms (Respiratory Syncytial Virus, RSV, One step rapid
immunochromotographic assay, antigen)

13. UMMYHOINOIr'M4YECKUE UCCNEOOBAHUA (Immunological Examination)




13.1. KomnnekcHble MMMYyHonoruveckue nccnegosaHus (Comprehensive Immunological

Examination)

* He06Xx0aMM 3aKa3 AONOJSIHUTENbHbIX TECTOB

192 MmmyHonornyeckoe obcnegoBaHue paclumpeHHoe (Immunological Survey Extended) KpoBb; CblBOpOTKa KPOBM Kon no9 12,960

191 VimmyHornornyeckoe obcnegoBaHmne ckpuHuHroBoe (Immunological Survey, Screening) KpoBb; CblBOpOTKa KPOBM Kon no9 7,890

1310 daroumTapHas akTuBHOCTb NnenkouuntoB (Phagocytic Activity of Leucocytes) KpoBb Kon no9 905

4192 PeHoTUNMpoBaHme NMMMdoLMTOB (OCHOBHbIE cybnonynauumn) — CD3, CD4, CD8, CD19,  |KpoBsb Kon no 3 4,115
CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)

4193 CD4+ T-numcounTtbl, % 1 abcontoTHoe konm4yecTBo (T-xennepbl, CD4+ T-cells, Percent |Kposb Kon no 2 1,480
and Absolute)

4194 B-numdpouuntsl, % n abcontoTHoe konmuvecTso (CD 19+ numdouuntsl, B-cells, Percent and |Kposb Kon 0o 2 1,480
Absolute)

1311 AxtuBmpoBaHHble numdouuTsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: |Kposb Kon no 3 1,435
CD3+HLA-DR+, CD3-HLA DR+)*

1312 CnocobHocTb numdoumToB Kk akTnBaumm (Lymphocyte Activation Ability) KpoBb Kon no9 4,115

1235 Linpxkynupytorume nmmyHHble komnnekcsl (LIMK) obwme (Circulating Immune Complexes | CbiBopoTka KpoBm Kon no5 1,335
(CIC) Total)

13.2. UmmyHorno6ynuHsi o6wme (Immunoglobulins, Total)

45 MimmyHornobynuHel knacca A (Immunoglobulin A, IgA) CbIBOpOTKa KpOBYU Kon no 2 365

46 MmmyHornobynuHbel knacca M (Immunoglobulin M, IgM) CbIBOpOTKa KpOBYU Kon no 2 365

47 MmmyHornobynuuel knacca G (Immunoglobulin G, IgG) CbIBOpOTKa KpOBYU Kon no 2 365

67 MmmyHornobynuHel knacca E (obwwmi IgE, nmmyHornobynuHd E obwmin) (Immunoglobulin - | CbiBopoTka KpoBm Kon 1 635
E Total, IgE Total)

13.3. Cneuundmyueckue 6enku (Specific Proteins)

948 [ 3031HOMNLHBIN KaTUOHHBIN Genok (Eosinophil Cationic Protein, ECP) CbIBOpOTKa KpOBYU Kon 0o 6 1,080

13.4. KomnoHeHTbl komnnemeHTa (Complement Components)

193 KomMnoHeHTbI cuctembl komnnemeHta C3, C4 (Complement components C3, C4) CbIBOPOTKa KPOBU Kon 0o 2 1,000

1315C3 C3 KomMnoHeHT cuctembl komnnemeHTa (Complement Component C3) CbIBOPOTKa KPOBU Kon 0o 2 500

1316C4 C4 KomnoHeHT cuctembl komnnemenTa (Complement Component C4) CbIBOpOTKa KpOBYU Kon no 2 500

1535 Cuctema komnnemeHTa: KOMOMHMPOBaHHas OLeHKa (PYHKLUM KIacCU4ecKoro, Kon nob5 3,475
anbTepHaTUBHOIO U NEKTUHOBOTO NyTew akTuBauun metogom MPA (Functionality Test of
Complement: Classical, Alternative and Lectin Pathways, ELISA)

1534 Cunctema komnnemeHTa: oueHka dyHKumoHanbHow aktueHocTn (CH50) (Functionality ChblBOpPOTKa KpOBK Kon nob 1,400
Test of Complement (CH50))

836 WNHrmomntop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) [nasma kpoBu Kon 0o 5 2,050

13.5. UutokmHbl (Cytokines)

210 WHTepnevikun-13 (U1-18) (Interleukin 1 Beta, IL-1) CbIBOpOTKa KpOBYU Kon no3 2,000

211 WHTepnerikvh-6 (UJ1-6) (Interleukin 6, IL-6) CbIBOpOTKa KpOBYU Kon no3 2,000

212 WHTepnerikmh-8 (MJ1-8) (Interleukin 8, IL-8) CbIBOpOTKa KpOBYU Kon no3 2,000

213 WHTepnerikmh-10 (UI1-10) (Interleukin 10, IL-10) CbIBOpOTKa KpOBYU Kon no3 2,000

214 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-a, Cachectin) | CbiBOpOTKa KpoBu Kon 0o 3 2,000

14. UHTEP®EPOHOBbLIVN CTATYC (Interferon Status)




14.1. UHTepchepoHoBbIn cTatyc (Interferon Status)

1043 |VlccneuoaaHme MHTEpdepoHoBoro ctatyca (Study of Interferon Status) KpoBb Kon 0o 12 3,225
14.2. UnTepdbepoHOBLIN cTaTycC (4 NokasaTens) ¢ onpeaereHneM YyBCTBUTENBHOCTU K NpenapaTtam
nHTepdepoHa (Interferon Status (4 Parameters))
* TecTbl BbINONHAKTCA B KoMnnekce ¢ Tectom Ne 1043
1044 WHrapoH (Ingaron) KpoBb Kay no 12 580
1047 PeadpepoH (Reaferonum) KpoBb Kay 0o 12 580
14.3. UHTepcbepoHOBLIN cTaTycC (4 NokasaTtens) ¢ onpeAeneHMemM 4yBCTBUMTENIbHOCTU K UHAYKTOpam
nHTepdepoHa (Interferon Status (4 Parameters))
* TecTbl BbINONHAKTCA B KoMnnekce ¢ Tectom Ne 1043
1050 AMUKCHH (Amixin) KpoBb Kay no 12 580
1051 Karouen (Kagocel) KpoBb Kay 0o 12 580
1052 Heosup (Neovir) KpoBb Kay no 12 580
1054 Linknodepor (Cycloferonum) KpoBb Kay 0o 12 580
14.4. UnTepdbepoHOBLIN cTaTyC (4 nokasaTens) ¢ onpeaeneHnemM 4yBCTBUTENBHOCTHU K
nmmyHomogaynsaTopam (Interferon Status (4 Parameters))
* TecTbl BbINONHAKTCA B KoMnnekce ¢ Tectom Ne 1043
1055 "anaBuT (Galavit) KpoBb Kay 0o 12 580
1064 WM3onprHo3uH (Isoprinosine) KpoBb Kon no 12 580
1057 WMmmyHan (Immunal) KpoBb Kay no 12 580
1058 MmyHodaH (Imunofan) KpoBb Kay no 12 580
1059 ViMmyHomake (Immunomax) KpoBb Kay no 12 580
1066 MmyHopuke (Imunorix) KpoBb Kay no 12 580
1060 Jlnkonug (Licopid) KpoBb Kay no 12 580
1148 MNanaeup (Panavir) KpoBb Kay 0o 12 635
1061 MonnokenpgoHui (Polyoxidonium) KpoBb Kay no 12 580
1062 TaktueuH (Tactivinum) KpoBb Kay no 12 580
1063 TumoreH (Thymogen) KpoBb Kay 0o 12 580
15. ANATHOCTUKA AYTOMMMYHHbIX 3AEONIEBAHUW (Diagnosis of Autoimmune Dis )
15.1. CucremMHble 3aboneBaHnsa coeauHutTenbHon TkaHu (Connective-Tissue Diseases, CTDs)
125 AHTusgepHble aHTuTena (AAA, aHTMHykNeapHble aHTuTena), ckpuHuHr (Anti-Nuclear ChblBOpPOTKa KpOBK Kau no 2 785
Antibodies, ANA, Screening)
126 AnTtutena knacca IgG k gycnupanbHon HatveHon [HK (aHTu-gcHK IgG, aHtu-AHK) ChblBOpPOTKa KpOBK Kon no 2 785
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG)
1267 AHTUHyKNeapHbI aktop, HEp-2 cybecTpat (AH®, TUTpbI, aHTUHYKNEapHble aHTuTena ChblBOpPOTKa KpOBK MKon no7 1,265
METOAOM HEMPSIMON UMMYHOMIOOPECLIEHLMN Ha npenapaTtax HEp-2-kneTok)
(Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear
Antibodies detection, FANA, Titers)
1586ADN Antutena k acJHK B cbiBOpOTKE KPOBW, MOATBEPXAAIOLLMIA TECT C UCMOMb30BaHNEM ChblBOpPOTKa KpOBK MKon no7 1,170
cybetpara Crithidia luciliae, IgG, metogom Henpsmon nmmyHodntoopecueHumm (Crithidia
luciliae indirect fluorescent test (CLIFT))
825 AnTuTena knacca IgG k akcTparmpyemomy HykrneapHomy aHtureHy (OQHA) (Extractable ChblBOpPOTKa KpOBK Kau no 2 1,390

Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)




826 MaHenb aHTUHYKNeapHbIX aHTUTEN NPY CKNEpoAepMUK (pasgenbHoe onvucaHve aHTuTen K | CbiBopoTKa KpoBM Kau no7 2,725
aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, dmbpunnsapuH, NOR9O, Th/To,
PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52), ummyHo6not (Scleroderma (Systemic
Sclerosis) Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
punbpunnsapur, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52,
827 AHTUHyKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 kfa), SS-A (52 k[a), ChbIBOpOTKa KpPOBU Kau no7 3,700
SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2,
Jo-1 aHtureny), nmmyHobnot (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa),
SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2,
Anti-Jo-1, Immunoblotting)
956 AnTutena knacca IgG k Hykrneocomam (aHTusigepHble aHTuTena), ckpuHuHr (Anti-Nuclear |CbiBopoTka Kposu Kon £o 10 1,390
Antibodies, ANA, 1gG, Screening)
4059 CKpUWHUWHI 6onesHen coeauHuTenbHon TkaHn (AT k SHA, aHTUHyKneapHbIv dhakTop CbIBOpPOTKa KPOBM MKon+Kay no7 2,270
4060 CuctemHas kpacHas BonyaHka, obcnegosaHue (AT k Hykneocomam, AT k kapavonunuHy, |CbiBOpOTKa KpOBM Monykon. n Kon. £o 10 4,255
19G; AT k kapguonunuHy, IgM; aHTuHykneapHbin dakTop (AH®))
4061 HndbdepeHumnansHasa anarHoctuka CKB n apyrux peBmarundeckux 3abonesannn (AT k ChbIBOpOTKa KpPOBU Monykon. n Kon. £o 10 2,270
HYKIIEOCOMaM, aHTUHYKeapHbin daktop (AH®P))
4069 Mpodune «CuctemHas kpacHas BonyaHka (CKB), MOHUTOPUHT aKTUBHOCTY (aHTU-AC- ChbIBOpOTKa KpOBU Kon no 2 1,535
[HK IgG, C3, C4 xomnoHeHTbl komnnemeHTa)» (Systemic lupus erythematosus (SLE)
profile, activity monitoring (anti-double-stranded DNA 1gG, C3 and C4 complement
15.2. AHTUhbochonunuaHbii cuHgpom (Antiphospholipid Syndrome, APS)
137/138 AnTtutena knaccos IgM n IgG k cocconunuaam (Anti-Phospholipid Antibodies, APA, ChbIBOpOTKa KpPOBU Kon no4 1,030
IgM, 1gG)
190 BonyaHouHbIM aHTukoarynsiHT (BA) (Lupus Anticoagulant, LA ) [na3ma kposwu MKon no 2 1,030
966/74 AHTuTena krnaccos 1gG u IgM k dpochatngmncepury (Anti-Phosphatidylserine, IgG, IgM) | CbiBopoTKa kpoBu Kon no9 2,060
967 AnTtutena knaccos IgA, IgM, IgG k kapavonunuHy, ckpuHuHr (Cardiolipin Antibodies IgA, |CbiBopoTka kposwu Kon nob 1,400
IgM, 19G, aCL, Screening)
968 AHTuTEna knacca IgA k kapgrnonunuHy (Anticardiolipin IgA, aCL IgA) CbIBOpPOTKa KPOBM Kon 0o 5 1,070
969 AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG) CblBOpOTKa KpOBM Kon 0o 5 1,125
997 AHTuTEna krnacca IgM k kapamonunuHy (Anticardiolipin IgM, aCL IgM) CblBOpOTKa KPOBM Kon 0o 5 1,205
1284 AnTutena knaccos IgG, IgA, IgM k 6eTta-2-rnmkonpotenHy 1, cymmapHo (Anti-B2- CbIBOpOTKa KpOBU Kon nob 1,255
Glycoprotein 1 Antibodies, anti-B2-GP1, I1g9G, IgA, IgM, Total)
1340 AnTutena knaccos IgG n IgM k docdaTnanncepmH-npoTPOMONHOBOMY KOMMMEKCY, ChbIBOpOTKa KpOBU Kon no8 1,355
cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 19G, IgM, Total)
1341 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, IgG) CblBOpOTKa KPOBM Kon no 10 1,355
1342 AHTuTEna krnacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) CblBOpOTKa KpOBM Kon no 10 1,345
1378 Manenb aHTUdocdonunuaHbix aHTuTen, IgG, IgM MeTogom AOT-MMMyHOaHanM3, CbIBOpOTKa KpOBU Kau no7 8,355
Ka4eCTBEHHbIN TECT B CbiBOPOTKe KpoBm (Anti-Phospholipid Antibodies Panel)
4062 AT K kapguonununy, IgG, IgM CblBOpOTKa KpOBM Kon no5 1,985
4063 [narHocTrka BTopuyHOro aHTudoconmnuaHoro cuHgpoma (AH®, AT k kapanonunuHy, | CbiBOpPOTKa KpoOBK Monykon., Kon. no7 3,065
I9G, IgM)
4064 AHTMOChHONMNUAHBIV CUHAPOM, Pa3BepHYTOe ceporiormyeckoe nccnegosanve (AH®; CbIBOpOTKa KpOBU Monykon., Kon. no7 4,135
AT k kapguonununy, 19G, IgM; AT k 6eTa-2-rnmkonpoTenHy 1)
15.3. UmmyHHLIe dhakTopkl 6ecnnogus (Immunological Infertility factors)
223 AHTUTENa aHTUCNepMarnbHble B CbIBOPOTKe kpoBu (Anti-Spermatozoa Antibodies, ASA, CbIBOpOTKa KpOBU Kon no 6 1,345

Serum)




224 |AHTI/ITeJ'Ia aHTucnepmarbHble B cnepme (Anti-Spermatozoa Antibodies, ASA, Semen) SsAkynat Kon no 12 1,470

15.4. PeBMaToMAaHbIN apTpuUT, nopaxeHus cyctaBoB (Antiphospholipid Syndrome, APS)

44 PematongHbivi dhaktop (PP) (Rheumatoid Factor, RF) CbIBOPOTKa KPOBM Kon 1 480

1204 AHTUTENA K LIMKNNYECKOMY LMTpyrnuHmMpoBaHHomy nentugy (ALILIM) (Anti-Cyclic CbIBOpOTKa KpOBU Kon no 2 1,610
Citrullinated Peptide, anti-CCP)

965 AnTutena knacca IgG k kepatuHy (AHTUKepaTuHoBbIE aHTUTena, AKA, ChbIBOpOTKa KpOBU MKon no7 2,435
AHnTudmnarrpuHosble aHTutena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin
Antibodies, AFA, IgG)

1332 AnTutena knacca IgG k MoanLMEMPOBAHHOMY LIMTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTu- | CbiBOPOTKA KPOBK Kon no7 1,510
MLIB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified
Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 19G)

1333 PeBmartongHbin daktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA) CblBOpOTKa KpOBM Kon no 10 1,245

808 Kpuctannel B Maske CUHOBUANbLHOM XWOKOCTW (MOHOYpaT HaTpus, nupodocdar CuHoBManbHas XuaKkocTb Kau £o 10 1,735
kanbums) (Synovial Fluid Smear, Crystals)

1334 MonekynsipHo-reHeTnyeckoe nccrnegosaHme HLA-B27 (Molecular Genetic Testing HLA-  |Kposb Kau no7 1,905
B27)

1536 OnuromepHbI MaTpuKCHbIN Benok xpsiwa (Human Cartilage Oligomeric Protein, COMP) | CbiBOpoTKa KpoBu Kon 0o 5 2,570

15.5. Backynutbl 1 nopaxeHus noyek (Vasculitis and Renal Lesions)

807 AnTutena knacca IgG k 6azanbHon membpare kryboukos noyek (aHTU-bMK) (Glomerular |CbiBopoTka kposu Kon no8 1,920
Basement Membrane Antibodies, Anti-GBM, IgG)

970 AnTtutena knacca IgG k uutonnasme Hevtpodmnos (AHLIA) (Anti-Neutrophil Cytoplasmic |CbiBopoTka kposu MKon no8 2,570
Antibodies, ANCA, 1gG)

812 AnTutena knaccos IgG, IgA, IgM k kneTkam cocyancToro sHgotenus (HUVEC), ChbIBOpOTKa KpOBU MKon £o 10 1,905
cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)

822 AnTtutena knaccos IgG, IgA, IgM k peuentopy cdocconmnasel A2 (PLA2R), cymmapHo ChbIBOpOTKa KpOBU MKon £o 10 2,635
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 19G, IgA, IgM, Total)

823 AHTuTena krnacca IgG k muenonepokcugase (aHtu-MPO) (Myeloperoxidase Antibody, CblBOpPOTKa KPOBM Kon no7 1,390

837 AnTtutena knacca IgG k C1q dpaktopy komnnemenTa (Anti-Complement 1q Antibodies, CbIBOpOTKa KpOBU Kon £o 10 1,390
Anti-C1q, I1gG)

955 AnTtutena knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3- |CbiBopoTka kposu Kon £o 10 1,390
Antibodies, PR-3 ANCA, 19G)

821 MaHenb aHTUTeN K aHTUreHam aHTUHENTPOMUIIbHBLIX aHTUTEN (NaHemnb aHTUreHoB ChbIBOpOTKa KpOBU Kau £o 10 3,700
AHLIA), 1gG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG, Panel)

4065 [narHocTvka rpaHynemaTosHbIX BaCKynmToB (aHTUHyKNeapHbin daktop (AH®), AT k CbIBOpOTKa KpOBU MKon no7 3,265
uutonnasme Hevitpodwunos (AHLIA/pANCA, cANCA), 19G)

4066 [unarHocTrka BbicTponporpeccupytoLero rmomepynoHedputa (AT k 6azanbHOM CbIBOpOTKa KPOBM Monykon. n Kon. no7 3,810
MembpaHe kiybo4koB novek, AT k unTtonnasme Hentpodunos (AHLIA/pPANCA, cANCA),
19G)

4067 [narHocTvka ayTOMMMYHHOTO NMOPaXKeHUs Novek (aHTUHyKNeapHbiv daktop (AH®), AT k| CbiBOpPOTKa KpOBK Monykon. n Kon. no7 4,900
6a3anbHon MmembpaHe krnyboykos novek, AT K LuTonnasme HelTpodunos
(AHLIA/bANCA, cANCA), 19G)

15.6. AyTOUMMYHHbIe 3HAOKPUHOMATUU: caxapHbii auadeT 1-ro Tuna (Autoimmune

Endocrinopathies: Diabetes mellitus type 1)

201 AnTuTena knacca IgG k 6eta-knetkam nomkenyao4Hom xenessbl (Anti-Islet Cell ChbIBOpOTKa KpPOBU MKon £o 10 1,510

Antibodies, Islet Cell Autoantibodies, ICA)




202 AnTutena knacca IgG k rnyramataekapbokcunase (aHTu-GAD) (Anti-GAD Antibodies, CbiBOpOTKa KpOBU Kon £o 10 1,755
Glutamate Decarboxylase Antibodies, AT-GAD, 1gG)

202CMX Antutena k GAD (rnytamataekapbokcunase), IgG, nuksop (Anti-GAD (glutamic acid Jlnksop Kon no7 1,925
decarboxylase), I9G, CSF)

200 AHTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, IAA, IgG) CblBOpPOTKa KPOBM Kon no 10 875

1285 AnTuTena k TupoauHgocdarase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, 1A-|CbiBopoTka KpoBu Kon £o 10 1,905
2 Ab, Tyrosine Phosphatase Antibodies)

1286 AHTUTENA K aHTUreHam KneTok nogxenyaoqHon xenesbl GAD/IA-2, cymmapHo (Anti- CbIBOpOTKa KpOBU Kon £o 10 1,905
GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma
Antigen 2 (Tyrosine Phosphatase, A2, ICA-512) Autoantibodies, Total)

15.7. AyTOUMMYHHbIe 3HAOKPUHOMATUN: ayTOMMMYHHbIE 3a60reBaHus LWMTOBUAHON Xerne3bl

(Autoimmune Thyroid dis )

58 AHTuTEna Kk TMpeouaHoi nepokcupase (AT-TMO, MyukpocomanbHble aHTuTena) (Anti- ChbIBOpOTKa KpPOBU Kon 1 595
Thyroid Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb,
Anti-TPO)

57 AnTutena k Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin  |CbiBOpoTKa KpoBK Kon 1 620
Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)

198 AHTUTENA K MMKpOCOMaribHOM dpakumm Tpeoumtos (AT K MUKpocOoManbHOMY aHTureHy | CbiBOpPOTKa KpoBM MKon no7 570
Tupeouutos, AT-MAI, AMAT, TupeonaHbie aHTUMUKPOCOMarnbHble aHTuTena) (Anti-
Thyroid Microsomal Antibodies)

199 Antutena k peuentopam TTI (AT k peLienTopaMm TMPEOTPOMHOIrO rOPMOHa B CbiBOPOTKe | CbIBOPOTKA KPOBK Kon no4 1,745
kposu, AT-pTTT) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor
Antibodies, TSHRAbs, TSH binding inhibitor immunoglobulin, TBII)

15.8. AyTOUMMYHHbIe 3HAOKPUHOMATUN: NOpPaXXeHMe HaANOYEeYHUKOB, ayTOMMMYHHas NaTonorus

roHag (Autoimmune adrenal and gonadal insufficiency)

1209 AnTuTena knaccos IgA, IgM, IgG K TkaHn An4HKKa (aHTMOBapWarnbHble aHTuTena), CbIBOpOTKa KpPOBU MKon [o 10 1,580
cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, 1gG, Total)

1287 AnTuTena knaccos IgA, IgM, IgG k cTeponanpoayLMpYIOLLMM KIeTKaM HagnoveyHmnKa ChbIBOpOTKa KpPOBU MKon £o 10 1,390
(ACTIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies,
SCA, IgA, IgM, IgG, Total)

1290 AnTutena knaccos IgA, IgM, IgG k cTeponanpoayLMpyoLLmMM KreTkam sindka, cymMmapHo | CbiBOpPOTKa KpoBHM MKon £o 10 1,905
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies,
Testicular StCAb, Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

1291 AHTUTENA K CTEepONANPOAYLIMPYIOLLIMM KIleTKaM penpoayKTuBHbIX TkaHen (Reproductive | CbiBopoTKa KpoBu MKon £o 10 2,955
tissue steroid-producing cells Antibodies)

15.9. AyTouMMyHHbIe 3aboneBaHus koxu (Autoimmune Skin Dis )

809 AnTuTena knacca IgG k 6azansHon membpaHe koxu (Basement Membrane Zone ChbIBOpOTKa KpPOBU MKon £o 10 2,415
Antibodies, BMZ, 19G )

813 AnTtutena knacca IgG k gecmocomam anmaepmuca (Desmoglein Antibodies, Desmoglein | CbiBopoTka kposwu MKon £o 10 2,570
1, DSG1 and Desmoglein 3, DSG3 Antibodies, 19G)

1298 AHTuTena knacca IgG k gecmornenny-1 (Desmoglein 1, DSG1 Antibodies, IgG) CbIBOPOTKa KPOBM Kon 0o 10 2,570

1299 AHTuTena knacca IgG k gecmornenny-3 (Desmoglein 3, DSG3 Antibodies, IgG) CbIBOPOTKa KPOBM Kon 0o 10 2,570

1330 AnTtutena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 |CbiBopoTka kposu Kon £o 10 2,570

kDa) Antibodies, Antibodies to BP Antigen 2, 19G)




1331 AnTtutena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 |CbiBopoTka kposu Kon £o 10 2,570
kDa) Antibodies, Antibodies to BP Antigen 1, 19G)

4054 Mpodune «AunarHoctuka bynnesHbix agepmaro3os (AT k gecmocomam anuaepmuca, AT k| CbiBOpoTKa KpoBM MKon £o 10 4,245
6a3anbHon membpaHe koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to
epidermis desmosomes, antibodies to skin basal membrane))

15.10. AyToMMMYHHbIE NOpaXeHUsA XKenyAo4YHO-KMlie4YHoro TpakTa. Llennakusa (Autoimmune

Disorders of Gastrointestinal Tract (Gl Tract, GIT). Coeliac Disease)

972 AnTuTena knaccos IgA 1 IgG kK 3HAOMU3NIO (aHTUIHAOMM3UIAHBIE aHTMTENna, AOMA), CbIBOpOTKa KpPOBU MKon £o 10 1,580
cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, 1gA, 19G, Total)

810 AHnTuTena knacca IgA K 3HAOMMU3MNIO (aHTU3HAOMU3WIHBIE aHTuTena, ASMA) (Anti- ChbIBOpOTKa KpPOBU MKon no7 1,245
Endomysial Antibodies, Anti-EMA, IgA)

805 AnTutena knaccos IgA, 1gG, IgM k napuetanbHbIM kneTkam xenyaka (AMKXK), cymmapHo |CbiBopoTka Kposu MKon no7 1,720
(Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, IgG, IgM,
Total)

971 AnTtutena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, |CbiBopoTka Kpos#u MKon no7 1,580
IgA, 19G, Total)

270 AnTutena knacca IgG k geamugmpoBaHHbIM nentugam rmmagmna (Anti-Deaminated CbIBOpOTKa KpOBU Kon no5 960
Gliadin Peptide, Anti-DGP, IgG)

271 AHnTuTena knacca IgA k geammnanpoBaHHbIM nentTugam rmuaguHa (Anti-Deaminated ChbIBOpOTKa KpPOBU Kon nob 875
Gliadin Peptide, Anti-DGP, IgA)

1282 AHnTuTena knacca IgA k TkaHeBow TpaHcrnoTammHase (Anti-Tissue Transglutaminase ChbIBOpOTKa KpPOBU Kon no7 1,390
Antibodies, Anti-tTG, tTGA, IgA)

1283 AnTutena knacca IgG k TkaHeBow TpaHcrnoTammHase (Anti-Tissue Transglutaminase CbIBOpOTKa KpOBU MKon no7 1,390
Antibodies, Anti-tTG, tTGA, 1gG)

817 AnTutena knacca IgG k BHyTpeHHemy drakTopy Kactna (Anti-Intrinsic Factor, IFADb, ChbiBOpOTKa KpOBU Kon £o 10 1,680
Intrinsic Factor Antibodies, IgG)

1335 AnTutena knacca IgG k caxapomuuetam (anarHoctuka 6onesHn Kpona) (Anti- ChbiBOpOTKa KpOBU Kon no7 1,245
Saccharomyces Cerevisiae Antibodies, ASCA, 19G )

1336 AHnTuTena knacca IgA k caxapomuuetam (guarHoctvka 6onesHn Kpoxa) (Anti- CbIBOpOTKa KpOBU Kon no7 1,245
Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1337 AnTutena knacca IgA k untonnasme Hentpodpunos (AHLIA) (Anti-Neutrophil Cytoplasmic |CbiBopoTka kposu MKon no7 1,245
Antibodies, ANCA, IgA)

944 [narHocTvka ayToMMMYHHOTO naHkpeaTuTa u apyrux IgG4-accoummpoBaHHbIX ChbiBOpOTKa KpOBU Kon no 10 1,875
3abonesaHui (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)

4055 CepogunarHocTrka ayToMMMYHHOrO racTputa 1 NepHULIMo3Hov aHemun (AT Kk ChbiBOpOTKa KpOBU Monykon. n Kon. no 10 2,885
napuetanbHbIM KneTkam xenyaka; AT k BHyTpeHHeMy dakTopy Kactna)

4056 CepopaunarHocTuka 6onesHn KpoHa n Hecneundmyeckoro saseHHoro konuta (HAK) ChbiBOpOTKa KpOBU Monykon. n Kon. no7 5,365
(AHLIA/bANCA, cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

4057 Llennakns, ceponorunyeckuin ckpuHuHr (AT k aHgomusnio, IgA; AT k AeammanpoBaHHbiM | CbIBOPOTKa KPOBM Monykon. n Kon. no7 2,185
nenTvgam rmviaguna, 1gG; IgA obuu.)

4058 Llennakus, ceponoruyeckasn anarHoctuka (AT k sHgommsmio, IgA; AT K TkaHeBoOW ChbiBOpOTKa KpOBU Monykon. n Kon. no7 3,750
TpaHcrnyTamvHase, IgA, IgG; IgA obuy.)

1338 KanbnpotekTnH dekanbHbiv (Fecal Calprotectin) Kan Kon no7 2,540

1530BKK AnTuTena knaccos IgA 1 IgG k 6okanoBuaHbLIM KNeTkam KuLLevHuka, cymmapHo (Anti- CbIBOpOTKa KpOBU MKon no 6 1,140
Intestinal Goblet Cells Antibodies, GAB, IgA, 19G, Total)

1531AALIK AnTtutena knaccos IgG n IgA k GP2 aHTureHy LieHTpoauMHapHbIX KNETOK noaxenyao4How |CbiBopoTka KpoBM Kon no 6 1,885

xenesbl (Anti-GP2)




1532AIMK AHTUTENA K aUuMHapHLIM KNeTkam noaxenynodHon xenessbl, IgG n IgA cymmapHo CbiBOpOTKa KpOBU MKon no 6 1,135
(aHTMTEna K 3K30KPMHHOW YacTu nopkenyaoYHow xenesbl, Autoantibodies against
Exocrine Pancreas, Pancreatic Antibodies, PAB)

15.11. AyTonmMMyHHbIe nopaxeHus neyeHu (Autoimmune Liver Diseases)

804 AnTutena knaccos IgA, 1gG, IgM k mutoxoHApUAM (AHTUMUTOXOHAPWAnbHbIE aHTUTena, |CbliBOPOTKA KPOBK MKon no7 1,720
AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 19G, IgM, Total)

806 AnTuTena knaccos IgA, 1gG, IgM k rmagkoin myckynartype, cymmapHo (Smooth Muscle ChbIBOpOTKa KpOBU MKon no7 1,720
Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 19G, IgM, Total)

819 AHTMTENA K MMKPOCOMaM NeYveHun 1 novek, cymmapHo IgA+lgG+IgM (anti-liver kidney ChbIBOpOTKa KpOBU MKon no7 1,755
microsomal antibody, anti-LKM, 1gG+IgM+ IgA)

1288 Manenb aHTUTen Knacca IgG npu ayToMMMyHHbIX 3abonesaHusix nevenn (AT K ChbIBOpOTKa KpOBU Kau no7 3,700
aHTurenam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52),
nMmMyHob61ot (Autoimmune Disease Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML,
gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52, IgG, Immunoblotting)

1289 AHTUTEna knacca IgG k acvanornukonpotenHoBomy peuentopy (aHT-ASGPR) CbIBOpOTKa KpOBU MKon no 10 1,905
(Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR, 19G)

15.12. AyToMMMyHHbIe HeBponorudeckue sabonesanus (Autoimmune Neurological Disoders)

936 AnTutena knaccos IgA, 1gG, IgM k akBanopuHy 4, CymmMapHO (AnarHocTuka ChbiBOpOTKa KpOBU MKon £o 10 2,850
HevipoonTukomuenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,
Neuromyelitis Optica, NMO, IgA, 19G, IgM, Total)

937 AnTutena knacca IgG k ckeneTHbiM Mbiwwitam (ACM) (Anti-Skeletal Muscle Antibodies, ChbiBOpOTKa KpPOBU MKon no8 1,500
AStMA, IgG)

938 AnTutena knaccos IgG 1 IgM k raHrnunosnaam (navH-énot: GM1; GM2-GM3-GM4; ChbiBOpOTKa KpOBU Kau no7 6,835
GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatngel), cymmapHo (Anti-GM1
Antibodies, Anti-GQ1b Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies

939 Mwosut-cneumndnyHblie aHTUTEna knacca IgG (navn-6not: Mi-2, Ku, PM-Scl 100/75; Jo1 |CbiBopOTka KpoBu Kay no7 5,255
PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

803 AHTUTENA K aueTunxonmHosomy peuentopy (AxP, anarHoctnka MuacteHum), cymmapHo | CbiBOpPOTKa KpoBK Kon £o 10 5,105
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)

953 AHTUHenpoHanbHble aHTuTena knacca IgG (nanH-6not: Hu (ANNA1), Yo-1 (PCA1), CV2, |CbiBopoTKa KpoBu Kau no7 6,835
Ma2, Ri (ANNA2), amduduaun) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1
(PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))

954 AnTtutena knacca IgG NMDA (N-metun-D-acnaprar) rnyramaTtHomy peLentopy B ChbiBOpOTKa KpOBU MKon no7 5,255
cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 19G)

954CMX Antutena k NMDA rnyramatHomy peuentopy, IgG, onpeaenexne B NMKBope (aHTu- Jlnksop MKon no7 2,805
NMDAR 1gG, N-methyl-D-Aspartate Receptor Antibodies, CSF)

4049 OnwroknoHanbHbIn IgG B nuksope (LiepebpocnMHanbHOM XUAKOCTU) U CbIBOPOTKE KpoBM | CbiIBOPOTKa KPOBU Kau., no 6 5,255
(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) OnucarenbHbin

1541 CeobopgHble nerkvie Lenu nmMmyHornobynmHos kanna n nambaa B nuksope (Cerebrospinal |JTuksop Kon no8 1,655
Fluid Concentration of Immunoglobulin Free Light Chains)

204 N-TepmuHanbHbI nponenTna npokonnareHa 1 obwwmi (Procollagen Type 1 N-terminal CbIBOpOTKa KpPOBU Kon no 2 1,905
Propeptide, PINP, Total)

1538 AHnTuTena k mvenury IgG, meToa HenpsiMoi MMyHodpnoopecueHumn (Anti-myelin ChbIBOpOTKa KpOBU MKon nob 1,400
antibody, I9G, IF)

1581CB Antutena k LGI1 n CASPR2 (KkoMMNOHeHTbI KoMMekca kanneBbix kaHanos), 1gG, CbIBOpOTKa KpOBU MKon no7 5,705

cbiBopoTka kpoeu (VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)




1581CMX Antutena k LGI1 n CASPR2 (koMMNOHeHTbI KoMMekca kanneBbix kaHanos), IgG, nuksop | Jluksop MKon no7 5,705
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

1582CB AHTUTENa K peuentopam HevipoHoB TunoB NMDA,CASPR, LGI, AMPA1, AMPA2, CblBOpOTKa KPOBU TNTP 0o 6 12,620
GABAR1 knacca IgG, pasgenbHo, onpegeneHmne B CbiBOPOTKE

1582 AHTUTENa K peuentopam HevipoHoB TunoB NMDA,CASPR, LGI, AMPA1, AMPA2, JlnkBop TNTP 0o 6 12,745
GABAR1 knacca IgG, pasgenbHo, onpegeneHune B NMKBope

1584AN AHTUHenpoHanbHble aHTuTena, IgG, Metoa HeNpsMon MMMYHOMITyOpeCLIEHLN ChbIBOpOTKa KpPOBU MKon no7 3,060
(Neuronal antibodies, 19G, Indirect immunofluorescence (IIF))

1585MUSK AHTUTENA K MbILLEYHO-CMELNdUYECKon TUPo3uHknHase (aHTu-MuSK) B ceiBopoTke ChbIBOpOTKa KpPOBU Kon no7 5,080
kposw, (Muscle-specific tyrosine kinase (MuSK) antibody)

1537 KomnnekcHoe nccrnenoBaHve st UCNonb30BaHWs B AMArHOCTMKE PacCestHHOro Jlnkeop; CbiBOpOTKa KPOBU 3akn 0o 10 6,565
Cckrepo3a: onpegerneHne onuroknoHarnbsHoro IgG (nukesop, cbiBOPOTKa) M CBOBOAHBLIX
Nerkux uenev UMMyHornobynmHoB (nvMkeop)

15.13. AyTomMmyHHbIe 3aboneBaHus nerkux n cepgua (Autoimmune Lung Diseases, Autoimmune

Heart Di )

815 AnTuTena knacca IgG k cepaeyHon myckynartype (Mvokapay), aHTUMUOKapAnanbHble ChbIBOpOTKa KpPOBU MKon no8 1,355
aHtutena (Anti-Heart Antibodies, IgG)

844 AKTUBHOCTb @HMMOTEH3NH-NpespaLlatoLLero depmenTa (AlNd) CbIBOPOTKN KPOBK CbIBOpOTKa KpOBU Kon no 10 2,570
(Angiotensin Converting Enzyme, ACE, Serum)

923 HeonTtepuH (HI) B cbiBopoTke kpoBm (Neopterin, Serum) CbIBOPOTKa KPOBM Kon 0o 10 1,905

4068 BocnanuteneHbie myuokapamonatum (AT k mutoxoHapusam (AMA), AT k cepaeyHomn CbIBOpOTKa KpOBU MKon £o 10 2,615
MycKyrnarype)

15.14. UMmyHHbIe TpomGouuToneHuu (Immune Thrombocytopenia, ITP)

973 [AHTuTena knacca k IgG TpomGoLmTam, Henpsimoit TecT (Platelet Antibodies 1gG, Indirect) |CbiBopotka kposu MKon no 10 3,905

16. ANINIEPTOJNIOr'MYECKUE UCCNEOOBAHMUA (Allergy Examination)

16.1. Annepronoruyeckue uccrnegoBaHus, texHonorus ImnmunoCAP (Allergy examination,

ImmunoCAP technology)

6804E1 Kowuka, nepxotb (e1) IgE, ImmunoCAP CblBOpPOTKa KPOBM Kon no5 670

6803E5 Cobaka, nepxotb (€5) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6805F2 Monoko kopoBbe (f2) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6809T3 Bbepesa (t3) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6817D1 Knew gomawHen nbinu / D. pteronyssinus (d1) IgE, ImmunoCAP CblBOpOTKa KpOBM Kon no5 670

6818D2 Knew gomawHen nbinum / D. farina (d2) IgE, ImmunoCAP CblBOpOTKa KpOBM Kon no5 670

6819H1 [omawHsia neinb (Greer Labs.) (h1) IgE, ImmunoCAP CblBOpOTKa KPOBM Kon no5 670

6825H2 HomawwHsia neinb (Hollister —Stier) (h2) IgE, ImmunoCAP CblBOpOTKa KPOBM Kon no5 670

6830M6 Alternaria alternata (m6) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP CblBOpPOTKa KPOBM Kon no5 670

6833M5 Candida albicans (m5) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6834M2 Cladosporium herbarum (m2) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6835G6 TumodbeeBka nyroeas (g6) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670

6836F1 Anynbi 6enok (f1) IgE, ImmunoCAP CblBOpOTKa KPOBM Kon no5 670

6837F75 AnyHbiv xenTok (f75) IgE, ImmunoCAP CblBOpOTKa KpOBM Kon no5 670

6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP CbIBOPOTKa KPOBM Kon 0o 5 670




6824E213 [onyrawn, nepo (e213) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6862E6 Mopckasi cBuHka, anutenui (e6) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6874W6 [NonblHb 0OblkHOBEHHas (WB) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6880F3 Tpecka atnaHtudeckas (f3) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6920W 5 MNonbiHb ropbkas (w5) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6921F9 Marro (f91) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6863M227 Malassezia spp. (m227) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6864M80 CT1adnokokkoBbi 3HTepoTokcMH A (m80) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 670
6865M81 CTadnoKoKKOBbIN 3HTEPOTOKCMH B (Mm81) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 670
6866M226 CT1adnnokokKoBbI 3HTEPOTOKCMH TSST (m226) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 670
6869F4 MNwenunua (f4) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6870F93 Kakao (f93) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6871F14 CoeBble 600bi (f14) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6872F13 Apaxuc (f13) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6873F83 Msico kypuubl (f83) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6875F49 Abnoko (f49) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6876F95 Mepcuk (f95) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6877F92 BaHaH (f92) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 670
6878F27 oBaguHa (f27) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 670
6879F45 [poxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6881F25 MNomugop (f25) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6882F33 AnenbcuH (f33) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6884F7 Osgec (f7) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6885F85 Cenbgepeii (f85) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6886F 11 'peumxa (f11), IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6887F35 KapTtodens (f35) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6888F225 ToikBa (f225) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6889F208 Jlnmon (f208) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6890F44 3emnsiHuka, KnybHuka (f44) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 670
6891F 31 Mopkosb (f31) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6892F9 Puc (f9) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6893F26 CsuHuHa (f26) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6894F24 KpeBeTka (f24) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6895F216 KanycTta 6enokovaHHas (f216) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6896F 17 OyHayk (f17) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6898F84 Kuem (f84) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6900F209 "penndpyT (f209) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6901F88 BapanuHa (f88) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6902F23 Kpab (f23) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6903F210 AHaHac (f210) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6904F55 [Npoco noceBHoe (nweHo) (f55) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
690511 An nyenbl megoHocHoi (i1) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
690612 Ap ocbl nsTHUcTOM (i2) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 670
690713 An ocbl 06bikHOBEHHOW (i3) IgE, ImMmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6908171 Komap (i71) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
690916 TapakaH pbbxuii (npycak) (i6) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6910175 An wepwhs (i75) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 670
6911C1 MNennumnnun G (c1) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670




6912C2 MennunnnuH V (c2) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 670
6916C8 XnoprekcuauH (c8) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6917K82 Jarekc (k82) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6915K80 dopmanbaerng / cbopmanuH (k80) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6919E81 OBua, anutenuii (e81) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
6807F78 KaseunH, monoko (nBos d8) (f78) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 845
6806F76 Anbda-nakranso6ymuH (nBos d4) (f76) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6808F77 beta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6848F232 OBanbbymuH, anbbymuH sndHbln, nGal d2 (f232) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 845
6849F233 OBomykoung, nGal d1 (f233) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 845
6850F323 KoHanbbymuH sinua, nGal d3 (f323) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 845
6851K208 Jnsoumm anua, nGal d4 (k208) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 845
6918FX73 Cwmecb annepreHoB msica (fx73) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 1,360
6822MX2 Cwmecb annepreHoB nnecenn (mx2) Ige, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 1,360
6914FX5 Cmecb aetckux nuueBbix annepreHoB (fx5) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 1,360
6820HS Cwmecb annepreHoB gomaiuHen nbinu (Hollister-Stier) (hx2) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 1,360
6821TX9 Cwmecb annepreHoB nbinbLbl AepeBbeB (1x9) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 1,360
6838W X1 Cmecb annepreHoB nbibLbl COPHbIX TpaB (wx1) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 1,360
6868GX1 CMecCh MbifbLbl paHHeuBeTYLWMX Nyroebix Tpas (gx1) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 1,360
6823MX1 Cmecb annepreHoB nnecHeblx rpnbkoB (mx1) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 1,360
6883CF Cwmecb nuueBbix annepreHoB (fx15) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 1,360
6897FX21 Cwmecb nuueBbix annepreHoB (fx21) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 1,360
6867 MaHenb "CTadninokokKoBble IHTEPOTOKCUHbI", IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,460
6802PH Phadiatop ImmunoCAP, IgE CbIBOpOTKa KpOBYU MKon 0o 5 1,820
6810T215 bepesa 6oponasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
68117221 Bepesa 6opogaByatas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6812G213 TumodpeeBka nyrosasi, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6813G214 TumodpeeBka nyrosasi, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6814W230 Am6po3us Bbicokasi, nonbiHoNMcTHasA, NAmb a1 (w230) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6815W231 MonbiHb 06blkHOBeHHasA, NArtv1 (w231) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6816W233 MNonblHb 06blkHOBeHHas1, NArtv3 (w233) IgE, ImmenoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6841E94 Kowuka, rFel d1 (e94) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6842E220 KoLuka, cblBOPOTOUHbIN anbbymuH, rEel d2 (e220) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6843E101 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6844E102 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6845E221 Cobaka, CbIBOPOTOYHbIV anbbymnH, nCan f3 (e221) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6846M229 Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6847E204 Bblunii cbiBOpoTOYHbIV anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6852F351 TponomnosuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6853F355 Kapn, napeanbbymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6854F416 Owera-5 MmuagunH nwennupl, rTria 19 (f416) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6857F423 Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 2,240
6858F424 Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6859F352 Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon no5 2,240
6860F427 Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 2,240
6801PI Phadiatop Infant ImmunoCAP, IgE CbIBOPOTKa KPOBU Kon 0o 5 2,240




6829TP TpunTasa, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 3,310
6826 Manenb "Actmal/pnHunt getn" IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 5,010
6827 MaHenb "Actma/pnHunT B3pocnble” IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 5,010
6828 MaHenb "Jk3ema" IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 5,010
66601 Poxb (f5) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66602 Mép (f247) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66603 OBcsiHnua nyroeas (g4) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66604 Orypey (f244) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66605 Asokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) CbIBOPOTKa KPOBU Kon 0o 5 670
66606 Apbys3 (f329), IgE, ImmunoCAP (W atermelon, Citrullus lanatus, IgE, ImmunoCAP) CbIBOPOTKa KPOBU Kon 0o 5 670
66607 Jlowapgp, nepxotb (€3) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66618 Monoko ko3be (f300) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66627 Kodbe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) CbIBOpOTKa KpOBYU Kon no5 670
66628 Yan nuctoson (f222) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66629 Aumensb (f6) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66630 "opox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP) CbIBOPOTKa KPOBU Kon 0o 5 670
66631 MwuHgans (f20) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66651 CmopoauHa kpacHas (f322) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) CbIBOpOTKa KpOBYU Kon 0o 5 670
66633 BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) CbIBOpOTKa KpOBYU Kon no5 670
66634 "pywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP) CbIBOPOTKa KPOBU Kon 0o 5 670
66635 ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) CbIBOPOTKa KPOBU Kon 0o 5 670
66636 MangapwuH (f302) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66638 BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)  |CbiBopoTKa KpoB® Kon 0o 5 670
66639 Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) | CbiBopoTka kpoBu Kon 0o 5 670
66640 Jyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) CbIBOPOTKa KPOBU Kon 0o 5 670
66641 YecHok (f47) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66642 CaxapHas cBekna (f227) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66643 [pubbl (WwamnuHboHsbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ChblBOpPOTKa KpOBK Kon no5 670
ImmunoCAP)
66646 OpyBaH4MK 06blkHOBEHHBIN (W8) IgE, ImmunoCAP CbIBOpOTKa KpOBYU Kon 0o 5 670
66647 [NogconHeyHuk (w204) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
66648 Pomauuka (w206) IgE, ImmunoCAP CbIBOPOTKa KPOBU Kon 0o 5 670
16.2. UmmyHorno6ynuH E o6wuii (IgE, Total)
67 MmmyHornobynuHel knacca E (obwwmin IgE, nmmyHornobynuHd E obwmin) (Immunoglobulin - | CbiBopoTka KpoBm Kon 1 635
E Total, IgE Total)
16.3. Onpeaenexnue cneuncmyeckux IgE: komnnekcHele annepronaHenu (Determination of Specific
IgE: Comprehensive Allergy Panels)
*OTBeT NOo KaXAOMY ansiepreHy M3 naHenu
665 MaHenb pasHble annepretbl, IgE (Panel Different Allergens, IgE) CbIBOpOTKa KpOBYU Kon 0o 6 4,385
6706 [laHenb pasHble anneprexb 1 CbIBOPOTKa KPOBU Kon 0o 6 2,190
6707 [aHenb pasHble annepreHbl 2 CbIBOPOTKa KPOBU Kon 0o 6 2,190
670 MNaHenb negunatpuyeckas, IgE (Pediatric Panel, IgE) CbIBOPOTKa KPOBU Kon 0o 6 4,385
666 [NaHenb pecnupaTtopHble anneprensl, IgE (Respiratory Panel, IgE) CbIBOPOTKa KPOBU Kon 0o 6 4,385
1308ISAC Anneprouun ImmunoCAP ISAC, 112 anneprokomnoHexTos (Allergochip ImmunoCAP ChblBOpOTKa KpOBK Kon no7 31,210

ISAC, 112 allergic components)




16.4. Onpenenexnue cneundmyeckux IgE: nuwesslie annepreHbl (Determination of Specific IgE: Food

Allergens)
*O6wWwmn pe3ynbTaT No CMecu annepreHoB
669 MaHenb nuueBble anneprensl, IgE (Food Allergy Panel, IgE) CbIBOpOTKa KpOBYU Kon 0o 6 4,385
669011 [NaHenb annepreHos "MueBble 1" CbIBOPOTKa KPOBU Kon 0o 6 2,193
669012 [NaHenb annepreHos "MuieBble 2" CbIBOPOTKa KPOBU Kon 0o 6 2,193
637 Cwmecb nuueBbix annepreHos 1: anenbcuH, 6aHaH, 6noko, nepcuk, IgE (FP15 (F33, ChblBOpPOTKa KPOBK Kon no 2 1,350
F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, IgE)*
638 Cmechb NULLEBBIX annepreHoB 2: kuBW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, |CbkiBopoTka KpoBu Kon 0o 2 1,350
F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*
639 CmMechb MULLEBBIX annepreHoB 3: CBMHUHA, KypUHOe MSICO, roBsiauHa, 6apaHunHa, IgE CbIBOpOTKa KpOBYU Kon 0o 2 1,350
(FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
677 AHaHac, IgE (Pineapple, IgE, F210) CbIBOpOTKa KpOBYU Kon no5 580
998 AnenbcuH, IgE (Orange, IgE, F33) CbIBOpOTKa KpOBYU Kon no 2 655
611 Apaxuc, IgE (Peanut, IgE, F13) CbIBOpOTKa KpOBYU Kon no 2 600
676 BaHaH, IgE (Banana, IgE, F92) CbIBOpOTKa KpOBYU Kon no5 590
673 BapaHuHa, IgE (Lamb, IgE, F88) CbIBOpOTKa KpOBYU Kon no5 590
649 Berta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) CbIBOpOTKa KpOBYU Kon no5 590
645 oBaguHa, IgE (Beef, IgE, F27) CbIBOpOTKa KpOBYU Kon no5 590
636 "penndpyT, IgE (Grapefruit, IgE, F209) CbIBOPOTKa KPOBU Kon 0o 2 590
641 ['peyHeBast Myka, IgE (Buckwheat, IgE, F11) CbIBOpOTKa KpOBYU Kon no5 590
650 KasewH, IgE (Casein, IgE, F78) CbIBOPOTKa KPOBU Kon 0o 5 590
642 Kanycta kovaHHas, IgE (Cabbage, IgE, F216) CbIBOpOTKa KpOBYU Kon no5 590
646 Kaptodbens, IgE (Potato, IgE, F35) CbIBOpOTKa KpOBYU Kon no5 590
654 Kusw, IgE (Kiwi Fruit, IgE, F84) CbIBOpOTKa KpOBYU Kon no5 590
634 KnybHuka, IgE (Strawberry, IgE, F44) CbIBOpOTKa KpOBYU Kon no 2 590
608 KopoBbe moroko, IgE (Milk, IgE, F2) CbIBOpOTKa KpOBYU Kon no 2 590
614 Kpabbl, IgE (Crab, IgE, F23) CbIBOpOTKa KpOBYU Kon no 2 590
615 KpeseTku, IgE (Shrimp, IgE, F24) CbIBOpOTKa KpOBYU Kon no 2 590
651 KypuHoe msico, IgE (Chicken Meat, IgE, F83) CbIBOpOTKa KpOBYU Kon no5 590
635 JlumoH, IgE (Lemon, IgE, F208) CbIBOpOTKa KpOBYU Kon no 2 590
675 Matro, IgE (Mango, IgE, F91) CbIBOpOTKa KpOBYU Kon no5 590
617 Mopkossb, IgE (Carrot, IgE, F31) CbIBOpOTKa KpOBYU Kon no 2 590
648 OBcsiHasa myka, IgE (Oat, IgE, F7) CbIBOpOTKa KpOBYU Kon no5 590
632 MNekapckue apoxoku, IgE (Baker's Yeast, IgE, F45) CbIBOPOTKa KPOBU Kon 0o 2 590
674 Mepcuk, IgE (Peach, IgE, F95) CbIBOPOTKa KPOBU Kon 0o 5 590
655 MuBHble gpoxokn, IgE (Brewer’s Yeast, IgE, F403) CbIBOpOTKa KpOBYU Kon no5 655
647 Mpoco, IgE (Common Millet, IgE, F55) CbIBOpOTKa KpOBYU Kon no5 590
610 MweHnyHasa myka, IgE (Wheat, IgE, F4) CbIBOpOTKa KpOBYU Kon no 2 595
652 Puc, IgE (Rice, IgE, F9) CbIBOpOTKa KpOBYU Kon no5 590
644 CsuHuHa, IgE (Pork, IgE, F26) CbIBOpOTKa KpOBYU Kon no5 590
619 Cenbgepein, IgE (Celery, IgE, F85) CbIBOPOTKa KPOBU Kon 0o 2 595
612 CoeBble 606bI, IgE (Soybean, IgE, F14) CbIBOPOTKa KPOBU Kon 0o 2 595
616 Tomarsbl, IgE (Tomato, IgE, F25) CbIBOPOTKa KPOBU Kon 0o 2 595
609 Tpecka, IgE (Codfish, IgE, F3) CbIBOPOTKa KPOBU Kon 0o 2 595
643 ToikBa, IgE (Pumpkin, IgE, F225) CbIBOpOTKa KpOBYU Kon no5 590
613 dyHayk, IgE (Hazelnut, IgE, F17) CbIBOpOTKa KpOBYU Kon no 2 595
633 LWokonag, IgE (Chocolate, IgE, F105) CbIBOPOTKa KPOBU Kon 0o 2 595




(TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

653 Abnoko, IgE (Apple, IgE, F49) CblBOpOTKa KPOBM Kon no5 590
607 AnuHbi 6enok, IgE (Egg White, IgE, F1) CblBOpPOTKa KpOBM Kon 0o 2 595
618 AnyHbiv xenTok, IgE (Egg Yolk, IgE, F75) CbIBOpPOTKa KPOBM Kon 0o 2 595
16.5. Onpenenenue cneuncmnyeckux IgE: obiToBhIe annepreHbl (Determination of Specific IgE:
Household Allergens)
*O6wmn pesynbTaT no cMecu annepreHos (Totall Result for Mixture of Allergens)
602 Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus | CbiBopoTKka KpoBM Kon no 2 1,345
fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold
Panel 1: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida
albicans, Alternaria tenuis, IgE)*
623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) CbIBOpOTKa KPOBM Kon no 2 595
624 MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) CbIBOPOTKa KPOBM Kon 0o 2 595
625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) CblBOpOTKa KpOBM Kon no 2 595
626 MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) CblBOpPOTKa KPOBM Kon no 2 595
627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) CblBOpOTKa KPOBM Kon no 2 595
631 Homawwnss neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) CbIBOPOTKa KPOBM Kon 0o 2 595
621 Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, CbIBOpOTKa KpOBU Kon no 2 595
IgE, D1)
622 Knew Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) CbIBOpPOTKa KPOBM Kon 0o 2 595
16.6. Onpeaenexnue cneundmyecknx IgE: annepreHbl xuBoTHbIX (Determination of Specific IgE:
Allergens of Animal Origin)
*O6wWwmmn pe3ynbTaT Mo CMecu annepreHoB
1070 Cmecb annepreHoB AOMALLHMX MPbI3yHOB: SMUTENNIA MOPCKOW CBUHKW, SNUTENUI CbIBOpOTKa KpOBU Kon no 2 1,470
KpOmnuka, anMTennin XoMsika, Kpbica, Mbiwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal
Panel: Guinea Pig Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*
605 Kouuka, IgE (Cat Dander-Epithelium, IgE, E1) CblBOpPOTKa KPOBM Kon no 2 595
606 Cobaka, IgE (Dog Epithelium, IgE, E2) CblBOpPOTKa KPOBM Kon no 2 595
620 TapakaH, IgE (Cockroach, IgE, 16) CbIBOPOTKa KPOBM Kon 0o 2 595
660 Mopckas cBuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) CbIBOpPOTKa KPOBM Kon no5 580
661 BonHucTbIn nonyran, nepo, IgE (Budgerigar Feathers, IgE, E78) CblBOpOTKa KPOBM Kon no5 580
662 OBua, anutenui, IgE (Sheep Epithelium, IgE, E81) CbIBOpPOTKa KPOBM Kon no5 580
663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) CbIBOpPOTKa KPOBM Kon no5 580
16.7. Onpenenexnue cneundmyeckux IgE: anneprexbl nbinbubl pacteHun (Determination of Specific
IgE: Allergens of Plant Pollen)
*O6wWwmmn pe3ynbTaT No CMecu annepreHoB
600 Cmecb annepreHoB TpaBbl: €xa cObopHasi, OBCAHHULIA NyroBasl, POXXb MHOTOMNETHSS, CbIBOpOTKa KpOBU Kon no 2 1,340
TumodbeeBka, MATNUK nyroeor, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard
Grass, Meadow Fescue, Perennial Rye Grass, Timothy Grass, June Grass (Kentucky
Bluegrass), IgE)*
601 Cmecb annepreHoB TpaBbl: KOMOCOK AYLIMCTbINA, POXb MHOrOMETHASA, TModheeBKa, poxb | CbIBOPOTKa KPOBM Kon no 2 1,340
KynbTuBMpoOBaHHas, ByxapHuk wepctuctbin, IgE (GP3 (G1, G5, G6, G12, G13), Grass
Panel: Sweet Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass,
Velvet Grass, IgE)*
603 Cwmecb annepreHoB AepeBbeB: OfbXa, NeLuyHa obbIKHOBEHHas!, nBa, 6epesa, ayob, IgE CblBOpOTKa KPOBM Kon 0o 2 1,340




604 Cmecb annepreHoB COpHOW TpaBbl: aMbpo3ns NOMbIHHONNCTHASA, NOMbIHb CbiBOpOTKa KpOBU Kon no 2 1,340
0bbIKHOBEHHasA, MOAOPOXHUK, Mapb 6enas, yeptononox pycckun, Ige (WP1 (W1, W6,
W9, W10, W11), Weed Panel: Common Ragweed, Mugwort, English Plantain, Lamb's
Quarters, Russian Thistle, IgE)*
657 Bepesa, nbinbua, IgE (Birch, IgE, T3) CblBOpPOTKa KPOBM Kon no5 580
640 Tononb, IgE (Cottonwood, IgE, T14) CbIBOPOTKa KPOBM Kon 0o 2 595
656 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) CbIBOpPOTKa KPOBM Kon no5 580
658 MNonblHb 06bIKHOBEHHas, NbinbLa, IgE (Mugwort, IgE, W6) CblBOpPOTKa KPOBM Kon no5 580
659 MonbiHb ropbkas, IgE (Wormwood, IgE, W5) CbIBOpPOTKa KPOBM Kon no5 580
16.8. Onpeaenexnue cneundmyeckux IgE: npoceccnonanbHble annepreHbl (Determination of specific
IgE: professional allergens)
628 [Natexc, IgE (Latex, 19G, K82) CbIBOpPOTKa KPOBM Kon 0o 2 580
16.9. OnpegenenHue cneundmyecknx IgG: nuweBbie annepreHsbl (Determination of Specific IgG: Food
Allergens)
*O6wun pesynbTaT no cMecu annepreHos (Totall Result for Mixture of Allergens)
6612 Cmecb nuLeBbIx annepreHos 1: anenbcuH, 6aHaH, sbnoko, nepcuk, IgG (FP15 (F33, ChbIBOpOTKa KpOBU Kon no5 1,265
F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach, 19G)*
6611 CwmMecCh NULLEBbIX annepreHoB 2: kneW, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84, F91, F92, |CbiBopoTka KpoBu Kon nob5 1,265
F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple, 19G)*
6613 Cmechb nuLLeBbIX annepreHoB 3: CBUHMHA, KypUHOE MSICO, roBsaavHa, 6apaHuHa, IgG ChbIBOpOTKa KpPOBUM Kon nob 1,265
(FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, 19G)*
ALL Onpepenexue cneundumyecknx mmyHornobynmHos knacca G (IgG) k nuLesbim ChbIBOpOTKa KpPOBU Kon no4 18,145
annepreHam (Basic Food Profile, 19G)
6672 AHaHac, 1gG (Pineapple, 1gG, F210) CblBOpOTKa KPOBM Kon no5 655
6667 AnenbcuH, IgG (Orange, IgG, F33) CblBOpPOTKa KPOBM Kon no5 655
6645 Apaxwc, 1gG (Peanut, 19G, F13) CbIBOPOTKa KPOBM Kon 0o 5 655
6671 baHaH, IgG (Banana, IgG, F92) CbIBOPOTKa KPOBM Kon 0o 5 655
6668 bapaHuHa, 1gG (Lamb, 1gG, F88) CbIBOPOTKa KPOBM Kon 0o 5 655
6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, IgG, F77) CbIBOPOTKa KPOBM Kon 0o 5 655
6654 oBaguHa (F27), anneprex-cneundmyeckme IgG (Beef, 19G, F27) CbIBOpPOTKa KPOBM Kon no5 655
6666 "penndpyT (F209), annepren-cneundunyeckue IgG (Grapefruit, IgG, F209) CbIBOPOTKa KPOBM Kon 0o 5 655
6644 'peuHeBast myka (F11), anneprex-cneumndmyeckme IgG (Buckwheat, 19G, F11) CblBOpOTKa KPOBM Kon 0o 5 655
6602 KaseuH (F78), annepren-cneundudeckue IgG (Casein, 1gG, F78)) CblBOpOTKa KPOBM Kon no5 655
6649 KanycTa kodaHHas (F216), anneprex-cneumndudeckme IgG (Cabbage, IgG, F216) CbIBOPOTKa KPOBM Kon 0o 5 655
6657 Kaptodens (F35), annepreH-cneundmyeckue IgG (Potato, IgG, F35) CblBOpPOTKa KPOBM Kon no5 655
6608 Kusn (F84), annepreH-cneuundmyeckue IgG (Kiwi Fruit, IgG, F84) CblBOpPOTKa KPOBM Kon 0o 5 655
6659 Kny6Huka (F44), annepreH-cneundmyeckue IgG (Strawberry, 1gG, F44) CbIBOPOTKa KPOBM Kon 0o 5 655
6648 KopoBbe mornoko (F2), annepren-cneundudeckue IgG (Milk, 1gG, F2) CblBOpPOTKa KPOBM Kon 0o 5 655
6652 KpeseTku (F24), anneprex-cneundmyeckme IgG (Shrimp, IgG, F24) CbIBOpPOTKa KPOBM Kon 0o 5 655
6603 KypuHoe msico (F83), annepren-cneundmyeckme IgG (Chicken Meat, 1I9G, F83) CbIBOPOTKa KPOBM Kon 0o 5 655
6609 JnmoHn (F208), annepren-cneundmnyeckue IgG (Lemon, 1gG, F208) CbIBOPOTKa KPOBM Kon 0o 5 655
6670 Marro (F91), annepren-cneumdudeckme IgG (Mango, IgG, F91) CbIBOPOTKa KPOBM Kon 0o 5 655
6656 MopkoBb (F31), annepreH-cneunduyeckue IgG (Carrot, IgG, F31) CbIBOPOTKa KPOBM Kon 0o 5 655
6661 OBcsiHasa myka (F7), annepreH-cneumndmyeckme IgG (Oat, 19G, F7) CbIBOPOTKa KPOBM Kon 0o 5 655
6664 MNekapckme apoxckn (F45), annepren-cneundunyeckue IgG (Baker's Yeast, IgG, F45) CbIBOPOTKa KPOBM Kon 0o 5 655
6669 Mepcuk (F95), annepren-cneundmdeckme IgG (Peach, I1gG, F95) CbIBOPOTKa KPOBM Kon 0o 5 655
6610 MNueHble apoxckn (F403), anneprex-cneumdunyeckme IgG (Brewer’s Yeast, 1gG, F403) CbIBOPOTKa KPOBM Kon 0o 5 655




6660 Mpoco (F55), annepreH-cneunduyeckue IgG (Common Millet, 1gG, F55) CbIBOPOTKa KPOBM Kon 0o 5 655
6658 MNweHnyHasn myka (F4), annepreH-cneundmyeckue IgG (Wheat, IgG, F4) CbIBOpOTKa KPOBM Kon 0o 5 655
6605 Puc (F9), annepren-cneundmyeckue IgG (Rice, 1gG, F9) CbIBOPOTKa KPOBM Kon 0o 5 655
6653 CBuHuHa (F26), annepren-cneundmydeckume IgG (Pork, 19G, F26) CbIBOPOTKa KPOBM Kon 0o 5 655
6646 CoeBble 606! (F14), anneprex-cneunduyeckme IgG (Soybean, 1gG, F14) CbIBOPOTKa KPOBM Kon 0o 5 655
6607 Tomarbl (F25), annepreH-cneumndmyeckme IgG (Tomato, 1gG, F25) CblBOpPOTKa KPOBM Kon no5 655
6655 Tpecka (F3), annepreH-cneundmyeckue IgG (Codfish, IgG, F3) CbIBOPOTKa KPOBM Kon 0o 5 655
6650 ToikBa (F225), annepreH-cneumndmyeckume IgG (Pumpkin, IgG, F225) CblBOpPOTKa KPOBM Kon 0o 5 655
6647 DdyHayk (F17), annepren-cneundudeckue IgG (Hazelnut, 19G, F17) CbIBOpPOTKa KPOBM Kon 0o 5 655
6665 LWokonag (F105), anneprex-cneumndmyeckme IgG (Chocolate, 1gG, F105) CbIBOPOTKa KPOBM Kon 0o 5 655
6606 Abnoko (F49), annepren-cneumduyeckme IgG (Apple, 1gG, F49) CbIBOPOTKa KPOBM Kon 0o 5 655
6643 AnyHbii 6enok (F1), annepreH-cneumndmyeckme IgG (Egg White, IgG, F1) CblBOpOTKa KPOBM Kon 0o 5 655
6662 Anunbivi xxentok (F75), annepreH-cneundmdeckue IgG (Egg Yolk, 19G, F75) CbIBOpPOTKa KPOBM Kon 0o 5 655
16.10. OnpeageneHue cneyuncuyeckux IgG: 6biToBbIE annepreHbl (Determination of Specific IgG:
Household Allergens)
6619 Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus | CbiBopoTKa KpoBm Kon nob 1,265
fumigatus, Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold
Panel 1: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida
albicans, Alternaria tenuis, 1gG)*
6614 MneceHb Penicillium notatum (M1), annepren-cneuudunyeckue IgG (Penicillium notatum, |CbiBopoTka KpoBm Kon nob 655
1gG, M1)
6615 MneceHb Cladosporium herbarum (M2), annepreHn-cneundguyeckue IgG (Cladosporium CblBOpOTKa KPOBM Kon nob5 655
herbarum, 19G, M2)
6616 MneceHb Aspergillus fumigatus (M3), annepreH-cneumndunyeckune IgG (Aspergillus CblBOpOTKa KPOBM Kon nob5 655
fumigatus, 19G, M3)
6618 IneceHb Alternaria tenuis (M6), annepreH-cneundunyeckue IgG (Alternaria tenuis, 1gG, CbIBOPOTKa KPOBM Kon 0o 5 655
6632 Knew Dermatophagoides pteronyssinus (D1), annepreH-cneumndunyeckume IgG CblBOpOTKa KpOBM Kon nob5 655
(Dermatophagoides pteronyssinus, 19G, D1)
6633 Knew Dermatophagoides farinae (D2), annepreH-cneundguyeckue IgG CblBOpOTKa KPOBU Kon nob5 655
(Dermatophagoides farinae, 19G, D2)
6634 Knew Dermatophagoides microceras (D3), annepreH-cneunduyeckue 1gG CblBOpOTKa KPOBU Kon nob5 655
(Dermatophagoides microceras, I9G, D3)
6635 HomawwHss nbinb/Greer (H1), annepren-cneundmyeckme IgG (House Dust — Greer, 1I9G, | CbiBOpoTKa KpoBM Kon 0o 5 655
16.11. Onpepenexuve cneundmyeckux IgG: anneprexbl kxMBoTHbIX (Determination of Specific IgG:
allergens of Animal Origin)
6638 Kowuka, anutenun (E1), anneprex-cneumndumdeckue IgG (Cat Dander-Epithelium, IgG, E1) |CbiBopoTka kKpoBu Kon 0o 5 655
6639 Cobaka, anutenun (E2), annepreH-cneumdumyeckme IgG (Dog Epithelium, 19G, E2) CbIBOpPOTKa KPOBM Kon 0o 5 655
17. ACCNNEOQOBAHUE CIMNEPMbI U CBA3AHHLIE TECThbI (Semen analysis and related tests)
17.1. CBeToonTuyeckoe uccrnenoBaHue cnepmarosoungos (Optical Study of Spermatozoa)
599 |Cnepmorpamma (cnepmuorpamma, cnepmatorpamma) (Semen Analysis) Iakynat Kon. n Kau. 1 1,650
17.3. AHTUCnepmManbHbie aHTuTena (Antispermatozoal Antibodies)
223 AHTUTENa aHTCNepMarnbHble B CbIBOPOTKe kpoBu (Anti-Spermatozoa Antibodies, ASA, CbIBOpOTKa KpOBU Kon no 6 1,345

Serum)




224 AHTUTENa aHTMCnepMarnbHble B cnepme (Anti-Spermatozoa Antibodies, ASA, Semen) SsAkynat Kon no 12 1,470

597 MAR-TecT, IgA (konu4ecTBeHHOe onpeaeneHne HanYMS/OTCYTCTBUS @aHTUCNEPMAnbHbIX | DAKYNSAT Kon 1 620
aHTUTen knacca A ¢ UCNonb30BaHMEM NTATEKCHbIX YacTuL, Ha MOBEPXHOCTU
cnepmaro3ongoB) (MAR-test — Mixed Antiglobulin Reaction, 1gA)

598 MAR-TecT, IgG (konunyecTBeHHOE onpeaerneHne HanMuna/oTCyTCTBUSA aHTUCNEPManbHbIX | AKYNSAT Kon 1 620
aHTuTen knacca G ¢ ucnonb3oBaHWEM NMaTeKCHbIX YacTyL, Ha MOBEPXHOCTMN
cnepmaro3ongoB) (MAR-test — Mixed Antiglobulin Reaction, 19G )

18. LIUTONOIrMYECKUE NCCIIENOBAHUA (Cytological Examination)

18.1. XKugkocTHasa uutonorus, okpawmBaHue no MNanaHukonay (Liquid-Based Cytology, LBC, Pap-

Test)

*[ns TecToB, NOMe4YeHHbIX *, Heo6xoanMma npobonogroroBka (KXLL).

KOKLL Mpo6onogrotoska (KXKLI) -E

518 KugkocTHas umutonorus. Lintonornyeckoe nccnegoBaHne buomarepuana wenku matkn | Cockob nob5 1,220
(okpaLumBaHue no NanaHukonay, TexHonorus ThinPrep ®)*

547 LinTonornyeckoe 1 MUMMyHoLMTOXUMMYECKOe uccrnenosaHne ¢ mapkepamu p16INK4a u Ki- | Cockob Kau no 11 6,965
67 4ns nogTBEPXXOEHNs AMCNIIa3MmM B Ma3kax CITM3NCTOW LUENKN MaTKu

18.2. OkpawmBaHue no NanaHukonay — Pap-tect (Papanicolaou Stain)

517 LinTonornyeckoe nccnenosaHne bromarepuana LWenkn maTkv (okpaluvMBaHue no Cockob no4 1,380
Mananukonay, Pap-tect) (Cytological Examination: Cervix, Pap-test)

519 LinTonornyeckoe nccnenoBaHve 6romarepuana cockoboB BynbBbl U Bnaranuia, kpome | Cockob no4 1,490
LUeKM MaTku (okpaLumBaHue no Nanaxukonay, Pap-tecT)

18.3. OkpawmBaHue no PomaHoBckomy-I'mm3e (Romanowsky-Giemsa Stain)

500 LinTonornyeckoe nccnegoBaHne Matepuana, nory4eHHoro Npu XMpypruyeckmx Masku, oTnevaTku, XUakocTb no3 1,020
BMeLLaTeNbCTBax 1 ApYrux CpodHbIX nccnegosaHusx (Cytological Examination of Material
Obtained during Surgical Procedures and Other Urgent Research)

502 MccnenosaHne cockoboB 1 OTNEYATKOB C MOBEPXHOCTM KOXM 1 crnn3ncTeix (Examination | Otaensiemoe rnasa; Cockob no 3 570
of Scrapings and Prints of Skin and Mucous Membranes)

503 WccnenoBaHue cockoboB 1 OTNeYaTKoB OMyxonen 1 onyxonenofobHbIX 06pa3oBaHui Cockob no3 785
(Examination of Scrapings and Prints Tumor and Tumor Like Formations)

5043H0 WccnenosaHue sHpockonunyeckoro Matepunana (Examination of Endoscopic Material) SOHOockonnyeckUn Mmatepuan no3 785

Xenynok; QHOOCKOMMYECKUA
MaTepuan KULLEYHUK;

504CBP MccnenosaHnsa npombiBHBIX BOA, 6poHxoB (MccnegoBaHne cMbIBOB C OpOHXOB) CwmbiB no 3 785
(Examination of Bronchial W ashouts)

505 WMccnenoBaHme cockoBOoB LLENKN MaTkM 1 LepBuKanbHoro kaHana (Examination of Cockob no3 610
Scrapings: Cervix and Cervical Canal )

505b LinTonornyeckoe nccnegoBaHvue aNUTENUST LLENKN MaTKy C ONMcaHueM no Cockob no3 610
TepmuHonornyeckon cucteme berecaa (The Bethesda System - TBS) (Cytological
Examination of Cervical Epithelium with Description on The Bethesda System, TBS)

506ACTI1 VccnepgoBaHue acnupara 13 nonoctu matku (masku) (Examination of Uterine Aspiration ) |Acnupart no3 720

506BMC WMccnenosaHve otnevarka ¢ BHyTpumarodHon cnvupanu (BMC) (Examination of Imprint OTaensiemoe MonoBbIX OPraHoB no 3 720
Intrauterine Device, IUD)

507MO4 WccnegoBaHue moum (Examination of Urine) Moua no3 655

507MXE VlccnepoBaHme BblAeNeHni M3 MoroYHom xenesbl (Examination of Breast Discharge) OTaensiemoe 13 cocka 0o 3 655




507T3C MccnenosaHve TpaHccyaaToB, akccyaaTos, cekpetos (Examination of Transudates, AcuuTnyeckas xmakocTb; no 3 655
Exudates, Secrets) neBpanbHas XUaKoCcTb

508 WccnepoBaHne mokpoThl (Examination of Sputum) Mokpota 0o 3 1,040

509MXE ViccnegoBaHme NyHKTaToOB MOMNOYHOWM xxenesbl (Examination of Punctates: Breast) MyHkTaT no3 785

509KOX WccnepgoBaHue nyHkTaTtoB Koxm (Examination of Punctates: Skin) MyHkTaT no3 785

510 VccnenoBaHue NyHKTaToOB ApYrMx opraHoB 1 TkaHew (Examination of Punctates: Other MyHkTaT; Y3en gonu no3 1,040
Organs and Tissues) LLIMTOBUOHON Xernesbl

5106 LinTonornyeckoe nccnegoBaHyne NyHKTaTa WUTOBUAHOW Xene3bl C OnMcaHnem no Masok no3 610
TepmuHonornyeckon knaccudmkaunm betecaa (The Bethesda System for Reporting
Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

512 LinTonornyeckoe nccnenoBaHne cockoba (Maska) CrimancTon o6omnodky NonocTy Hoca Cockob no3 960
(ooHa nokanmsauus) (Cytological Examination: Scrapings (Smear) of Nasal Mucous
Membrane (1 Localization))

514 WMccnenoBaHue sHOocKoNnYeckoro Matepuana Ha Hanvdve Helicobacter pylori SOHpOockonnyeckun matepuan no3 960
(Examination of Endoscopic Material: Presence of Helicobacter pylori)

18.4. KoHcynbTauus rotoBbix npenapartos (Cytological Examination of Early Stained Slides with

Cytological Smear)

5000 KoHcynbTaumsi roToBbIX LIMTONOrMYecknx npenaparos (ogHo ctekno) (Consultation of MponssonbHbI Buomartepuan no 3 420

Finished Cytological Preparations (1 Glass))

19. TMCTOJIOrMYECKUE UCCINEOBAHMUA (Histological Examination)

*[NA TecToB, NOMeYeHHbIX *, Heobxoauma npobonoarotoska (KFTUCT).

19.1. TMcTonornyeckue uccneaoBaHUA C OKpallMBaHWEM reMaToKCUInH-303nHoM (Histology,
hematoxylin and eosin stain (H&E stain, HE stain))

KrMCT MpoGonoarotoska (KTUCT) | S

AM511 VccnepnoBaHme koHyca ek matkm (The examination of cone of cervix)* - -

511 'mcTonormyeckoe nccnegoeaHne GUONCUMHOIO MaTepuana u marepuvarna, nofiydeHHoro  |Acnupar; buonrar; no9 2,380
Npu XMPYPrmyeckx BMeLLaTenbCTBax (3HAOCKONMMYECKOro Marepuarna; TKaHew XEeHCKOoN MponssonbHbI Buomartepuarn;
MOJIOBOV CUCTEMBI; KOXW, MATKUX TKAHEW; KPOBETBOPHOM 1 MMMAONAHOW TKaHen; KOCTHO- | Cockob
XPSALLEBOW TKaHuW)*

534 BuoncuiiHasi gnarHocTuka 4epMarto30B - Mopdonormieckoe uccnegoeaHue buontartos B |buonrar Kay no7 1,990
Liensix AnarHocTuky 3abonesaHuii Koxu (kpome HoBoobpasosaHuii) (Pathology of skin
biopsyes)*

524 [acTpuT, accounmpoBaHHbIv ¢ Helicobacter pylori (ructonornyeckuii npoduns) Buontar no6 4,575
(Helicobacter pylori Associated Gastritis)*

516 'mcToxummndeckoe nccnenosaHue Helicobacter pylori (cnunsb) (Helicobacter pylori, Mucus, |3QHgockonuyeckuin matepuan no9 2,440
Histochemical Study)*

5110 KoHcynbTaumsi rotoBbIx ructonornyeckux npenaparos (1 ctekno + 1 6nok) (Consultation | MapadmHoBbI 6riok + cTekno no 3 980
of Finished Histological Preparations (1 Glass + 1 Block))

19.2. AmmyHoructoxummuyeckume uccrnegoBaHusi (Immunohistochemical Examination)

PLWM-TI MIMMYHOTVCTOXMMWUYECKNIA CKPUHMHT paka LLEeNKN MaTkn — nccriefoBaHne AByx mapkepoB | MonouHas xenesa; no7 7,920

ANsi paHHel ANarHoCTUKW AUCNIa3nn C BbICOKON CTEMNEHbIO PUCKa 03110KaYeCTBIIEHMS:
p16INK4a + Ki-67 (6riomatepuan, dmkcmpoBaHHbIN B hopmanuHosom Bydepe) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with High Risk Malignancy:
p16INK4a + Ki-67, Immunohistochemical Screening (Fixed Biomaterial in Formalin

MponssonbHbI Buomartepuan




PWM-B VIMMYHOrMCTOXUMMYECKNIA CKPUHUHT paka LLEeNkn MaTku — uccrieqoBaHue AByx MapkepoB | MonouHast xenesa; no7 7,920
Onsi paHHen AUarHOCTUKN AUCMAasun C BbICOKOW CTEMEHbIO PUCKa 03M0Ka4eCTBIIEHUS: [Mpoun3BonbHbI Buomarepuan
p16INK4a + Ki-67 (buomatepuarn, dmkcMpoBaHHbI B napadmHoBoM 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with High Risk Malignancy:
p16INK4a + Ki-67, Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

PMX-TI Pak MOMno4Hoi xeneabl — KOMMNNEKCHbI UMMYHOTUCTOXYMUYECKUIA NMPOhunb Acnupar; Buontar; Mono4yHas no7 16,490
(buomarepuan, dmkcpoBaHHbIN B chopmanmHoBom Bydpepe) (Breast Cancer, »enesa; [Mpon3BonbHbIN
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial)) Guomarepuan

PMX-B Pak MOMno4Hoi xeneabl — KOMMNNEKCHbI UMMYHOTUCTOXVMUYECKUIA NPOhunb Acnupar; Buontar; Mono4yHas no7 16,490
(buomarepuan, drkcnpoBaHHbIN B napacmnHoBom 6noke) (Breast Cancer, xenesa; MapadmHOBbIN BroK;
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block)) Mpon3BonbHbIN Bruomarepuan

525 PeLenTopbl k 3cTporeHam 1 NporecTepoHy, UMMYHOTMCTOXMMUYECKOE UCCIEN0BaHME Acnupar; BuonTar; Mono4yHas no7 7,225
(Estrogen and Progesterone Receptors, Immunohistochemical Study)* xenesa

5251 PeLenTopbl k 3cTporeHam 1 NporecTepoHy, UMMYHOTMCTOXMMUYECKOE UCCIEN0BaHME Acnupar; buonTar; Mono4yHas no7 7,225
(6uomarepuan, drkcnpoBaHHbIN B napacmuHoBom brioke) (Estrogen and Progesterone xenesa
Receptors, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

5111UMX Ki-67 (MIB-1) akcnpeccusi, IMMYHOTMCTOXVMUYECKOE UCCIeNOBaHUE: OLleHKa MonoyHas xenesa; no7 4,985
nponudepaTMBHON akTUBHOCTU No akcnpeccumn Ki-67 (buomarepuman, ukcnpoBaHHbin B |[pon3BonbHbIn 6Gromarepuan
dopmanumHoBoMm bydepe) (Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity
by Expression Ki-67, Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

5222UTIX Ki-67 (MIB-1) akcnpeccusi, IMMYHOTUCTOXYMUYECKOE UCCIeNOBaHUE: OLleHKa MonoyHas xenesa; no7 4,985
nponudepaTMBHON akTUBHOCTU No akcnpeccumn Ki-67 (buomarepuman, ukcnpoBaHHbin B |[pon3BonbHbIn Gromarepuan
napacuHosom 6noke) (Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by
Expression Ki-67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

5112UIX HER2/neu akcnpeccusi, HER2-cTatyc, MMMyHOrmcToxmmmnyeckoe nccnegosadue, MMX BuonTat; Mono4vHas xenesa no7 5,140
(buomarepuan dpukcupoBaHHbIn B dhopmanmHoBom bydepe) (HER2/neu Expression,
HER2 Status, Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

530FISH Onpepenenve HER2 cTtaTyca onyxonv MeTogoM MMMyHOMryopecLieHTHOM MapadmHoBbIV BMOK + CTEKNo no 19 25,785
rmbpuausauum in situ (FISH) (Determination of HER2 Status of Tumor, Fluorescence In

532X Pak npeacratenbHOM xenesbl — KOMNIEKCHOEe UMMYHOTMCTOXUMUYECKOe UccneaoBanve ¢ |buontar no8 11,175
oLeHKon akcnpeccum: anbda-metunaunn-KoA-pauemassl (P504S, AMACR),
LIMTOKEPaTMHOB BbICOKOro MorekyrnsipHoro Beca (34RE12), 6enka p63 (Prostate cancer —
complex immunomorphological examination using assessment of the expression AMACR,
high molecular weight cytokeratin (34RE12), p63)*

533UIMX Pak npeactatenbHOM xenesbl — KOMNIIEKCHOE MMMYHOTMCTOXUMUYECKoe nccnegoBanme ¢ |MapacdumHoBbIn 6nok no8 11,175
oLeHKon akcnpeccum: anbda-metunaunn-KoA-pauemassl (P504S, AMACR),
LIMTOKEPaTMHOB BbICOKOro MorekyrnsipHoro Beca (34RE12), 6enka p63 (Prostate cancer —
complex immunomorphological examination using assessment of the expression AMACR,
high molecular weight cytokeratin (34RE12), p63)

5113UMX HER2/neu akcnpeccusi, HER2-cTaTtyc, MMMyHOrmcToxmmmnyeckoe nccnegosadue, MMX MonoyHas xenesa; no7 5,140
(buomarepuan, dukcnpoBaHHbIN B napacmuHoBom 6noke) (HER2/neu Expression, HER2 |MapacuHoBbIn 6nok
Status, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

5114UTX MIMMyHOrcToxuMmyeckas AMarHoCTvKa XpPOHMYECKOro 3HAOMETPUTA — BbisSIBIIEHWE [Mpoun3BonbHbI Buomarepuan no7 5,150

nnasmarmyeckux knetok (CD138) (buomatepman, GMKCUPOBaHHbBIV B hOPMarMHOBOM
Oydepe) (Chronic Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Formalin Buffer))*




51151 X MIMMyHOrncToxuMmyeckas AMarHoCTvKa XpOHMYECKOro 3HAOMETPUTA — BbisSIBIIEHWE BuonTart no7 5,150
nnasmarmyeckux knetok (CD138) (buomatepman, MKCUPOBaHHbBIN B NapadHOBOM
6noke) (Chronic Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin Block))

5116UIMX VIMMyHOrcToxuMmnyeckoe nccrnefoBaHe Mmapkepa paHHen AMarHoCTUKU AUCTNasum ¢ MonoyHas xenesa; no7 4,555
BbICOKOW CTeNeHbI0 pucka osnokadvectsneHus: p16INK4a (buomarepman, [Mpoun3BonbHbI Buomarepuan
dmKcHpoBaHHbIV B hopmanuHoBom bydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed Biomaterial in

5117UMX VIMMyHOrcToxuMmnyeckoe nccrnefoBaHe Mmapkepa paHHen AnarHoCTUKU AUCTNasum ¢ MonoyHas xenesa; no7 4,555
BbICOKOW CTENeHbI0 pucka osnokadvectsnenus: p16INK4a (buomarepman, [Mpoun3BonbHbI Buomarepuan
dmKcrpoBaHHbI B NnapaduHoBoM 6noke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed Biomaterial in Paraffin

5118UIMX MmmyHornctoxummdeckoe (UIMX) nccnenosanme: guarHocTvka numdponponudpepatmeHbix |pon3BonbHbIn 6Gromarepuan no 18 21,975
3aboneBaHuii (buomaTepmari, 3aknioyeHHbIN B napadvHOBbIN 6110K)
(Immunohistochemical diagnosis of lymphoproliferative diseases (Tissue Embedded in

51191 X MmmyHornctoxummdeckoe (UIMX) nccnenosanve: gnarHocTvka numdponponudpepatmeHbix |pon3BonbHbIn 6Gromarepuan no 18 21,975
3aboneBaHuii (buomatepmarn, UKCUPOBaHHBIN B hopmanuHoBom Bydepe)
(Immunohistochemical diagnosis of lymphoproliferative diseases (Fixed Biomaterial in
Formalin Buffer))*

5120U1rX MmmyHornctoxummdeckoe (UIMX) nccnenosaHve: agnarHocTvKa ructoreHesa metactasoB  |[pousBonbHbIn 6Gruomarepuan no 18 21,975
npy HeyCTaHOBIIEHHOM NEePBUYHOM o4are (CreKTp MapKepoB AJS BbISIBNEHUSI TKAHEBON
npuHagnexHocTn) (buomarepman, 3aknioyYeHHbI B napadMHOBbIN Br10K)
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Tissue
Embedded in Paraffin Block))

51211MX MmmyHornctoxummdeckoe (UIMX) nccnenosaHve: guarHocTvka ructoreHesa metactasoB  |[pousBonbHbIn 6Gruomarepuan no 18 21,975
npy HeyCTaHOBIIEHHOM NEepPBUYHOM o4are (CreKTp MapKepoB AJS BbISIBNEHUSI TKAHEBON
npuHagnexHocTn) (buomarepuan, prkcnupoBaHHbI B hopManvMHoBoM Bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed
Biomaterial in Formalin Buffer))*

535 [undbdepeHumanbHas guarHoCcTKa MenaHoMbl, UMMyHorMcToxummyeckoe (UMX) Buontar Kay no 18 17,725
nccrenoBaHue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC
verification of malignant melanoma using assessment of the expression S-100, Melan A
(MART-1), HMB-45, SOX-10)*

536 [undbdepeHumanbHas guarHocTKa MenaHoMbl, UMMyHorMcToxummuyeckoe (UMX) Buonrar Kay no 18 17,725
nccrnenoBaHue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC
verification of malignant melanoma using assessment of the expression S-100, Melan A
(MART-1), HMB-45, SOX-10)

537 MMmyHornctoxummdeckoe nccnenosanmve (1 mapkep): ytounsitowlee UIMX-uccneqosarve | MapacbmHoBbIn 610k Kay no 11 1,505
C ncnonb3oBaHvem 1 aHTuTena (Mapkepa)

549 Onpepenexuve akcnpeccuu 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ BuonTart no 13 13,655
ncnonb3oBaHnem aHtuten k PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor
tissue by IHC using PD-L1 clone SP263 (Ventana) antibodies).

550 Onpepenexuve akcnpeccuu 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ BuonTart no 13 13,655

ncnonb3oBaHnem aHtuten k PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor
tissue by IHC using PD-L1 clone SP142 (Ventana) antibodies).




554 Onpepenexuve akcnpeccuu 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ Buontar no 13 19,285
ucnonb3oBaHvem aHTuten k PD-L1 knon 22C3 (Dako). (PD-L1 expression in tumor tissue
by IHC using PD-L1 clone 22C3 (Dako) antibodies).

20. LUTOrEHETUYECKUE UCCINIEOOBAHMUA (Cytogenetic Examination)

20.1. LintoreHeTnyeckue nccnegosarus (Cytogenetic Examination)

7811 Mccnenosanve kapuoTuna (KonmM4ecTBEHHbIE Y CTPYKTYPHbIE aHOMAnn XpOMOCOM) KpoBb Onvcanve no 14 4,635
(Karyotype) pesynbTara BpayoMm -

7312 Wccnenosanne kapuoTtuna (KommyecTBeHHbIE U CTPYKTYPHBIE @HOManumM XpoMOCOM) C KpoBb Onvcanve no 15 4,740
0bsi3aTesIbHOV Bblga4ein KapuorpaMmmel pesyrnbTara BpayoM -

7313 Kapvotun nnopa (abopTHeIn maTtepuan) ABopTHBIN MaTepuan, uenbHas |OnucaHve [o 23 14,935

kpoBb (Q[TA) maTtepu 1 oTua pesyrnbTara Bpa4oM -

7642 MoneKynsipHbIi CKDUHUHI Ha MUKpogeneLummn/ MUKpogyninkaumm XpoMocom KpoBb Kay no 14 7,895

21. OHKOrEHETUYECKUE UCCINIEOOBAHMUA (Oncogenetic Examination)

21.1. OHKoreHeTM4eckue uccnegosanus (Oncogenetic Examination)

777731 LinToreHeTuyeckunin aHann3 KNeTok KocTHoro mosra (kapmotun) (Cytogenetic analysis of KocTHbIn MO3r 3akn no 6 6,880
bone marrow (karyotype))

777732 Ananua xumepHoro reHa BCR/ABL - 1(9;22), onpegenenvne tuna TpaHckpunta BCR/ABL |LlenbHas kposb Kau no8 1,960
rena - MLP, kayecTs. (Analysis of chimeric gene BCR-ABL - 1(9;22), assessment of the
BCR-ABL gene transcript type, PCR, qualitative)

777733 AHanua otHocuTenbHon akcnpeccun reHa BCR/ABL -konnyecteerHas RQ IMLUP (MLUP B |LlenbHas kposb Kon no8 4,305
peanbHOM BpemeHu, konud.) (Analysis of the BCR/ABL relative expression, RQ-PCR,
quantitative)

777741BCL Wccnepnosanne myTtaumoHHoro ctatyca BCR-ABL rena (Metog npsimoro LlenbHas kposb Kau no 22 8,590
cekBeHmpoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger
sequencing, qualitative)

777734 Ananua xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of chimeric gene BCR-ABL, |KocTHbIn mo3r Kon no 6 9,660
FISH, quantitative)

777735 Ananua nepectpoek reHa FGFR1 (FISH, konunu.) (Analysis of gene rearrangements LlenbHas kposb Kon no 6 9,660
FGFR1 (FISH, quantitative))

777736 Ananua nepectpoek reHa PDGFRB(FISH, konuy.) (Analysis of gene rearrangements LlenbHas kposb Kon no 6 9,660
PDGFRB (FISH, quantitative))

777737 Ananua xumepHoro reHa FIP1L1/PDGFRa(FISH, koruy.) (Analysis of chimeric gene LlenbHas kposb Kon no 6 9,660
FIP1L1/PDGFRa (FISH, quantitative))

777738 Ananua mytauun B 12 ak3oHe JAK2 rena (MLP, ka4.) (Analysis of JAK2 Exon 12 LlenbHas kposb Kau no 22 4,305
mutations (PCR qualitative))

777739 Ananua mytauum n geneunn B reHe MPL (MLUP, kay.) (Analysis of MPL gene mutations,  |LlenbHas kpoBb Kau no 22 4,305
deletions, (PCR qualitative))

777740 AHnanua mytauuin, geneumii, nHcepumn B reHe CALR (MMLIP, ka4.) (Analysis of CALR LlenbHas kposb Kau no 22 4,305
gene mutations, deletions, insertions, PCR, qualitative)

777769KQ Kapwuotun oHkoremartonorudeckuin (Karyotype, Hematologic Disorders, Peripheral Blood)  |LlenbHasi kpoBb 3akn no8 6,880

T77742PML Ananua xumepHoro reHa PML/RARa -t(15;17) (MLP, ka4.) (Analysis of chimeric gene LlenbHas kposb Kau no8 1,960
PML/RARa -t(15;17) (PCR, qualitative))

777743RUN Ananua xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MNMLUP, kay.) (Analysis of chimeric LlenbHas kposb Kau no8 1,960

gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))




777744CBF AHanua xumepHoro reHa CBFB/MYH1- inv(16),t(16;16) (MLIP, ka4) (Analysis of chimeric  |LlenbHas kpoBb Kau no8 1,960
gene CBFB/MYH1- inv(16),t(16;16) (PCR, qualitative))

777753Q5 AHnanua nepectpoek 5 xpomocombl (FISH, konu4.) (Analysis of chromosome 5 KocTHbIn MO3r Kon no 6 9,660
rearrangements (FISH, quantitative))

777748Q AHanua nepectpoek 7 xpomocombl (FISH, konu4) (Analysis of chromosome 7 KocTHbIN MO3r Kon no 6 9,660
rearrangements (FISH, quantitative))

T77749MLL Ananua nepectpoek MLL rena (FISH, konny.) (Analysis of MLL gene rearrangements KocTHbIn Mo3r Kon no 6 9,660
(FISH, quantitative))

7777473Q AHanus nepectpoek 3q (FISH, konnu.) (Analysis of 3q rearrangements (FISH, KocCTHbI Mo3r Kon 0o 6 9,660

777751P Ananus geneuun 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative)) KocTHbI Mo3r Kon 0o 6 9,660

777752Q20 Ananus geneuun 209 (FISH, konny.) (Analysis of 20q deletion (FISH, quantitative)) KocCTHbI Mo3r Kon 0o 6 9,660

T77745MLL AHnanua xumepHoro reHa MLL/AF4 -t(4;11) (MLP, ka4.) (Analysis of chimeric gene LlenbHas kposb Kau no8 1,960
MLL/AF4 -t(4;11) (PCR, qualitative))

TTTT46E2A AHanua xumepHoro reHa E2A/PBX1 - t(1;19) (MLP, ka4.) (Analysis of chimeric gene LlensHas kposb Kau no8 1,960
E2A/PBX1 - t(1;19) (PCR, qualitative))

777791TP53 Ananua geneumn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion (FISH, KocTHbIn Mo3r Kon no 6 9,660
quantitative))

777754TP53 Ananua geneumn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion (FISH, LlensHas kposb Kon no 6 9,660
quantitative))

7777551GH Ananua nepectpoek IGH rena (FISH, konu4.) (Analysis of IGH gene rearrangements KocTHbIN MO3r Kon no 6 9,660
(FISH, quantitative))

777756TH Ananu3a TpaHcnokaumn t(4;14)(p16;932) (FISH, konu4.) (Analysis of translocation KocTHbIn MO3r Kon no 6 9,660
t(4;14)(p16;932) (FISH, quantitative))

777757TQQ Ananua TpaHcnokaumn t(11;14)(q13;932) (FISH, konuny.) (Analysis of translocation KpoBb Kon no 6 9,660
t(11;14)(a13;932) (FISH,quantitative))

777792DEL AHanua moHocomuu, aeneumnn 13 xpomocombl — (del(13), -13) (FISH, konuny.) (Analysis of |KocTHbI mo3r Kon no 6 9,660
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

777758DEL AHanua moHocomuu, aeneuunn 13 xpomocombl — (del(13), -13) (FISH, konuny.) (Analysis of |LlenbHas kposb Kon no 6 9,660
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

777793IGH Ananu3a TpaHcnokaumu t(14;16) (IGH/MAFB) (FISH, konunu.) (Analysis of translocation KocTHbIn MO3r Kon no 6 9,660
t(14;16) (IGH/MAFB) (FISH,quantitative))

7777591GH Ananu3a TpaHcnokaumu t(14;16) (IGH/MAFB) (FISH, konmnu.) (Analysis of translocation LlenbHas kposb Kon no 6 9,660
t(14;16) (IGH/MAFB) (FISH,quantitative))

T77761ATM Ananua nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene rearrangements LlenbHas kposb Kon no 6 9,660
(FISH, quantitative))

777762Q12 Ananua Tpucommn 12 xpomocombl (+12) (FISH, konwn4.) (Analysis of chromosome 12 LlenbHas kposb Kon no 6 9,660
trisomy (FISH, quantitative))

T77774TQQ AHanu3 Bcex creunduyecknx abeppaunin Ha napacuHoBbIX cpesax (rMcToFISH, konny.) | MapadmHoBbie cpesbl Kon no8 13,310
(Analysis of all specific aberrations on paraffin slides (FISH Histology, quantitative))

777790TQ Ananua TpaHcnokaumn t(11;14)(q13;932) Ha napadmHoBbix cpesax (McToFISH, konny.)  |MapadmHoBbie cpesbl Kon no8 13,310
(Analysis of translocation t(11;14)(q13;932) on paraffin slides (FISH Histology,
quantitative))

777763TQQ Ananua TpaHcnokaumn t(11;18)(g21;921) (FISH, konuny.) (Analysis of translocation LlenbHas kposb Kon no 6 9,660
t(11;18)(a21;921) (FISH, quantitative))

777764BCL Ananua nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konun4.) (Analysis of BCL- 6 gene  |LlenbHas kpoBb Kon no 6 9,660

rearrangements (der(3)(g27) (FISH, quantitative))




777771BCL Ananua nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadwmHoBbIx cpe3ax (mcToFISH, MapadmHoBble cpesbl Kon no8 13,310
konwud.) (Analysis of BCL- 6 gene rearrangements (der(3)(g27)) on paraffin slides (FISH
Histology, quantitative))
777765MYC Ananua nepectpoek MYC rena ( t(8;14)(q24;932)-1(2;8)(p11;924), (8 ;22)(q24;911)) LlensHas kposb Kon no 6 9,660
(FISH, konuu.) (Analysis of MYC gene rearrangements (1(8;14)(q24;932)-t(2;8)(p11;924),
(8 ;22)(q24;911) (FISH, quantitative))
777766TQQ AHanu3a TpaHcnokaumn 1(2;5)(p23;g35) (FISH, konmny.) (Analysis of translocation LlensHas kposb Kon no 6 9,660
(2;5)(p23;935) (FISH, quantitative))
T77772TPQ AHanua TpaHcnokaumn 1(2;5)(p23;g35) Ha napadmHoBbIx cpe3ax (rncToFISH, konuy.) MapadmHoBble cpesbl Kon no8 13,310
(Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH Histology, quantitative))
777767BCL2 Ananua nepectpoek BCL2 rena t(14;18)(932;921),t(2;18)(p11;921),1(18;22)(q21;911) LlensHas kposb Kon no 6 9,660
(FISH, konuu.) (Analysis of BCL2 gene rearrangements
1(14;18)(932;921),t(2;18)(p11;921),t(18;22)(921;911) (FISH, quantitative))
777773BCL2 Ananua nepectpoek BCL2 reHa Ha napadmHoBbIx cpesax (rmcToFISH, konny.) (Analysis | MapadmHoBbie cpesbl Kon no8 13,310
of BCL2 gene rearrangements on paraffin slides (FISH Histology, quantitative))
7262S1-PH KavecTBeHHas oLieHKa Hanmumna comatudeckon mytaunm V617F B 14 ak3oHe reHa JAK2 | LlenbHasi kpoBb Kau no8 1,730
(Qualitative assessment of presence of gene JAK2 617F somatic mutation)
OBC132 MaHenb MNepBuYHbIN M1enodmnbpos KocTHbIn Mo3r; LlenbHas kpoBb 0o 22 14,980
OBC134 MaHenb KpynHokneToyHas numdoma LlenbHas KpoBb 0o 22 22,790
OBC135 [MNaHenb JInmdoma 13 KneTok MaHTUNHOW 30HbI KpoBb; LlenbHasi kpoBb no 22 22,790
OBC136 MNaHenb JlInmdoma Bepkuta LlenbHas kpoBb no 22 22,790
OBC137 MaHenb 'MnNep303MHOMMINBbHBIA CUHOPOM KocTHbIn Mo3r; LlenbHas kpoBb 0o 6 31,190
OBC138 MaHenb ®onnukynsipHas numdoma LlenbHas KpoBb 0o 22 22,790
OBC139 Manens MAJTT-numdcoma KpoBb; LlenbHasi kpoBb no8 31,190
OBC140 [NaHenb 3cceHumnanbHas TpoMbounTeMuUs KoCTHbIN MO3r; LlenbHas kpoBb no 22 14,980
OBC141 [NaHenb cTUHHas nonvuutemus KoCTHbIN MO3r; LlenbHas kpoBb no 22 11,230
OBC142 MaHenb AnddpysHasa B-kpynHokneToyHas numdoma LlenbHas KpoBb no8 22,790
OBC143 MaHenb XpoHudeckuii muenoneiikos (Panel Chronic myelogenous leukemia, CML) KocTHbIn Mo3r; LlenbHas kpoBb no8 11,430
OBC144 MaHenb OcTpble NMMdobnacTHbIe NENKo3bl KocTHbIn Mo3r; LlenbHas kpoBb no8 11,100
548 Onpeaenenne akcnpeccun PDL1 BuonTar Kay 0o 6 9,000
560 Onpepenexue pacnpocTpaHeHHbix MyTauuii reHoB BRCA1,BRCA2 npu pake monouHol  |BuonTar Kau no 6 9,000
Xenesbl U SIMYHMKOB B BMONCUINHOM MaTepuane
562 Onpeaenenne mytauuii B 18,19.20, 21 sk3oHax reHa EGFR BuonTar Kay 0o 9 12,000
563 Onpeaenenune runepakcnpeccum reHa HER2 (KONMMMHOCTL reHa) BuonTar Kay 0o 6 13,000
565 Onpeaenexne mytauuii B 15 ak3oHe reHa BRAF BuonTar Kay 0o 6 7,000
568 Onpeaenexne mytauuii reHa PDGFRa BuonTar Kay 0o 9 9,000
569 Onpeaenexne mytauuii Bo 2,3,4 3k30He reHa KRAS BuonTar Kay 0o 6 8,000
571 Onpepgenexvie myTaumi Bo 2,3,4 ak3oHe reHa NRAS Buontar Kay 0o 6 8,000
574 OnpegeneHvie MukpocaTennuTHon HectabunobHocTn (MSI) Buontar Kay 0o 6 4,000
576 OnpepgenenHvie mytaumi reHa cKIT Buontar Kay no9 9,000
577 OnpepgeneHve nepectpoek reHa ALK Buontar Kay 0o 6 9,500
578 OnpepgeneHve nepectpoek reHa ROS1 Buontar Kay 0o 6 9,500

22. TEHETUMECKUE NPEOPACIONOXEHHOCTMU (Genetic Predispositions)

* Yka3aHHble cpoku ML P-uccnegoBaHui He BKIOYalOT NpoBeAeHUE NOATBEPXKAAKOLUX TECTOB (Npu
Heo6xoaumocTtn) (The duration of PCR tests specified does not include confirmatory tests (to be
conducted if necessary))

22.1. N'eHeTnyeckume VIP-npocmnu (Genetic VIP-Profiles)




*102 I'MM un 102 I'MX Mpodmnu 3aka3biBatotca Bmecte (N2102 for Men and N2102 for Women Must
Be Ordered Together)

101rMm

MonHoe reHeTnyeckoe obcnenoBaHue ansa MyxunH (redbl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR, AR, CFTR;
AZF-pervoH; kapnotun) (Genetic Testing for Men (Genes ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR, AR, CFTR;

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEHETMKOM

no 27

79,260

101K

MonHoe reHeTnyeckoe obcnenoBaHve ans xeHwyH (reHbl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR; kapuotun)
(Genetic Testing for Women (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR,
NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1,

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEeHETVKOM

no 27

69,935

102rmMm

MonHoe reHeTnyeckoe obcnenoBaHye CynpyXeckon napbl (MyxunHa) (reHbl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD,

HLA II, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR, AR,

CFTR; AZF-peruon; kapuotun) (Genetic Testing for Couple: Man (Genes ACE, AGT, F2,

F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD,
HLA 1I, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR, AR,

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEHETMKOM

no 27

79,260

102K

MonHoe reHeTnyeckoe obcnenoBaHme Cynpyeckon napbl (keHwmHa) (reHsl ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD,
HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1,VDR;
kapuotun) (Genetic Testing for Couple: Woman (Genes ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR; Karyotype))

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEHETMKOM

no 27

69,935

103rMm

MonHoe reHeTnyeckoe obcnenoBaHne peberka (Manbunk) (reHsl ACE, AGT, F2, F5,
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR, AR, CFTR;
AZF-pervoH; kapnotun) (Genetic Testing: Boy (Genes ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR, AR, CFTR;

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEeHETVKOM

no 27

79,260




103K MonHoe reHeTnyeckoe obcnenoBaHve pebeHka (gesodyka) (reHbl ACE, AGT, F2, F5, KpoBb Onucanve no 27 69,935
ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, pesynbTara BpayoM -
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il reHEeTUKOM
VKORCH1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC, UGT1A1, VDR; kapuotun)
(Genetic Testing: Girl (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT, CALCR,
COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1, BRCA2,

22.2. O6pa3 kun3Hu n reHeTnveckme chaktopnl (Lifestyle and Genetic Factors)

1041n 3p0opoBbit 06pa3s xu3Hu (reHsl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, |[KpoBb OnucaHne 0o 19 40,210
GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB, UGT1A1) (Healthy pesynbTara BpayoM -
Lifestyle (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, GSTT1, reHeTUKOM
GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB, UGT1A1))

105IM1 A 3popos (reHsbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, KpoBb Onvcanve [o 19 41,490
GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-pervoH) (I'm Healthy (for Men) (Genes F2, F5, pesynbTara Bpa4oMm -
ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2, UGT1A1, reHeTUKOM
AR, CFTR; AZF-Region))

1061 A 3poposa (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, KpoBb Onvcanve no 19 36,135
GSTP1, NAT2, BRCA1, BRCA2, UGT1A1) (I'm Healthy (for Women) (Genes F2, F5, pesynbTara Bpa4oMm -
ApoE, MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, reHETUKOM

14511 OueHka pUcKoB, CBA3aHHbIX C MHTEHCUBHOWN dn3nyeckon Harpyakoi (reHbl ACE, AGT, KpoBb OnvcaHve [o 19 17,510
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Higher pesyrnbTara BpayoM -
Physical Activity: Risk Assessment (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, reHeTVKOM
MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))

145IT1/B3 OueHka pUcKoB, CBA3aHHbIX C MHTEHCUBHOWN dun3nyeckon Harpyakoi (reHbl ACE, AGT, KpoBb Kau no 16 16,325
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (6e3
onuncaHus pesynbTaTtoB Bpadom-reHeTkom) (Higher Physical Activity: Risk Assessment
(Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2,
GP1BA, FGB) (without Description))

110 MoprotoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery  |Kposb Onvcanve [o 12 8,085
(Genes MTHFR, MTRR, MTR, F2, F5)) pesynbTara Bpa4oM -

110IT1/63 Moprotoska k onepauun (reisl MTHFR, MTRR, MTR, F2, F5) (6e3 onucanns KpoBb Kau no9 7,250
pe3ynbTaToB Bpadom-reHeTukoMm) (Preparation for Surgery (Genes MTHFR, MTRR,
MTR, F2, F5) (without Description))

118IM1 OnacHocTb Npy Nprveme opanbHbIX KOHTpauenTveoB (reHbl F2, F5) (Risk of Oral KpoBb Onvcanve [o 12 2,760
Contraceptives, Ocs (Genes F2, F5)) pesynbTara Bpa4YoM -

118IT1/B3 OnacHoCTb Npy NprYeme opanbHbIX KOHTpaLenTBoB (reHbl F2, F5) (6es onucanns KpoBb Kau no9 2,470
pesynbTatoB Bpadom-reHeTmkoM) (Risk of Oral Contraceptives, OCs (Genes F2, F5)
(without Description))

13411 Puck pa3sutus paka npu kypeHun (reHsl GSTT1, GSTM1, GSTP1, NAT2) (Risk of KpoBb Onvcanve no 19 11,270
Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1, NAT2)) pesynbTara Bpa4oM -

134IT1/B3 Puck pa3sutus paka npu kypeHun (reHsl GSTT1, GSTM1, GSTP1, NAT2) (6e3 KpoBb Kau no 19 10,095
onucaHusa pesynbTaTtoB BpadoM-reHeTnkom) (Risk of Cancer in Smoking (Genes GSTT1,
GSTM1, GSTP1, NAT2) (without Description))

135IM HeobxogumocTb 3awwmTbl Koxm npu 3arape (reHbl GSTT1, GSTM1, GSTP1, NAT2) KpoBb OnucaHne 0o 19 11,270

(Tanning Risks: Protection of Skin (Genes GSTT1, GSTM1, GSTP1, NAT2))

pe3ynbTara BpayoMm -




135IM/B3 HeobxooumocTb 3awwmTbl kKoxuM npu 3arape (reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 |KpoBb Kay no 19 10,095
onuncaHunsa pesynbTaTtoB Bpadom-reHeTkoM) (Tanning Risks: Protection of Skin (Genes
GSTT1, GSTM1, GSTP1, NAT2) (without Description))

1361 Mprem xapeHbIx 1 KOMYeHbIX MPOAYKTOB U PUCK pasBuTUS paka (reHbl GSTT1, GSTM1,  |Kposb Onvcanve no 19 11,270
GSTP1, NAT2) (Intake of Grilled and Smoked Foods and Cancer Risk (Genes GSTT1, pesynbTara Bpa4oMm -
GSTM1, GSTP1, NAT2)) reHETUKOM

136IT1/B63 Mprem xapeHbIx 1 KOMYeHbIX MPOAYKTOB U PUCK pasBUTUS paka (reHbl GSTT1, GSTM1,  |Kposb Kau no 19 10,095
GSTP1, NAT2) (6e3 onucaHusi pesynbTtaTtoB Bpadom-reHetukom) (Intake of Grilled and
Smoked Foods and Cancer Risk (Genes GSTT1, GSTM1, GSTP1, NAT2) (without
Description))

22.3. PenpoayktusHoe 3gopoBbe (Reproductive Health)

7252AZFI| HapywieHnsi cnepmartoreHesa, 6 mapképos (Mukpogeneumn nokyca AZF) KpoBb Onvcanve no 15 4,520
(Spermatogenesis disorders (6 AZF)) pesynbTara Bpa4YoM -

725263 HapyweHunsi cnepmaroreHesa, 6 mapképos (Mukpogeneumn nokyca AZF) (6es onucanus | Kposb Kau [o 12 3,490
pe3ynbTaToB rEHETUKOM)

100 YKeHckoe becnnoaue n ocrnoxHeHne 6epemeHHocTy (reHbl F2, F5, MTHFR, MTRR, MTR, |KpoBb OnucaHne 0o 20 26,215
ACE, AGT, RHD, HLA lI; kapuotun) (Female Infertility, Pregnancy Complication (Genes pesynbTara Bpa4oMm -
F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA Il; Karyotype)) reHETUKOM

108 Xouy cTaTb MaMoii: ocroxHeHusi 6epemeHHocTH (reHbl F2, F5, MTHFR, MTRR, MTR, KpoBb OnucaHne 0o 19 17,830
ACE, AGT, RHD) (Want to Become a Mother: Pregnancy Complications (Genes F2, F5, pesynbTara Bpa4oMm -
MTHFR, MTRR, MTR, ACE, AGT, RHD)) reHETUKOM

108IM/B3 Xouy cTaTb MaMoii: ocroxHeHusi 6epemerHHocTH (reHbl F2, F5, MTHFR, MTRR, MTR, KpoBb Kay no9 15,400
ACE, AGT, RHD) (6e3 onucaHusa pesynbTatoB BpadoM-reHeTmkom) (Want to Become a
Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD) (without Description))

131N CKMOHHOCTb K TpomMb0o3am npu 6epeMeHHOCTU: MUHUManbHas naHens (reHsl F2, F5) KpoBb OnvcaHve [o 12 2,760
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)) pesynbTara Bpa4oM -

131IM1/63 CKMOHHOCTB K TpomMb0o3am npu 6epeMeHHOCTU: MMHUMarnbHas naHens (reHbl F2, F5) (6es |Kposb Kau no9 2,470
onuncaHuns pesynbTaTtoB Bpadom-reHeTnkom) (Thrombotic Tendency in Pregnancy:
Minimum (Genes F2, F5) (without Description))

139rn [ecTo3bl 1 heToNNaueHTapHasi HegocTato4HocTb (reHsl ACE, AGT, MTHFR, MTRR, KpoBb OnucaHne 0o 19 10,725
MTR, F2, F5) (Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, pesynbTara Bpa4oMm -
MTR, F2, F5)) TEHETVKOM

139IM/B3 [ecTo3bl 1 heToNNaueHTapHasi HegocTato4HocTb (reHbl ACE, AGT, MTHFR, MTRR, KpoBb Kay no 16 9,540
MTR, F2, F5) (6e3 onucaHusa pesynbTaToB BpadoM-reHeTukom) (Gestosis and Placental
Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (without Description))

140rM MpyBbIYHOE HEBbIHALLMBaHNE GEPEMEHHOCTH, B T. 4. CKIIOHHOCTb K TpomBo3am npum KpoBb Onvcanve [o 12 8,085
b6epemeHHOCTU: paclumpeHHas naHens (relsl MTHFR, MTRR, MTR, F2, F5) (Habitual pesynbTara Bpa4oMm -
Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, reHeTMKoM
MTRR, MTR, F2, F5))

140rT1/63 MpyBbIYHOE HEBbIHALLMBaHNE GEPEMEHHOCTH, B T. Y. CKIIOHHOCTb K TpomBo3am npu KpoBb Kau no9 7,250
B6epemeHHoCTH: paclumpeHHas naHens (resl MTHFR, MTRR, MTR, F2, F5) (6e3
onuncaHuns pesynbTaTtoB Bpadom-reHeTkom) (Habitual Miscarriage, Thrombotic Tendency
in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without

1371 Bo3HuKHOBEHME N30MMPOBaHHBLIX MOPOKOB pa3BuTKsA y nnoga (reHsl MTHFR, MTRR, KpoBb Onvcanve [o 12 5,335

MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR))

pe3ynbTara BpayoMm -




137IT1/B3 Bo3HuKHOBEHME N30MMPOBaHHBLIX MOPOKOB pa3BuTKsA y nnoga (reHst MTHFR, MTRR, KpoBb Kau no9 4,780
MTR) (6e3 onncaHus pesynbTaToB Bpadom-reHeTukom) (Isolated Malformations in Fetus
(Genes MTHFR, MTRR, MTR) (without Description))

141111 TpombBoTuyeckne ocnoxXHeHNs Npy cTumynsaumum osynsaumm (reHsl F2, F5) (Thrombotic KpoBb Onvcanve [o 12 2,760
Complications of Ovulation Induction (Genes F2, F5)) pesynbTara Bpa4oM -

1411T1/B3 TpombBoTuyeckne oCnoXHEHNS Npy CTUMynsALun oBynsuum (reHbl F2, F5) (6e3 onucanns  |Kposb Kau no9 2,470
pe3ynbTatoB Bpadom-reHeTmkoMm) (Thrombotic Complications of Ovulation Induction
(Genes F2, F5) (without Description))

7802CYI BpoxaeHHas runepnnasus HagnoveyHnkos, reH CYP21A2, y.m. (Gene CYP210HB, KpoBb Onvcanve no 15 9,990
Freq. Mut.) pesynbTara Bpa4oM -

118IM1 OnacHocTb Npy Nprveme opanbHbIX KOHTpauenTveoB (reHbl F2, F5) (Risk of Oral KpoBb Onvcanve [o 12 2,760
Contraceptives, Ocs (Genes F2, F5)) pesynbTara Bpa4YoM -

118IT1/B3 OnacHoCcTb Npy NprYeme opanbHbIX KOHTpaLenTBoB (reHbl F2, F5) (6es onucanns KpoBb Kau no9 2,470
pesynbTaroB Bpadom-reHeTmkoM) (Risk of Oral Contraceptives, OCs (Genes F2, F5)
(without Description))

120rmM O6meH conmeson kucnotbl (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes |Kposb Onvcanve [o 12 5,335
MTHFR, MTRR, MTR)) pesynbTara Bpa4oM -

120rT1/63 O6meH conmeson kucnotsl (reHsl MTHFR, MTRR, MTR) (6e3 onncanus pesynbtaros KpoBb Kau no9 4,780
Bpadom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without
Description))

1241M HacnencTtBeHHble criydamn paka MOMOYHON xenesbl W/nnm andHnkos (reHsl BRCAT, KpoBb Onvcanve no 16 4,400
BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)) pesynbTara Bpa4oM -

1241T1/B63 HacnencTtBeHHble criydamn paka MOMOYHON Xenesbl W/nnm andHnkos (reHbl BRCAT, KpoBb Kau [o 12 3,945
BRCAZ2) (6e3 onvcaHusi pesynbTaToB BpavyoM-reHetukom) (Hereditary Breast and/or
Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without Description))

12441M HacnencTteeHHble criydamn paka MornoyHowm xenesbl n/vnn suaHnkos BRCA1, BRCA2, KpoBb Onvcanve no 19 9,445
CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer ) pesynbTara Bpa4oM -

1071 Myxckoe 6ecnnogue (reHsl AR, CFTR; AZF-pervion; kapuoTun) (Male Sterility (Genes KpoBb Onvcanve no 20 20,950
AR, CFTR; AZF-Region; Karyotype)) pesynbTara Bpa4oM -

1461 "eHeTn4veckme daktopbl Myxckoro 6ecnnogus (reHbl AR, CFTR; AZF-pervoH) (Genetic  |Kposb Onvcanve no 19 16,100
Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) pesynbTara Bpa4oM -

76611 Hapyliennsa cnepmaroreHesa: paclumpeHHas naHens (AZF-pernot) (Impairment of KpoBb Onvcanve [o 12 10,165
Spermatogenesis: Full Panel (AZF-Region)) pesynbTara Bpa4oM -

766163 HapylueHnsa cnepmaroreHesa: paclumpeHHas naHens (AZF-pervoH) (6e3 onvcanus KpoBb Kau no9 9,105
pesynbTaToB BpadoM-reHeTukom) (Impairment of Spermatogenesis: Full Panel (AZF-
Region) (without Description))

22.4. HLA-tunmpoBaHue u pesyc-taktop (HLA (Human Leukocyte Antigens) Typing and Rh factor)

7821RH Onpepgenenve pesyc-daktopa (Rh factor Definition) KpoBb Hannuve nnu no 19 6,075

7207TP®I Onpepenexue reHotuna pesyc-daktopa (RH factor Genotype) KpoBb Onvcanve no 19 10,010

pesynbTara Bpa4YoM -

720763 Onpepenexue reHotuna pesyc-gakropa (6e3 onncaHns pe3ynbTaTtoB BpayoM-reHeTnkoM) |Kposb Kau no 16 8,970
(Genotype of RH factor Definition (without Description))

3314GR Pesyc-dhakTop nnopa. BeisBnexne reHa RHD nnoga B kposu matepu (RHD gene of the  |Mna3ma kposu Kau no8 7,365
fetus in the mother's blood)

1334 MonekynsipHo-reHeTnyeckoe nccrnegosanme HLA-B27 (Molecular Genetic Testing HLA-  |Kposb Kau no7 1,905

B27)




7831HL TunuposaHue reHos cuctembl HLA 1l knacca (reHsl DRB1, DQA1, DQB1) (System KpoBb nepeyvucrieHne £o 10 5,365
Human Leukocyte Antigen (HLA) Class Il, Typing (Genes DRB1, DQA1, DQB1)) annenbHbIX

7831N-HL TunuposaHue reHos cuctembl HLA 1l knacca - nokyc DRB1 (System Human Leukocyte nepevncrexme - -
Antigen (HLA) Class Il, Typing) annenbHbIX

22.5. Cuctema cBepTbiBaHusA kposu (Blood-Clotting Sequence)

114111 Tpombo3bl: paclumpeHHas naHens (redsl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: KpoBb Onvcanve [o 12 8,085
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)) pesynbTara Bpa4oM -

1141T1/B3 Tpombo3bl: paclumpeHHas naHens (redsl F2, F5, MTHFR, MTRR, MTR) (6e3 onucanus  |Kposb Kau no9 7,250
pesynbTatoB Bpadom-reHeTvkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR,
MTRR, MTR) (without Description))

19rn PacLumpeHHoe uccnegoBaHue reHoB cucteMbl remoctasa (reHbl F2, F5, MTHFR, MTR, KpoBb Onucanve no 18 13,790
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System pesynbTara Bpa4oMm -
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)) rEeHETMKOM

19IM/63 PacLumpeHHoe uccnegoBaHue reHoB cucteMbl remoctasa (reHbl F2, F5, MTHFR, MTR, KpoBb Kay no8 9,550
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHusi pe3ynbTaToB Bpa4oM-
reHeTvkoMm) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without Description))

123rM Tpombo3bl: cokpalleHHasi naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) |Kposb OnvcaHve [o 12 2,760

pesynbTara Bpa4YoM -

123IM/B3 Tpom603bI: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onncaHus pe3ynbTaTtoB Bpa4oM- KpoBb Kay no9 2,470
renetnkom) (Thrombosis: Minimum (Genes F2, F5) (without Description))

125IM PubpuHoreH (reH FGB) (Fibrinogen (Gene FGB)) KpoBb Onvcanve no 19 2,780

pesynbTara Bpa4YoM -

125IT1/B3 PubpuHoreH (reH FGB) (6e3 onncanns pesynbtatos Bpadom-reHeTvkom) (Fibrinogen KpoBb Kau [o 19 2,505
(Gene FGB) (without Description))

1381 'vnepromoumnctenHemus (rensl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes  |Kposb Onvcanve [o 12 5,335
MTHFR, MTRR, MTR)) pesynbTara Bpa4oM -

138IT1/B3 'vnepromoumnctenHemus (reisl MTHFR, MTRR, MTR) (6e3 onncanns pesynbtartos KpoBb Kau no9 4,780
Bpadom-reHeTmkoM) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without
Description))

122rm I'vineparperaums TpombouuTos (reHbl ITGA2, GP1BA) (Platelet Hyperaggregation (Genes |Kposb Onvcanve no 19 2,780
ITGA2, GP1BA)) pesynbTara Bpa4oM -

122IT/63 I'vneparperaums TpombouuTos (reHbl ITGA2, GP1BA) (6e3 onncaHns pesynbTaTos KpoBb Kau no 19 2,505
Bpadom-reHeTukoMm) (Platelet Hyperaggregation (Genes ITGA2, GP1BA) (without
Description))

72011 TpombBoumnTapHbiin peuienTtop drbpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor KpoBb Onvcanve [o 12 1,400
(Gene ITGB3)) pesynbTara Bpa4YoM -

720163 TpomboumnTapHbIn peuenTtop dmbpuHoreHa (req ITGB3) (6e3 onncaHns pesynbTaTos KpoBb Kau no9 1,280
Bpadvom-reHetnkom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))

22.6. bone3Hu cepaua u cocynoB (Heart and Blood Vessel (Cardiovascular) Diseases)

111n CeppaeuHo-cocyaucTtble 3aboneBanus (reHsl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, |KpoBsb OnucaHne 0o 19 16,325
MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Cardio-Vascular Diseases (Genes ACE, pesyrnbTara Bpa4oMm -
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB)) reHETUKOM

129rmM ApTepuanbHas runepTeHsusi, nonHas naxHens (reHsl ACE, AGT, NOS3) (Arterial KpoBb OnvcaHve no 19 4,180

Hypertension: Full Panel (Genes ACE, AGT, NOS3))

pe3ynbTara BpayoMm -




129IT1/63 ApTepuanbHas runepteHausi, nonHas naHens (reHsl ACE, AGT, NOS3) (6e3 onncanna  |Kposb Kau no 16 3,750
pesynbTatoB Bpadom-reHeTmkom) (Arterial Hypertension: Full Panel (Genes ACE, AGT,
NOS3) (without Description))

121N ApTepuanbHas rMnepTeH3unsi, CBsi3aHHasi C HapyLUEHUSIMU B PEHVHaHTVIOTEH3VHOBOW KpoBb Onvcanve no 19 2,780
cucteme (reHol ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder pesynbTara Bpa4oMm -
(Genes ACE, AGT)) reHETVIKOM

121IM1/63 ApTepuanbHas rMnepTeH3unsi, CBsi3aHHasi C HapyLUEHUSIMU B PEHVHaHTVIOTEH3VHOBOW KpoBb Kau no 16 2,505
cucteme (reHol ACE, AGT) (6e3 onvcaHns pesynbTaToB Bpa4oM-reHeTukom) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT) (without
Description))

76111 ApTepuanbHas rMnepTeH3unsi, CBsi3aHHasi C HapyLleHnsamn B pabote sHgotenuansHon NO-|Kposb Onvcanve no 19 1,400
cuHTasbl (reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene pesynbTara Bpa4oMm -
NOS3)) reHETUKOM

761163 ApTepuanbHas rMnepTeH3unsi, CBsi3aHHas C HapyLleHusamn B pabote sHgotenuansHon NO-|Kposb Kau no 16 1,280
cuHTa3sbl (reH NOS3) (6e3 onncaHns pesynbTaTtoB Bpayom-reHeTvkoMm) (Arterial
Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3) (without Description))

144111 MBC, nHdpapkt muokapaa (reHel ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (Ischemic KpoBb OnvcaHve [o 19 9,180
Heart Disease, Myocardial Infarction (Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)) pesynbTara Bpa4YoM -

1441M/63 MBC, nHdpapkT munokapaa (reHsl ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (6e3 KpoBb Kau [o 19 8,725
onucaHnsa pesynbTaToB BpadoM-reHeTukom) (Ischemic Heart Disease, Myocardial
Infarction (Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE) (without Description))

1431 Nwemuyeckuin nHeynbT (reHbl ITGB3, ITGA2, GP1BA, FGB) (Ischemic Stroke (Genes KpoBb Onvcanve no 19 6,965
ITGB3, ITGA2, GP1BA, FGB)) pesynbTara Bpa4oM -

143IT1/B3 Nwemuyeckuin nHeynbT (reHbl ITGB3, ITGA2, GP1BA, FGB) (6e3 onucaxus KpoBb Kau no 19 6,240
pesynbTaToB BpadoM-reHeTukom) (Ischemic Stroke (Genes ITGB3, ITGA2, GP1BA,
FGB) (without Description))

22.7. Bone3Hu xenyao4YHo-kule4yHoro TpakTta (Gastrointestinal Dis )

11711 BonesHb KpoHa (renbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, |Kposb OnvcaHve no 19 8,180
NOD2, OCTN1, OCTN2)) pesynbTara Bpa4oMm -

22.8. Bone3Hu LeHTpanbHoW HepBHOM cuctemMbl (Central Nervous System (CNS) Diseases)

7641B-API MpenpacnonoxeHHOCTb K aTepocknepo3y n 6onesnn Anburenmepa (Alzheimer's Disease) |Kposb OnvcaHve no 19 2,625

pesynbTara Bpa4YoM -

22.9. OHkonorun4veckme 3aboneBanusa (Cancer Dis )

113 OHkonoruyeckune 3abonesaHust y xxeHwuH (reHsl MTHFR, MTRR, MTR, GSTT1, KpoBb OnucaHne 0o 19 24,720
GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, NBS1) (Cancer in Women (Genes pesynbTara Bpa4oMm -
MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2, rEeHETMKOM

112 OHkonoruyeckue 3abonesaHusi y MyximH (reHst MTHFR, MTRR, MTR, GSTT1, GSTM1, |Kposb OnucaHve no 19 17,510
GSTP1, NAT2, AR) (Cancer in Men (Genes MTHFR, MTRR, MTR, GSTT1, GSTM1, pesynbTara Bpa4oMm -
GSTP1, NAT2, AR)) reHEeTUKOM

128IM1 OHkonornyeckne 3aboneBaHNs, CBA3aHHbIE C TOKCUHaMM OKpYXaroLLei cpeabl (reHbl KpoBb OnvcaHve no 19 10,095
GSTT1, GSTM1, GSTP1, NAT2) (Cancer Associated with Environmental Toxins (Genes pesynbTara Bpa4oMm -
GSTT1, GSTM1, GSTP1, NAT2)) rEeHETMKOM

12411 HacnepcTBeHHbIe criydan paka MOMOYHOW xenesbl n/vnu sndHnkos (reHsl BRCA1, KpoBb Onvcanve no 16 4,400

BRCAZ2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

pe3ynbTara BpayoMm -




1241T1/B63 HacnepcTBeHHbIe criydan paka MOMOYHOW xenesbl n/vnu sndHnkos (reHbl BRCA1, KpoBb Kau [o 12 3,945
BRCA2) (6e3 onvcaHns pesynbTaToB BpadoM-reHeTukom) (Hereditary Breast and/or
Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without Description))

15411 HacnepcteeHHble criyvan BRCA-accounmpoBaHHOroO paka y MyX4uH: pak rpyaHon, KpoBb Onvcanve no 16 4,400
nomxenyaovHoN, NpeacTatensHoi xenes, pak audek (reHsl BRCA1, BRCA2) (Hereditary pesynbTara Bpa4oMm -
Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes reHeTVKOM
BRCA1, BRCA2))

1541T1/B3 HacnepcteeHHble criyvyan BRCA-accoumnmpoBaHHOIoO paka y MyX4uH: pak rpyaHon, KpoBb Kau [o 12 3,945
nomxenynovHON, NpeacTatensHoi xenes, pak audek (reHsl BRCA1, BRCA2) (6e3
onucaHnsa pesyrnbTaTtoB BpavoM-reHeTukom) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without
Description))

12441M HacnepcTeeHHbIe crniydan paka MOMoYHow xenesbl u/vnu sudHnkos BRCA1, BRCA2, KpoBb Onvcanve no 19 9,445
CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer ) pesynbTara Bpa4oM -

7004MRI CemeliHbI MeaynnsapHbIA pak LMTOBMAHOW xenes3bl (3k3oHbl 10, 11, 13, 14, 15 rena KpoBb Onvcanve no 25 19,665
RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET)) pesynbTara Bpa4oM -

7005B2I CWHAPOM MHOXECTBEHHOM 3HOOKPMHHOW Heonnasum 2B tuna (reH RET) (Multiple KpoBb Onvcanve no 19 4,730
Endocrine Neoplasia Type 2B (Gene RET)) pesynbTara Bpa4oM -

7006A2I CWHAPOM MHOXECTBEHHOW 3HOOKPMHHOW Heonnasum 2A trna (3k3oHbl 10, 11 reHa RET)  |Kposb Onvcanve no 25 9,180
(Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET)) pesynbTara Bpa4oM -

7260 KonnyecteeHHoe onpeaeneHe COOTHOLLEHWNS HOPMAribHOro 1 MyTaHTHOrO annenen LlensHas kposb Kon - -
617V/617F B 14 ak3oHe reHa JAK2 (Quantification of wild-type and mutant allelic ratio of
gene JAK2 617V/617F)

7262 KavecTBeHHas oLieHKa Hanmumna comatuyeckon mytaumm V617F B 14 ak3oHe reHa JAK2 Kau - -
(Qualitative assessment of presence of gene JAK2 617F somatic mutation)

7653 AHanun3 mytaumn B reHe BRAF (V600E) (MNLP, kay) KocTHbI Mo3r Kay no8 7,010

7654 AHanus nepectpoek 1 xpomocombl (FISH, konny.) KoCTHbI Mo3r Kon 0o 6 11,675

22.10. HapyweHus obmeHa BelecTB (Metabolic Disease, Metabolic Disturbance)

1161 HacnepcTeBeHHas npeapacnonoXeHHOCTb K caxapHOMy AnabeTy 1-ro Tvna no Tpem KpoBb Onvcanve no 17 6,305
nokycam reHos cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1) (Hereditary pesyrnbTara BpayoM -
Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes), HLA Class Il (Genes reHeTMKoM
DRB1, DQA1, DQB1))

701511 HacnepcTeBeHHas npeapacnonoXeHHOCTb K Lienmakum no nokycam reHos cuctemsl HLA |l |Body; Kposb Onvcanve no 17 6,305
knacca (DQA1, DQB1) pesynbTara Bpa4YoM -

7003UGI CuHppom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) KpoBb OnvcaHve no 11 2,900

pesynbTara Bpa4YoM -

153 OcTeonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel  |Kposb OnucaHve no 19 5,335
(Genes CALCR, COL1A1, VDR)) pesynbTara Bpa4oM -

153IM/B3 OcTeonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucaHus KpoBb Kay no 16 4,780
pe3ynbTatoB Bpadom-reHeTvkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1,
VDR) (without Description))

115N OcTeonopos: cokpalleHHas naHenb (reHsl CALCR, COL1A1) (Osteoporosis: Abridged KpoBb OnucaHve no 19 4,090
Panel (Genes CALCR, COL1A1)) pesynbTara Bpa4oM -

115IM/B3 OcTeonopos: cokpalleHHas naHenb (reHsl CALCR, COL1A1) (6e3 onucaHus KpoBb Kay no 16 3,665

pe3ynbTaToB Bpadom-reHeTmkoMm) (Osteoporosis: Abridged Panel (Genes CALCR,
COL1A1) (without Description))




7014A-VDRI Octeonopos: peuentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor KpoBb Onucanve no 19 1,400
(VDR) (Gene VDR)) pesynbTara BpayoM -

701463 Octeonopos: peuentop ButamuHa D (reH VDR) (6e3 onvcaHus pesynbTaToB Bpa4yoM- KpoBb Kay no 16 1,280
reHeTnkom) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

120n O6bmeH conueson kucnotsl (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes |Kposb OnucaHve no 12 5,335
MTHFR, MTRR, MTR)) pesynbTara Bpa4YoM -

120IM/b3 O6bmeH conueson kucnotbl (reHbl MTHFR, MTRR, MTR) (6e3 onncaHust pe3ynbtaTos KpoBb Kay no9 4,780
Bpadom-reHeTukoMm) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without
Description))

7691LCI JlakTasHas HegoctaTtodHocTb (reH MCM6) (Adult Lactase Deficiency (Gene MCM6) KpoBb OnucaHve no 19 1,320

pesynbTaTa BpayoM -

T779HFEI HacnenctBeHHbIV remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene KpoBb OnucaHve no 18 2,625
HFE)) pesynbTara Bpa4YoM -

22.11. ®apmakoreHeTuka (Pharmacogenetics)

7601C-NA 'maopanasvH 1 npokavHamua. 'eHeTuyeckMe MapKepbl NMOBbILLEHHOTO pUCKa Pa3BUTUst KpoBb Onucanve no 19 5,245
BONYaHOYHOMNOA0BHOrO CMHAPOMA U renaToTOKCUYHOCTU NPK MpUeMe KapAOTPOMHbIX pesynbTaTa BpayoM -
npenaparoB: rugpanasuHa u npokanHamuaa. OnpeaeneHme Hanmymsi NoIMMopU3mMoB reHETUKOM
reHa N-auetuntpaHcdepasbl 2 (Hydralazine and Procainamide. Genetic Markers of
Increased Risk of Lupus-Like Syndrome and Hepatotoxicity in Taking Cardiotropic Drugs:
Hydralazine and Procainamide. Determination of Polymorphisms N-Acetyltransferase 2,
Gene NAT2)

7601B-NA WM3oHunasma. eHeTuueckne Mapkepbl NOBbILLEHHOrO PUCKa pa3BUTMS NONMHEBPUTOB Npu | KpoBb OnucaHve no 19 5,245
npviemMe M30HMa3naa, CBsI3aHHbIX C HapyLleHneM ero metabonuama. Onpegenexve pesynbTaTa BpayoM -
Hannumsa nonumopdmamoB reHa N-auetuntparHcdepassbl 2 (reH NAT2) (Isoniazidum. reHeTVKOM
Genetic Markers of Increased Risk of Development of Polyneuritis in Taking Isoniazidum
and Isoniazid-Related Violation of Metabolism. Determination of Polymorphisms N-
Acetyltransferase 2, Gene NAT2)

142 WHrnbutopbl AMN®, conyBactatuH, briokatopbl peuentopos ATII. MNporHo3nposaHue KpoBb Onucanve no 19 2,780
HedpponpoTekTnBHOro achchekta MHrmbutopos AN npu HeanabeTnyecknx 3aboneBaHUsIX. pesynbTara Bpa4oMm -
[eHeTM4yeckne mapkepbl 3PMDEKTUBHOCTN aT€HOMoNa Npu apTepuanbHOW rMNepTeH3nn ¢ reHeTVKOM
rmnepTpoduen NEBOro Xernyao4ka unv Tepanuv dpnyBactatMHOM Mpy ULLEMUYECKOM
bonesHu cepgua. OnpegenexHve HanMuusi NONMMOPEU3MOB reHa aHrMOTEH3UH-
npeBpawatoLero pepmenta (reH ACE) (ACE Inhibitors, Fluvastatin, ATII Receptor
Blockers. Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases.
Genetic Markers of Effectiveness of Atenolol in Hypertension with Left Ventricular
Hypertrophy or Fluvastatin Therapy in Ischemic Heart Disease. Detection of
Polvmorphisms of Gene of Angiotensin-Convertina Enzvme (Gene ACE))

7261D-CY JlosapTtaH/upbecapTaH. [eHeTuYecknin Mapkep p1cka HapyLueHuin meTabonunama KpoBb Onvcanve no 19 2,350
6rokaTopoB peLenTopoB aHrMoTeH3nHa ll: nozaptaHa n npbecaprtaHa no Tuny pesyrnbTara BpayoM -
ocrnabneHuns 1 yCUneHust Nx runoTeH3nBHOIO AeNCTBUS, COOTBETCTBEHHO. Onpeaenexve reHETUKOM

Hannymsa nonumopdmramoB reHa uutoxpoma CYP2C9 (Losartan/Irbesartan. Genetic
Marker of Risk of Metabolic Disorders Blockers of Receptors of Angiotensin Il, Losartan
and Irbesartan Type of Weakening and Strengthening their Hypotensive Action,
Respectively. Detection of Polymorphisms of Cytochrome CYP2C9)




1480

Mertotpekcar. _['eHeTn4eckne Mapkepbl MOBbILLIEHHOTO pUCKa Pa3BUTUS MOBOYHbIX
peakuuin Npy NpueMe MeToTpekcaTta Ha hoHe NIeYeHNsi PEBMAaTOMAHOIO apTpuTa.
MertoTpekcart: HapyLueHve meTabonunama gonueBor kucnotbl. OnpegeneHme Hanuuusi
nonnmopcmn3MoB reHoB (hepMeHTOB peakuuii ponatHoro uukna (Methotrexatum. Genetic
Markers of Increased Risk of Development of Adverse Reactions in Taking Methotrexate
for Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of Folate Cycle
Reactions, Genes MTHFR, MTRR, MTR)

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEeHETVKOM

no 12

5,335

7261C-CY

HecTtepounaHble NpoTMBOBOCNANUTENbHbIE Npenaparbl. [eHeTUYecKn Mapkep
NOBbILLEHHOrO pMcKa pa3BUTUSi NOBOYHBIX peakLmnii B opMe XenyaodHbIX KDOBOTEYEHUIA
npu npueme HIMBIT (M6ynpodeH, TEHOKCUKaM, HANPOKCEH, HO He AMKIodeHak) Mo Tuny
BO3HVKHOBEHWSI XKeNyA04HbIX KPOBOTEUYEHMIA, CBA3AHHbIX C HApYLUEHUeM UX
MeTabonuama. OnpeaeneHne Hanuumnsa NoNMMopdU3MoB reHa Lmtoxpoma CYP2C9
(Nonsteroidal Anti-Inflammatory Drugs. Genetic Marker of Increased Risk of Adverse
Reactions in Form of Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam,
Naproxen, not Diclofenac) by Type of Gastro Bleeding Associated with Violation of their
Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9)

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEHETMKOM

no 19

2,350

133

MeHnunnnamuH. 'eHeTUYeckMe akTopbl YCUNEHUsT KITMHUYECKON 3(O(EKTUBHOCTU NpU
NpYMEHEHUN NeHnUMnNnammHa Ha oHe NneveHnst peBMaToMaHOro apTpuTa.
OnpepgeneHne HanMuusi NONMMOPMU3MOB reHa Mio-1-rnyTaTnoH-S-TpaHcdepasbl (reH
GSTM1) (Penicillamine. Genetic Factors of Enhance Clinical Effectiveness in Use of
Penicillamine in Treatment of Rheumatoid Arthritis. Detection of Polymorphisms of p-1
Glutathione-S-Transferase (Gene GSTM1))

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEeHETVKOM

no 19

5,245

7601A-NA

CynbdaHunamugbl (cynbdacanasvH). _['eHeTuyeckne MapKepbl NOBbILLEHHOrO pycKa
pa3BuTUsi NTODOYHBIX peakuui B hopme AMcnencui v xenyqodHblX KPOBOTEHEHUI NpU
npueme cynbdacanasvHa, CBA3aHHbIX C HapyLLeHneM ero MmetabonuamMa. OnpegenexHuve
Hanuymsa nonumopdmamoB reHa N-auetuntpaHcdepasbl 2 (Sulfonamides
(Sulfasalazine). Genetic Markers of Increased Risk of Adverse Reactions in Form of
Dyspepsia and Intestinal Bleeding in Taking Sulfasalazine. Sulfasalazine-Related
Violation of Metabolism. Detection of Polymorphisms N-Acetyltransferase 2, Gene NAT2)

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEHETMKOM

no 19

5,245

7261B-CY

CynbcoHMNIMOYEBMHA 1 ee NPOU3BOAHbBIE: _XIoprnponaMua, Tonasamua, rmvbeHknamug,
1 TonbyTamua. MeHeTUYECKUIn Mapkep pucka pasBUTUSI HeXenaTernbHbIX NEKapCTBEHHbIX
peakumin No TUMY rMMNorMUKEMUN NPy NpueMe NepopanbHbIX CaxapoOCHUXKAOLLMX CPEACTB,
CBSI3aHHbIX C HapyLLeHneM nx metabonuama. Onpefenexue HanMums NonMMopramos
reHa umtoxpoma CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide, Tolazamide,
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents, Associated with Violation of
Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9)

KpoBb

OnucaHune
pesyrbTarta BpaqoM -
rEeHETVKOM

no 19

2,350

2447

WHTepnelikmh-28B (U11-28B), reHoTMnMpoBaHue (MccneaoBaHne reHeTUYEeCcKUX
MapKepoB, onpeaensitoLmx 3hdEeKTUBHOCTb NeYeHust XpoHnyeckoro renatuta C
nHTepdepoHoMm 1 pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of
Genetic Markers Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

KpoBb

Kau.,
OnucartencHblii
dopmat

0o 6

885

7259BETA

Bera-agpeHobnokatopbl. F'eH CYP2D6. ®apmakoreHeTuka (beta-Adrenergic Blockers.
Gene CYP2D6)

KpoBb

OnucaHune
pesynbTata Bpa4yoM -

no 19

7,240

22.12. Cuctema geToKkCcUKaLum KceHobnoTnkoB 1 kaHueporeHoB (Detoxification System of
Xenobiotics and Carcinogens)




7259 Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6)) KpoBb OnvcaHve [o 19 7,240
pesynbTaTa BpayoM -
7261CYI Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9)) KpoBb Onvcanve [o 19 2,350
pesynbTaTa BpayoM -
119rn nyratnoHTpaHcdepasbl (reHel GSTT1, GSTM1, GSTP) (Glutathionetransferases KpoBb OnucaHve no 19 5,245
(Genes GSTT1, GSTM1, GSTP)) pesynbTara Bpa4YoM -
76011 N-auetunTpacdepasa 2 (reH NAT2) (N-Acetyltransferase 2 (Gene NAT2)) KpoBb Onvcanve [o 19 5,245
pesynbTaTa BpayoM -
22.13. Ycnyrm Bpaya-reHeTuKa (Services of Physician-Geneticist)
14600P1 OnucaHve pe3ynbTaToB reHeTu4eckoro Tecta 1 kareropum cnoxHoctu (NeNe 720163, Body OnucateneHbin no8 515
761163, 701463, 125I'M1/B3, 720763) (Genetic Test Results: Description of the 1-st dopmat
Category Complexity)
14610P2 OnucaHve pe3ynbTaToB reHeTu4eckoro Tecta 2 kareropum cnoxHoctu (NeNe 118[T1/63,  |Body OnucateneHbIn no8 1,030
121rM/B3, 123IM/B3, 131IM/B3, 141IM/B3, 115IM/B3, 124T1/B3, 154 T1/B3) (Genetic dopmar
Test Results: Description of the 2-nd Category Complexity)
14620P3 OnucaHve pe3ynbTaToB reHeTu4eckoro Tecta 3 kareropum cnoxHoctu (NeNe 122 T1/63,  |Body OnucateneHbin no8 2,060
129IM/B3, 120rM/63, 137rM/63, 138IM/B3, 153T1/B3, 110IT1/B3, 114 T1/B3, chopmar
140rM/B3, 766163, 725863, 1341 T1/B3, 135IM1/B3, 136I'T1/B3) (Genetic Test Results:
Description of the 3-rd Category Complexity)
14630P4 OnucaHve pe3ynbTaToB reHeTu4eckoro Tecta 4 kareropum cnoxHoctu (NeNe 1441 T1/B3, |Body OnucateneHbIn no8 4,635
143IM/B3, 139IM/B3, 145IM/B3, 108IM1/B3, 19I'M1/B3) (Genetic Test Results: dopmar
Description of the 4-th Category Complexity)
22.14. OnpegeneHuve nona nnoga
3316 Onpepenexue nona nnoga. BeisieneHne Y-xpomocombl nnoaa B kpoen matepm (Y- Mna3sma kposu Kau no8 4,635
chromosome of the fetus in the mother's blood)
23. HACJNIEACTBEHHbLIE MOHOIEHHBIE 3ABONIEBAHUA U COCTOAHUA (Hereditary Monogenic
Di )
23.1. HacnegctBeHHble MOHOreHHbIe 3aboneBaHus u coctosiHuA (Hereditary Monogenic Diseases)
1261 OcHoBHble HacneacTBeHHbIe 3abonesanns (reHsl CFTR, GJB2, PAH, SMN) (Main KpoBb Onvcanve no 19 19,415
Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN)) pesynbTara Bpa4YoM -
7803ABCA AbnoTtpodus cetyatku, TMn PpaHyeckeTT (bonesHb LWTaprapara 1-ro Tuna). Mouck KpoBb OnvcaHve no 18 10,745
YacTbix MyTaumii B reHe ABCA4, 4. m. (Stargardt Disease 1, STGD1, Fundus pesynbTara Bpa4oMm -
Flavimaculatus Included, Gene ABCA4, Freg. Mut.) reHETUKOM
7802CYI BpoxaeHHas runepnnasus HagnodeyHnkos, reH CYP21A2, y.m. (Gene CYP210HB, KpoBb Onvcanve no 15 9,990
Freq. Mut.) pesynbTara Bpa4oM -
7624SLC AkpopepmatuT aHTeponatudeckuin. Monck mytaumin B rene SLC39A4, m. (Acrodermatitis  |Kposb OnvcaHve no 25 31,455
Enteropathica, Gene SLC39A4, Mut.) pesynbTara Bpa4oM -
7804TYR AnbbuHM3m rnasokoxHbn TMn 1A. Momnck myTaumii B reHe TYR, m. (Albinism KpoBb OnvcaHve no 25 19,685
Oculocutaneous Type IA, Gene TYR, Mut.) pesynbTara Bpa4YoM -
7881RPS Anemusa [anmonaa-bnekdena. Mounck mytaumii B reHe RPS19, m. (Diamond-Blackfan KpoBb OnvcaHve no 25 19,685

Anemia 1, DBA1, Gene RPS19, Mut.)

pe3ynbTara BpayoMm -




7107 ApTporpunos gucTanbHbin (cuHapom Ppumena-Liengona). Movck YacTeix MyTauuin B KpoBb Onvcanve no 25 9,180
reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.) pesynbTara Bpa4oM -
7905FRDA Atakcus Opuppenxa. MNonck mytaumi B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.) |Kposb Onvcanve no 25 19,685
pesynbTara Bpa4YoM -
7808FRDAI Atakcus Opupgpeinxa. MNonck Yactbix myTaumii B reHe FXN, 4. m. (Friedrich Ataxia, Gene |Kposb Onvcanve no 18 4,200
FXN, Freq. Mut.) pesynbTara Bpa4oM -
7108 AtenocTteoreHes (aucnnasus ge ns LWanens). Movck mytaumn B reHe SLC26A2, m. KpoBb Onvcanve no 25 23,610
(Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2, Mut.) pesynbTara Bpa4YoM -
7109LEI ATpochus 3puTenbHoro HepBa Jlebepa. MNonck YacTbix MyTauuin B MUTOXOHAPUAINbHON KpoBb Onvcanve no 25 13,110
[HK, 12 4. m. (Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. pesynbTara Bpa4oM -
76100HKI ATpochus 3puTenbHoro Hepsa Jlebepa. [MNonck YacTbix MyTauuin B MUTOXOHAPUAINbHON KpoBb Onvcanve no 18 4,730
OHK, 3 4. m. (Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. pesynbTara Bpa4oM -
77610PA1 ATpochusi 3pUTENLHOrO HepBa ¢ riyxXoTol. Monck MyTaLmnii B «ropsymx» y4acTkax reHa KpoBb Onvcanve no 19 9,180
OPA1, «ropsid.» yu. m. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, pesynbTara Bpa4oMm -
Myopathy, Ataxia And Neuropathy, Gene OPA1, Hot-Point Mut.) reHeTVKOM
7706 TNFRSF AyTOMMMYHHBIN nnMdonponudepatnBHbin cuHapoM. MNonck mytauui B reHe TNFRSF6, |Kposb Onvcanve no 25 31,455
M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.) pesynbTara Bpa4oM -
7705TNFRS AYTOMMMYHHBIN NnMdonponudepaTnBHbIN CMHAPOM. [1ONCK MyTaLMin B KTOPSHNX» KpoBb Onvcanve no 19 6,580
yqacTtkax reHa TNFRSF6, «ropsy.» y4. m. (Autoimmune Lymphoproliferative Syndrome, pesynbTara Bpa4oMm -
ALPS, Gene TNFRSF6, Hot-Point Mut.) reHeTVKOM
7770GRN Adbasnsa nepeuyHas nporpeccupytolas. Movck mytaumi B reHe GRN, M. (Aphasia KpoBb Onvcanve no 25 23,610
Primary Progressive, Gene GRN, Mut.) pesynbTara Bpa4oM -
7112 AxoHpgporeHes Tun |. Mounck myTtaumin B rene SLC26A2, m. (Achondrogenesis, Fraccaro KpoBb Onvcanve no 25 23,610
Type, Gene SLC26A2, Mut.) pesynbTara Bpa4oM -
7809FGFR3I AxoHgponnasus. [Nonck yacTteix MmyTauui B reHe FGFR3, 4. m. (Achondroplasia, Gene KpoBb Onvcanve no 18 10,745
FGFRS, Freq. Mut.) pesynbTara Bpa4oM -
T7772VAPB BokoBsoit ammnoTpocuyeckuii cknepos. Monck yacTbix myTaumn B reHe VAPB, 4. m. KpoBb Onvcanve no 25 7,015
(Amyotrophic Lateral Sclerosis, Gene VAPB, Freq. Mut.) pesyrnbTara Bpa4oM -
7709BEST BonesHb becta. Nonck Bcex n3BecTHbIX MyTauui B reHe BEST1, m. (Best Vitelliform KpoBb Onvcanve no 22 39,315
Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.) pesynbTara Bpa4oM -
7810ATP7BI BonesHb BunbcoHa-KoHoBanosa. Monck yacTbix myTaumn B reHe ATP7B, u. m. (Wilson KpoBb OnvcaHve no 18 9,445
Disease, Gene ATP7B, Freq. Mut.) pesynbTara Bpa4oM -
7812PANK2 BonesHb MannepeopaeHa-LUnarua. Mouck YacTbix MyTaumii B reHe PANK2, 4. m. KpoBb Onvcanve no 25 6,580
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.) pesyrnbTara Bpa4oM -
7813PRNP BonesHb NepcTmanHa-LUTpeyccnepa-LenHkepa. Monck mytaumii B reHe PRNP, m. KpoBb Onvcanve no 25 13,300
(Gerstmann-Straussler Disease, Gene PRNP, Mut.) pesynbTara Bpa4YoM -
7T775PTEN BonesHb Koyaena. Monck myTtaumii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, |Kposb OnvcaHve no 25 35,390
Mut.) pesynbTara Bpa4oM -
7814PRNP BonesHb Kpentudenbara-Akoba. Mouck mytauuii B reHe PRNP, M. (Creutzfeldt-Jakob KpoBb Onvcanve no 25 13,300
Disease, Gene PRNP, Mut.) pesynbTara Bpa4oM -
7776PTEN BonesHb IlepmutT-fyknoc. Monck mytauun B rede PTEN, m. (Lhermitte-Duclos KpoBb OnvcaHve no 25 35,390
Syndrome, Gene PTEN, Mut.) pesynbTara Bpa4oM -
7816NDP BonesHb Hoppu. Mounck myTtaumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.) KpoBb OnvcaHve no 25 10,045
pesynbTara Bpa4YoM -
7818CSTB BonesHb YHdeppuxTa-IlyHabopra. MNonck mytauun B reHe CSTB, m. (Progressive KpoBb OnvcaHve no 25 13,110
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Mut.) pesyrnbTara Bpa4oM -
7817CSTB BonesHb YHdeppuxTa-Tlynabopra. MNonck yacteix Mytauuii B reHe CSTB, 4. m. KpoBb OnvcaHve no 18 4,730

(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

pe3ynbTara BpayoMm -




7819ABCA4 BonesHb LWTapraparta. Mouck YacTbix myTaumii B reHe ABCA4, 4. m. (Stargardt Disease  |Kposb Onvcanve no 18 10,745
1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freg. Mut.) pesynbTara BpayoM -

7820ROR2 Bpaxugaktunus tun B1. Mounck myTtaumii B reHe ROR2, m. (Brachydactyly Type B1, Gene |Kposb Onvcanve no 25 13,110
ROR2, Mut.) pesyrnbTara Bpa4oM -

7992NTR BpoxaeHHas HevyBCTBMTENBHOCTL K 60nu ¢ aHrgpo3oMm. Monck MyTaumii B reHe KpoBb Onvcanve no 34 47,165
NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.) pesynbTara Bpa4oM -

7711ADAMTS eneodmsmnyeckan gucnnasus. Movck mytaumn B reHe ADAMTSL2, m. (Geleophysic KpoBb Onvcanve no 25 70,710
Dysplasia 1, Gene ADAMTSL2, Mut.) pesynbTara Bpa4oM -

7822B F'emodomnus. Mouck myTauuii B reHe draktopa IX npu remocounum B, m. (Hemophilia B, KpoBb Onvcanve no 25 27,530
Gene Factor IX, Mut.) pesynbTara Bpa4oM -

7989MVK 'vnep-IgD cuHgpom. Monck MyTauuin B «ropsiunxy» ydactkax reHa MVK, «ropsiu.» yu. M. |KpoBb Onvcanve no 25 9,180
(Hyper-IlgD Syndrome, Gene MVK, Hot-Point Mut.) pesynbTara Bpa4oM -

7778MVK 'vinep-IgD cuHgpom. Monck mytauun B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene KpoBb Onvcanve no 25 39,315
CDA40LG, Mut.) pesynbTara Bpa4oM -

7823CD 'vinep-IgM curgpom. Monck mytauun B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene  |Kposb Onvcanve no 25 19,685
CDA40LG, Mut.) pesynbTara Bpa4oM -

7898SCN4A 'vinepkanneMmnyeckuii neproguyeckuin napanuy. Nounck Mytauui B 3k3oHax 13 n 24 rena |Kposb Onvcanve no 25 14,000
SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.) pesynbTara Bpa4oM -

7783KRT1 'vnepkepatos. Mounck myTaumi B ree KRT1, m. (Epidermolytic Hyperkeratosis, Gene KpoBb Onvcanve no 25 23,610
KRT1, Mut.) pesynbTara Bpa4oM -

7121 'vnepkepatos. Mouck myTaumin B reHe KRT9, m. (Epidermolytic Hyperkeratosis, Gene KpoBb Onvcanve no 25 27,530
KRT9, Mut.) pesynbTara Bpa4oM -

7122 'vnepTpoduyeckas kapanommonatus. Movck mytaumii B rene CAV3, m. (Familial KpoBb Onvcanve no 25 10,045
Hypertrophic Cardiomyopathy, Gene CAV3, Mut.) pesynbTara Bpa4oM -

7824TNNT2 'vnepTpoduyeckas kapanommonatus. Movck mytaumin B rene TNNT2, m. (Familial KpoBb Onvcanve no 34 47,165
Hypertrophic Cardiomyopathy, Gene TNNT2, Mut.) pesynbTara Bpa4oM -

7603SCN4A 'vnokanvemmnyeckuin nepuogmyecknii napanuy. Movck mytaumi B 3k3oHax 12, 18 n 19 KpoBb Onvcanve no 25 13,110
reHa SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene pesynbTara Bpa4oMm -
SCN4A, Mut.) reHeTVKOM

7126 'vnodoctaremmnyecknin BUTaMuH D-pe3ncTeHTHbI paxvT (MOYeYHbIN docdaTHbIn KpoBb Onvcanve o 32 86,415
anaber). Mounck mytauui B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant pesynbTara Bpa4oMm -
Rickets, Gene PHEX, Mut. ) reHeTVKOM

7906FGFR3I 'vnoxoHaponnasus. MNonck yacteix MyTauuii B reHe FGFR3, 4. m. (Hypochondroplasia, KpoBb Onvcanve no 18 10,745
Gene FGFR3, Freq. Mut.) pesyrnbTara Bpa4oM -

7825CYP 'naykoma BpoxaeHHas. Movck mytaumn B reHe CYP1B1, m. (Primary Congenital KpoBb Onvcanve no 25 15,625
Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.) pesynbTara Bpa4YoM -

7127 ['naykoma toBeHUnbHas OTKpbITOyronbHas (cuHgpom Purepa). MNMouck mytauui B reHe KpoBb OnvcaHve no 25 15,625
CYP1B1, m. (Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.) pesynbTara Bpa4oM -

7784HNF1B momepyoLmTo3 noyek runonnactuyeckoro Tmna. Movck mytaumn B rene HNF1B, m. KpoBb Onvcanve no 25 35,390
(Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.) pesynbTara Bpa4YoM -

7627SSH [ononposaHuedanus. Mouck mytaumii B reHe SHH, m. (Holoprosencephaly 3, Gene KpoBb OnvcaHve no 25 15,760
SHH, Mut.) pesynbTara Bpa4oM -

7128 [ednumnT KapHUTUHA CUCTEMHbIN NEPBUYHBIN. [Monck MmyTaumin B reHe SLC22A5, m. KpoBb OnvcaHve no 25 39,315
(Systemic Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, pesynbTara Bpa4oMm -
CDSP, Gene SLC22A5, Mut.) reHETUKOM

7129 HunacTpodpmyeckas ancnnasus. Mouck mytaumii B reHe SLC26A2, m. (Diastrophic KpoBb OnvcaHve no 25 23,610

Dysplasia, Gene SLC26A2, Mut.)

pe3ynbTara BpayoMm -




7828DES HunataunonHas kapgnomuonatus (OKMI). Mouck mytauuii B reHe DES, m. KpoBb Onvcanve no 25 27,530
(Cardiomyopathy Dilated, Gene DES, Mut.) pesynbTara BpayoM -

7924EYA4 HunataunonHas kapguomuonatus (OKMIT). Mouck mytauui B reHe EYA4, m. KpoBb Onvcanve no 34 47,165
(Cardiomyopathy Dilated, Gene EYA4, Mut.) pesyrnbTara Bpa4oM -

7926FKTN HunartaunonHas kapguomuonatus (OKMI). Mouck mytauuii B reHe FKTN, m. KpoBb Onvcanve no 34 47,165
(Cardiomyopathy Dilated, Gene FKTN, Mut.) pesynbTara Bpa4oM -

7922LMNA AvnataunonHas kapguomuonatus (OKMIT). Mounck mytauui B reHe LMNA, m. KpoBb Onvcanve no 25 39,315
(Cardiomyopathy Dilated, Gene LMNA, Mut.) pesynbTara Bpa4oM -

7130 HunataunonHas kapguomuonatus (OKMI). Mouck mytauuii B reHe SGCD, m. KpoBb Onvcanve no 25 35,390
(Cardiomyopathy Dilated, Gene SGCD, Mut.) pesynbTara Bpa4YoM -

7923TAZ [unartaunonHas kapgvromuonatus (OKMI). Mouck mytauui B reHe TAZ, m. KpoBb Onvcanve no 25 23,610
(Cardiomyopathy Dilated, Gene TAZ, Mut.) pesynbTara Bpa4oM -

7925TNN [unataunonHas kapguomuonatus (OKMI). Mouck mytauuii B reHe TNNT2, m. KpoBb Onvcanve no 34 47,165
(Cardiomyopathy Dilated, Gene TNNT2, Mut.) pesynbTara Bpa4oM -

79213MU [unataunoHHas kapguomuonatus (OKMIT). MNMouck myTauuin B reHe ameprHa npu X- KpoBb Onvcanve no 25 13,300
cuennexnHon dopme, m. (Cardiomyopathy Dilated, X-Linked Gene Emerine, Mut.) pesyrnbTara BpayoM -

7928GARS IunctanbHaa moTopHas Hemponatus Tun V. MNonck mytauui B reHe GARS, m. (Distal KpoBb Onvcanve no 34 70,710
Hereditary Motor Neuropathy, DHMN, Gene GARS, Mut.) pesynbTara Bpa4oM -

7927BSCL [unctanbHaa moTopHas Hemponatus Tun V. MNonck mytauun B reHe BSCL2, m. (Distal KpoBb Onvcanve no 25 27,530
Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.) pesynbTara Bpa4oM -

71311GI [nctanbHasa cnuHanbHas aMmoTpodrs BpOXAeHHas ¢ napanuyom agnadparmsl. Monck  |Kposb Onvcanve o 32 58,935
myTtauuin B reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene pesynbTara BpaioMm -
IGHMBP2, Mut.) reHeTMKOM

7132 [nctanbHasa cnuHanbHas aMmoTpodns BPOXAeHHas HenporpeccupytoLas. Movck KpoBb OnvcaHve no 25 13,110
MyTaLUuin B «ropsumnxy» yyactkax reHa TRPV4, «ropsy.» yu. m. (Distal Spinal Muscular pesyrnbTara BpayoM -
Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point Mut.) reHeTVKOM

7716BTK M3onnposaHHbIi AedmuUMT ropMoHa pocTa ¢ runorammarnobynuHemueit. Movck mytaumn |Kposb OnvcaHve no 34 70,710
B reHe BTK, m. (Hypogammaglobulinemia and Isolated Growth Hormone Deficiency, pesynbTara Bpa4oMm -
Fleisher Syndrome, Gene BTK, Mut.) reHeTVKOM

7604KRT2 WxTnos 6ynnesHbin. Monck mytaumn B reHe KRT2, m. (Ichthyosis Bullosa Of Siemens, KpoBb Onvcanve no 25 27,530
Gene KRT2, Mut.) pesynbTara Bpa4oM -

7133 MxTnos BynbrapHbii. Movck yacTteix mytauui B reHe FLG, 4. m (Ichthyosis Vulgaris, KpoBb OnvcaHve no 25 9,180
Gene FLG, Freq. Mut.) pesynbTara Bpa4oM -

7829TGM1 MxTno3 namennsapHbiv. MNonck Bcex N3BecTHbIX MyTauwui B reHe TGM1, m. (Autosomal KpoBb OnvcaHve no 25 39,315
Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.) pesynbTara Bpa4oM -

7140 KocTHasa reteponnasus nporpeccupytowas. lNMovck mytaumii B reHe GNAS, m. KpoBb OnvcaHve no 25 35,390
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) pesynbTara Bpa4YoM -

7141 KpaHvnomeTadmsapHast aucnnasusi. Nouck mytauuii B «ropsiumx» ydacTtkax reHa ANKH,  |Kposb Onvcanve no 25 9,180
«ropsiv.» yd. M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.) pesynbTara Bpa4YoM -

7142 KpaHvnomeTadmsapHas amcnnasums. MNouck mytauuii rena ANKH, m. (Craniometaphyseal |Kposb Onvcanve o 32 47,165
Dysplasia, Gene ANKH, Mut.) pesynbTara Bpa4oM -

7143 KpaHunocuHocTos. Mouck mytauuii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene KpoBb Onvcanve no 25 13,300
TWIST1, Mut.) pesynbTara Bpa4oM -

7717TMSX2 KpaHunocuHocTos. Mouck mytaumii B reHe MSX2, m. (Craniosynostosis Type 2, Gene KpoBb OnvcaHve no 25 10,045
MSX2, Mut.) pesynbTara Bpa4oM -

7718LAMA3 JTapyHro-oHMxo-KyTaHHbI cuHapom. Monck myTaumn B ak3oHe 39 reHa LAMAS, m. KpoBb OnvcaHve no 25 13,110
(Laryngoonychocutaneous Syndrome, Laryngo-Onycho-Cutaneous Syndrome, Exon 39 pesynbTara Bpa4oMm -
Gene LAMA3, Mut.) reHeTVKOM




7630GJC2 Ilerikogunctpocus runommuenmHosas. Monck mytaumin B rene GJC2, m. (Leukodystrophy  |Kposb Onvcanve no 25 27,530
Hypomyelinating 2, Gene GJC2, Mut.) pesynbTara Bpa4oM -
7719FLT4 Jumdbenema. Mouck mytauuii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.) KpoBb Onvcanve no 34 102,115
pesynbTaTa BpayoM -
7631GJC2 Jumdbenema HacnencteeHHas. MNouck mytauui B reHe GJC2, m. (Hereditary KpoBb Onvcanve no 25 27,530
Lymphedema Type 1C, Gene GJC2, Mut.) pesynbTara Bpa4YoM -
7834LMNA JInnoauctpodus cemenHas YacTnyHas. Monck MyTauuin B «ropsiumx y4acTkax» reHa KpoBb Onvcanve no 25 13,110
LMNA, «ropsy.» y4. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point pesynbTara Bpa4oMm -
Mut.) reHeTVKOM
7144 JInnoauctpodusi BpoxxaeHHas reHepanmnsoBaHHas. MNouck mytauuii B reHe BSCL2, m. KpoBb OnvcaHve no 25 27,530
(Congenital Generalized Lipodystrophy, CGL, Type 1, Gene BSCL2, Mut.) pesynbTara Bpa4YoM -
7835LMNA JInnoauctpodusi cemenHas yactudHas. MNonck mytaumin reHa LMNA, m. (Familial Partial |Kposb Onvcanve no 25 39,315
Lipodystrophy 2, Gene LMNA, Mut.) pesynbTara Bpa4oM -
7720LMNA ManambynoakpanbHasa gucnnasus ¢ nunogmctpodumen. Monck myTaumii B 3k3oHax 8, 9 KpoBb Onvcanve no 25 6,580
reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.) pesynbTara Bpa4oM -
7605MVK MesanoHoBas aunaypus. Monck mytaumin B rene MVK, M. (Mevalonic Aciduria, Gene KpoBb Onvcanve no 25 39,315
MVK, Mut.) pesynbTara Bpa4oM -
7908DIA1 MeTtremornobuHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.) KpoBb Onvcanve no 25 31,455
pesynbTaTa BpayoM -
7836DIA1 MetremornobuHemus, CYB5R3 4.m. (Methemoglobinemia, Gene CYB5RS3, Freq. Mut.) KpoBb Onvcanve no 18 4,730
pesynbTaTa BpayoM -
7145 MetunrnyrakoHosas aumaypus. MNonck mytauuin B reHe OPA3, m. (3-Methylglutaconic KpoBb Onvcanve no 25 10,045
Aciduria Type Ill, Gene OPA3, Mut.) pesynbTara Bpa4oM -
7146 MwukpodTanbm n3onupoaHHbIi. Monck mytaumin B rene GDF6, m. (Microphthalmia KpoBb Onvcanve no 25 13,300
Isolated 4, Gene GDF6, Mut.) pesynbTara Bpa4YoM -
7991CRYBA MwukpodbTanbm ¢ katapakton. Movck mytaumn B reHe CRYBA4, m. (Microphthalmia with | Kposb Onvcanve no 25 23,610
Cataract, Gene CRYBA4, Mut.) pesynbTara Bpa4oM -
7147 MwuoknoHuyeckasa anctoHus. MNonck mytauun B reHe SGCE, m. (Myoclonic Dystonia, KpoBb Onvcanve o 32 47,165
Gene SGCE, Mut.) pesynbTara Bpa4YoM -
7838DMPKI MwuoTtoHnyeckast aucTpodpms. Momnck yacTbix myTaumn B rene DMPK, 4. m. (Myotonic KpoBb Onvcanve no 18 4,100
Dystrophy 1, Gene DMPK, Freq. Mut.) pesynbTara Bpa4oM -
7148 Mwuotonusa Tomcera-bekkepa. Monck yacTteix MyTauuin B reHe CLCN1, 4. m. (Myotonia KpoBb OnvcaHve no 20 9,445
Congenita, Gene CLCN1, Freq. Mut.) pesynbTara Bpa4oM -
7839DES MuodmbpunnsapHas gecmuH-3asMcumas myuonatus. lNMovck mytaumii B rere DES, m. KpoBb OnvcaHve no 25 27,530
(Myofibrillar Myopathy, Gene DES, Mut.) pesynbTara Bpa4oM -
7149 MuodmbpunnspHas muonatus. MNonck mytaunin B reHe CRYAB, M. (Myofibrillar KpoBb OnvcaHve no 25 13,300
Myopathy, Gene CRYAB, Mut.) pesynbTara Bpa4oM -
7150 MuodmbpunnapHas muonatusi, MYOT m. (Myofibrillar Myopathy, Gene MYOT, Mut.) KpoBb Onvcanve no 25 35,390
pesynbTaTa BpayoM -
77911 MykoBucumaos. MNonck yacteix MmyTauui B reHe CFTR, 4. m. (Cystic Fibrosis, Gene KpoBb Onvcanve no 19 15,160
CFTR, Freq. Mut.) pesynbTara Bpa4oM -
7842FKRP Mbliweynasa guctpodms BpoxaeHHas. Monck myTtaumii B reHe FKRP, m. (Muscular KpoBb Onvcanve no 25 13,300
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.) pesynbTara Bpa4oM -
7843FKRP MbliweyHas guctpodms BpoxkaeHHas. MNMouck yacTbix MyTaumii B reHe FKRP, 4. m. KpoBb OnvcaHve no 25 7,015
(Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Freg. Mut.) pesynbTara Bpa4oM -
7972[01Cl Mbiweynas guctpodms JrowweHHa/bekkepa. MNMouck aeneunn n gynnvkauun B reHe KpoBb OnvcaHve no 25 7,200

ouctpocuHa

pe3ynbTara BpayoMm -




7701XI Meliweynas guctpodms [roweHHa-bekkepa. JlanoHusaumns X-xpomocombl y AeBOYEK KpoBb Onvcanve no 18 7,375
(Duchenne Muscular Dystrophy, X-Lyonization, Girls) pesynbTara Bpa4oM -

7154 MbliweyHas gucTpodus NoSCHOKOHeYHOCTHas. Mounck YacTeix myTauun B reHax CAPN3,  |Kposb Onvcanve no 20 10,745
FKRP, ANO5, SGCA pesyrnbTara Bpa4oM -

7844FKRP MbliweyHas gucTpodms NoSCHOKOHeYHOCTHas. Monck myTaumin B reHe FKRP, m. KpoBb Onvcanve no 25 13,300
(Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.) pesynbTara Bpa4oM -

7157 MbliweyHasa guctpodus NoSCHOKOHeYHOCTHas. Movck myTaumn B reHe SGCA, M. KpoBb Onvcanve no 25 23,610
(Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.) pesynbTara Bpa4oM -

7159 MbliweyHasa guctpodus NoSCHOKOHeYHOCTHas. Movck myTaumn B reHe SGCB, M. KpoBb Onvcanve no 25 23,610
(Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.) pesynbTara Bpa4oM -

7934FKTN Meliweynasa guctpodms, Tvn Pykysma. MNouck mytauui B reHe FKTN, m. (Muscular KpoBb Onvcanve no 34 47,165
Dystrophy Fukuyama-Type, Gene FKTN, Mut.) pesynbTara Bpa4oM -

7163 MbiweyHas guctpodmsa dmepu-fpeidyca. Monck mytaumii B rere FHL1, m. (Emery- KpoBb Onvcanve no 25 31,455
Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) pesynbTara Bpa4oM -

7999LMNA MbiweyHas guctpodmsa dmepu-fpeindyca. Monck mytaumii B rene LMNA, m. (Emery- KpoBb Onvcanve no 25 39,315
Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) pesynbTara Bpa4oM -

7935 Meiweynasa guctpodus Smepu-pendyca. MNovck myTaumin B reHe amepuHa npu X- KpoBb Onvcanve no 25 13,300
cuenneHHon dopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, pesynbTara Bpa4oMm -
Mut.) reHeTVKOM

7936TRIM Hannam MULIBRAY. MNonck mytauuin B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene |Kposb OnvcaHve no 25 9,180
TRIM37, Mut.) pesynbTara Bpa4oM -

7903SRY HapywweHus aetepmuHaumm nona. Monck mytauun reHa SRY, m. (Disorders Sex KpoBb Onvcanve no 25 6,580
Determination, Gene SRY, Mut.) pesynbTara Bpa4oM -

7846SRYI HapywweHuns aetepmmHaumm nona. AHanus Hannyms reHa SRY, m. (Disorders Sex KpoBb Onvcanve no 18 4,730
Determination, Analysis Gene SRY, Mut.) pesynbTara Bpa4oM -

7938EGR HacnepcTBeHHas MOTOpHO-CeHcopHas HevponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 25 15,760
Mounck myTaumn B rene EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, pesynbTara Bpa4oM -

7941GJB1 HacnepcTeBeHHas MOTOpHO-CeHcopHas HevponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 25 9,180
Mounck myTaumn B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, pesynbTara Bpa4oM -

7608GDAP1 HacnepcTBeHHas MOTOpHO-CeHcopHas HeviponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 18 9,445
Mouck vacTbix myTauuin B reHax SH3TC2, FIG4, FGD4 n GDAP1, 4. m. (Charcot-Marie- pesynbTara Bpa4oMm -
Tooth Disease Type 1B, Gene GDAP1, Freq. Mut.) reHeTVKOM

7937PMPI HacnepcTeBeHHas MOTOpHO-CeHcopHas HeviponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 18 2,955
Mownck gynnukaummn Ha xpomocome 17 B obnactu reHa PMP22, m. (Charcot-Marie-Tooth pesynbTara Bpa4oMm -
Disease Type 1B, Duplication on Chromosome 17 Gene PMP22, Mut.) reHETUKOM

7940P0 HacnepcTBeHHas MOTOpHO-CeHcopHas HevponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 25 15,760
Mounck myTaumin B rere PO, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.) pesynbTara Bpa4oM -

7918PMP22| HacnepcTeBeHHas MOTOpHO-CeHcopHas HeviponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 25 15,625
Mounck myTaumn B rene PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene pesynbTara Bpa4oMm -
PMP22, Mut.) reHeTVKOM

7609NDR HacnepcTeBeHHas MOTOpHO-CeHcopHas HeviponaTus (6onesHb Lapko-Mapu-Tyta) Tun | |Kposb Onvcanve no 18 4,730
Mounck myTaumn upsiraHckoro nponcxoxaeHust B reHax NDRG1 1 SH3TC2, 4. m. (Charcot- pesynbTara Bpa4oMm -
Marie-Tooth Disease Type 1B, Genes NDRG1, SH3TC2, Mut.) reHETUKOM

7949GDAP HacnepcTeBeHHas MOTOpHO-CeHcopHas HeviponaTus (6onesHb Lapko-Mapu-Tyta) Tun Il.  |Kposb OnvcaHve no 25 23,610
Mownck mytauuii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene pesynbTara Bpa4oMm -
GDAP, Mut.) reHeTVKOM




7944MFN2I HacnepcTeBeHHas MOTOpHO-CeHcopHas HeviponaTus (6onesHb Lapko-Mapu-Tyta) Tun 1l.  |Kposb Onvcanve no 18 4,730
Mounck vacTbix myTaumn B reHe MFN2, 4. M. (Charcot-Marie-Tooth Disease Type 2A1, pesynbTara Bpa4oMm -
Gene MFN2, Freq. Mut.) reHeTVKOM

7950NEFL HacnepncTBeHHas MOTOPHO-CeHcopHas HenponaTtus (6onesHb Lapko-Mapu-Tyta) tun Il.  |KpoBb OnucaHve no 25 23,610
Mounck mytaumn B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, pesynbTara Bpa4oMm -
Mut.) reHeTVKOM

7902PMP HacnepcTBeHHas Heponatus ¢ NOABEPXKEHHOCTBIO Napanuyy ot caasnenus. MNonck KpoBb Onvcanve no 25 15,625
myTauuin B reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, pesynbTara Bpa4oMm -
HNPP, Gene PMP22, Mut.) reHeTVKOM

7952PMP HacnepcTeBeHHas HeponaTtus ¢ NOABEPXEHHOCTLIO Napanuyy ot cAasneHus. AHanus KpoBb Onvcanve no 18 2,955
ymcna konuii rena PMP22 (Hereditary Neuropathy with Liability to Pressure Palsies, pesynbTara Bpa4oMm -
HNPP, Gene PMP22, Copy Number Variation) reHeTVKOM

7725C1NHI HacnepcTBeHHbIV aHroHeBpoTnyeckuin otek. MNonck mytaumin B reHe C1NH, m. KpoBb OnvcaHve no 25 27,530
(Hereditary Angioedema Type |, Gene C1NH, Mut.) pesynbTara Bpa4oM -

7779HFEI HacnepcTeeHHbI remoxpomaros, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene KpoBb Onvcanve no 18 2,625
HFE)) pesynbTara BpayoMm -

7847ALX4 Hesapaluenne pogHu4kos. Mouck myTaumii B reHe ALX4, m. (Parietal Foramina, PFM, KpoBb Onvcanve no 25 15,760
Gene ALX4, Mut.) pesynbTara Bpa4oM -

7848MSX2 Hesapaluenne pogHn4kos. Monck myTaumii B reHe MSX2, m. (Parietal Foramina, PFM, KpoBb Onvcanve no 25 10,045
Gene MSX2, Mut.) pesynbTara Bpa4oM -

7961GJB2I HelnpoceHcopHasi HecMHApOManbHas TyroyxocTb, NOUCK YacTbix MyTauui B reHe GJB2 n  |Kposb 3akn no 18 6,075
KpynHbIX Aeneunn B nokyce DFNB1

7963GJB2I HelipoceHcopHasi HecuHapoMarnbHasi TYroyxoCTb, MOfMHbIV aHanm3 reHa GJB2 KpoBb 3akn no 25 10,045

7910ELA2 Hentponenus. Mounck mytauui B reHe ELA2, m. (Neutropenia Severe Congenital 1 KpoBb Onvcanve no 25 19,685
Autosomal Dominant, SCN1, Gene ELA2, Mut.) pesynbTara Bpa4oM -

7849NPHP1 HedpoHodpTuna. Monck mytauuin B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene  |Kposb Onvcanve no 18 15,160
NPHP1, Mut.) pesynbTara Bpayom -

7166 Hedppotunyeckuin cuHapom. Mouck mytauuii B reHe NPHS1, m. (Nephrotic Syndrome Type |Kposb Onvcanve o 32 70,710
1, NPHS1, Gene NPHS1, Mut.) pesynbTara Bpa4oM -

7167 Hedpotunyeckuin cunapom. Mounck mytauuii B reHe NPHS2, m. (Nephrotic Syndrome KpoBb Onvcanve no 25 31,455
Type 1, NPHS1, Gene NPHS2, Mut.) pesynbTara Bpa4oM -

7997SCN Hopmokanvemunyeckuin nepmogmyecknii napanmd. Novck mytaumi B 3k3oHe 13 reHa KpoBb Onvcanve no 25 6,580
SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.) pesynbTara Bpa4oM -

7957RABPN OkynodapuHrearnbHas MbiledHas guctpodms. Momck vyacTteix myTauun B reHe RABPN1, |Kposb Onvcanve no 18 4,100
4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.) pesynbTara Bpa4oM -

7958TCIRG OcTeoneTpos peLeccuBHbIN (MpamopHas 6onesHb KocTen). [Monck YacTeix MyTauun B KpoBb Onvcanve no 18 4,730
reHe TCIRG1, u. m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, pesynbTara Bpa4oMm -
Freq. Mut.) reHeTVKOM

7168 OcTeoneTpos peLeccuBHbIN (MpamopHas 6onesHb kocTen). [Movck myTaumin B reHe KpoBb Onvcanve o 32 47,165
TCIRG1, M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.) pesynbTara Bpa4YoM -

7876KTR6B Maxvionnxusa BpoxaeHHas. Monck mytauui B reHe KTR6B, m. (Pachyonychia Congenita  |Kposb OnvcaHve no 25 23,610
2, PC2, Gene KTR6B, Mut.) pesynbTara Bpa4oM -

7727THPGD MepBuyHas runepTpodmyeckasi octeoapTponatus (naxugepmoneprocTos). Mouck KpoBb Onvcanve no 25 27,530
myTtauuin B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal pesynbTara Bpa4oMm -
Recessive, 1, Gene HPGD, Mut.) reHETUKOM

7728BMPR MepBuyHas neroyHas runepteHans. MNMouck mytauuii B reHe BMPR2, m. (Primary KpoBb Onvcanve no 34 58,935

Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

pe3ynbTara BpayoMm -




7851MEFVI Mepunogunyeckasn 6onesHb. Monck myTaumin B rene MEFV, M. (Familial Mediterranean KpoBb Onvcanve no 25 39,315
Fever, FMF, Gene MEFV, Mut.) pesynbTara Bpa4oM -

7012MEI Mepunogunyeckasn 6onesHb. Monck yacTbix myTauuin B reHe MEFV, u. m. (Familial KpoBb Onvcanve no 19 9,445
Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) pesyrnbTara Bpa4oM -

7853RP2 MurmeHTHas aereHepauus cetyatku. Momck mytauuii B reHe RP2, m. (Retinitis KpoBb Onvcanve no 25 19,685
Pigmentosa, Gene RP2, Mut.) pesynbTara Bpa4oM -

7176 MukHopgmusocTos. Mouck mytauuii B reHe CTSK, m. (Pyknodysostosis, PKND, Gene KpoBb Onvcanve no 25 23,610
CTSK, Mut.) pesynbTara Bpa4oM -

7998FLCN MHeBMOTOpaKC NePBUYHBIN CNOHTaHHBIW. [Nonck mytauuin B reHe FLCN, m. (Primary KpoBb Onvcanve no 34 47,165
Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) pesynbTara Bpa4YoM -

7636SHH Monupgaktunus. Mownck mytaumn B reHe SHH, m. (Polydactyly, Gene SHH, Mut.) KpoBb Onvcanve no 25 9,180
pesynbTara Bpa4YoM -

7730GLI3 Monupgaktunus. Mownck mytaumn B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.) KpoBb Onvcanve no 34 70,710
pesynbTara Bpa4YoM -

7178 MoyeuHasn agucnnasms. MNonck mytaunn B reHe UPK3A, m. (Renal Hypodysplasia, KpoBb Onvcanve no 25 23,610
Aplasia 1, Gene UPK3A, Mut.) pesynbTara Bpa4oM -

7179 MoyeuHas agucnnasms. MNonck mytauum B ak3oHax 10, 11, 13, 14, 15 rena RET, m. KpoBb Onvcanve no 25 19,685
(Renal Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.) pesynbTara Bpa4oM -

7180 Mporepusa XatumHcona-I'vndopaa. Movck mytaumn B reHe LMNA, m. (Hutchinson-Gilford |Kposb Onvcanve no 25 39,315
Progeria Syndrome, Gene LMNA, Mut.) pesynbTara Bpa4oM -

7860COMP MceBnoaxoHgponna3us. Nouck yactbix myTaumin B reHe COMP, 4. M. KpoBb OnucaHne 0o 18 6,075
(Pseudoachondroplasia, Gene COMP, Freq. Mut.) pesynbTara Bpa4YoM -

7181 Mcesporvnonapatmpeos. Monck mytaumin B reHe GNAS, m. (Pseudohypoparathyroidism, |Kposb Onvcanve no 25 35,390
Type IA, Gene GNAS, Mut.) pesynbTara Bpa4oM -

7182 MceBpokcaHToma anactuyeckas. Mouck mytauuii B reHe ABCCB, m. (Pseudoxanthoma  |Kposb Onvcanve o 32 109,965
Elasticum, Gene ABCC6, Mut.) pesynbTara Bpa4YoM -

7183 MceBpokcaHToMa anactuyeckas. MNMouck yacTbix MyTaumii B reHe ABCCB, 4. M. KpoBb Onvcanve no 25 6,580
(Pseudoxanthoma Elasticum, Gene ABCCG6, Freq. Mut.) pesynbTara Bpa4YoM -

7184 Mcesponcesporvnonapatnpeos. Mouck mytauuii B reHe GNAS, m. KpoBb Onvcanve no 25 35,390
(Pseudopseudohypoparathyroidism, Gene GNAS, Mut.) pesynbTara Bpa4YoM -

7759LPIN Pabgomunonus (mnornobuHypus). Monck mytaunn B rede LPIN1, m. (Myoglobinuria Acute |Kposb OnvcaHve no 34 86,415
Recurrent Autosomal Recessive, Gene LPIN1, Mut.) pesynbTara Bpa4YoM -

7185 PetuHowwmsnc. Mouck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, |Kposb Onvcanve no 25 23,610
Gene RS1, Mut.) pesynbTara Bpa4oM -

T799TNFR CewmeliHas nepuogmyeckas nuxopagka. lMovck mytaumn B reHe TNFRSFIA, m. (TNF- KpoBb Onvcanve no 25 23,610
Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.) pesynbTara Bpa4YoM -

7916PRF CemeliHbIn remodharoumTapHbii numdornctnoumntos. Movck mytaumii B reHe PRF1, m. KpoBb OnvcaHve no 25 19,685
(Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.) pesyrnbTara BpayoM -

7917STX CemeliHbIl remodbaroumTapHbI numdornctmoumntos. Movck mytaumin B reHe STX11, M. |Kposb OnvcaHve no 25 13,110
(Familial Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.) pesyrnbTara BpayoM -

7915STXB CemeliHbIl remodbaroumTapHbiv numdornctmoumntos. Movck mytaumin B rene STXBP2, m. |Kposb OnvcaHve no 34 47,165
(Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.) pesyrnbTara Bpayom -

7914UNC CemeliHbI remodbaroumTapHbIv numdornctmoumntos. Movck mytaumn B rene UNC13D, KpoBb OnvcaHve no 34 70,710
M. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.) pesyrnbTara BpayoM -

7914UNC1 CemeliHbIn remodharoumTapHbIi MIMMAOrncTMoLmnTo3. Monck YacTbiX MyTaLWi B reHe KpoBb Onvcanve no 18 4,730
UNC13D, 4. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. pesynbTara Bpa4oM -

7004MRI CemeliHbI MeaynnsapHbIA pak LMTOBMAHOW xenes3bl (3k3oHbl 10, 11, 13, 14, 15 rena KpoBb OnvcaHve no 25 19,665

RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

pe3ynbTara BpayoMm -




7T798RET CemeliHbI MeaynnsapHbIA pak LMTOBMAHOW xenes3bl. [ovck MyTaumin B 9k3oHax 5, 8 reHa |Kposb Onvcanve no 25 9,180
RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.) pesynbTara Bpa4om
7797CIAS1 CewmeliHbIn xonogosoW aytoBocnanuTenbHbii cuHapom NLRP3 m. (Familial Cold KpoBb Onvcanve no 34 47,165
Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) pesyrnbTara Bpa4om
7858NGFB CeHcopHas nonuHenponatus, NGF m. (Hereditary Sensory and Autonomic KpoBb Onvcanve no 25 15,760
Polyneuropathy, Gene NGF, Mut.) pesyrnbTara Bpa4om
7733CIAS1 Curppom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene |Kposb Onvcanve no 25 47,165
NLRP3, Mut.) pesyrnbTara Bpa4om
7870 CuHppom ESC (cmHapom MNonbamana-®aspa). Monck myTtaumin B reHe NR2E3, m. KpoBb Onvcanve no 34 23,610
(Enhanced S-Cone Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.) pesynbTara Bpa4oM
7186 Curppom TAR. MNownck mytaunin B reHe RBM8A, m. (Thrombocytopenia-Absent Radius  |Kposb Onvcanve no 25 23,610
Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) pesyrnbTara Bpa4om
7859FGD1 CuHppom Aapckora-CkoTTa (paumorenutanbHas gucnnasus). Movck mytaumn B reHe KpoBb Onvcanve no 25 57,610
FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital pesynbTara Bpa4om
Dysplasia, Gene FGD1, Mut.) reHETUKOM
7187 CuHgpom AnbcTpoma. Monck MyTaumin B «ropsiumx» ydactkax reHa ALMS1, «ropsu.» yd.  |KpoBb Onvcanve no 25 13,110
M. (Alstrém syndrome, Gene ALMS1, Hot-Point Mut.) pesyrnbTara Bpa4om
7861KCNJ2 CuHppom AHgepcena. Movck myTtaumn B reHe KCNJ2, m. (Andersen-Tawil Syndrome, KpoBb Onvcanve no 25 15,625
Gene KCNJ2, Mut.) pesyrnbTara Bpa4om
7913FGFR CuHppom AHTrn-bukcnepa. MNonck mytauni B ak3oHe 9 reHa FGFR2, m. (Antley-Bixler KpoBb Onvcanve no 18 6,580
Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) pesyrnbTara Bpa4om
7862FGFR2 CuHppom Anepa (akpouedanocuHgaktunus). MNomck yactbix MyTaumii B reHe FGFR2, 4. |Kposb Onvcanve no 25 9,445
M. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) pesyrnbTara Bpa4om
7863PRPS1 CuHppom Apta. Momnck myTtaumii B reHe PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.) |Kposb Onvcanve no 25 27,530
pesynbTara Bpa4oM
7796PTEN CuHppom banasH-Paiinu-Pysanbbaka. Monck myTtaumii B reHe PTEN, m. (Bannayan- KpoBb Onvcanve no 25 35,390
Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) pesyrnbTara Bpa4om
7864TAZ CuHppom Baprta. MNouck mytauuii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.) KpoBb Onvcanve no 25 23,610
pesynbTara Bpa4oM
7703FLCN CuHppom Bepta-Xora-[btoba (BXM). Mounck myTtaumii B reHe FLCN, m. (Birt-Hogg-Dube  |Kposb Onvcanve no 34 47,165
Syndrome, BHD, Gene FLCN, Mut.) pesyrnbTara Bpa4om
7188 CuHppom Brioxa-Cynbubeprepa (cemeiiHasi bopma HeaepxaHusi iurmenTa). Mouck KpoBb OnvcaHve no 20 4,730
YacTbix MyTaumii B reHe IKBKG, u. m. (Bloch-Sulzberger Syndrome, Familial pesynbTara Bpa4om
Incontinentia Pigmenti, Gene IKBKG, Freq. Mut.) reHeTVKOM
7189 CuHppom BoyaHa-KoHpaau (BKC, uepebporenatoperanbHbivi cuHapom). MNonck mytaumin | Kposb Onvcanve no 25 15,760
B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.) pesyrnbTara Bpa4om
7734BCS CuHppom BbepHcTaaa (cuHapom kypyasbix Borioc). Movck mytauwmi B reHe BCS1L, m. KpoBb OnvcaHve no 25 15,625
(Bjornstad Syndrome, Gene BCS1L, Mut.) pesynbTara Bpa4oM
7866PAX3 CuHppom BaappaeH6ypra. Mouck mytauuii B reHe PAX3, m. (Waardenburg Syndrome, KpoBb Onvcanve no 25 31,455
WS, Gene PAX3, Mut.) pesyrnbTara Bpa4om
7867EDNRB CuHppom BaappeH6bypra-LLaxa. Mouck mytauuii B reHe EDNRB, m. (Waardenburg-Shah |Kposb OnvcaHve no 25 27,530
Syndrome, Gene EDNRB, Mut.) pesyrnbTara Bpa4om
7190 CuHppom Ban gep Byaa. Mounck myTtaumii B reHe IRF6, m. (Van der Woude Syndrome, KpoBb OnvcaHve no 25 35,390
Gene IRF6, Mut.) pesyrnbTara Bpa4om
7868WAS CuHppom Buckotta-Ongpuya (CBO). Mounck mytaumn B rene WAS, m. (Wiskott-Aldrich  |Kposb OnvcaHve no 25 27,530

Syndrome, WAS, Gene WAS, Mut.)

pe3ynbTara Bpayvom




7785PHOX2B CuHApoM BPOXAEHHOM LieHTpanbHom runoseHTunsumm (CBLMN). Mownck yacTbix mytaumn | KpoBb Onvcanve no 18 4,730
B reHe PHOX2B, 4. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene pesynbTara Bpa4oMm -
PHOX2B, Freq. Mut.) reHeTVKOM
7192 CuHppom Mepmatcku-Tyanaka (AnbO1HU3M rnaso-KoXHbIA C reMopparn4yeckim KpoBb Onvcanve no 25 9,180
AMaTesoM ¥ MUrMeHTauunen peTuKyrno-aHAoTEeNMarnbHbIX KNETok). [Monck YacTbix MyTauumi pesynbTara Bpa4oMm -
B reHe HPS1, 4. m. (Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, reHeTVKOM
7869GLI3 CuHppom [Mpeiira (cemenHbin runeptenopuam). Movck mytaumn B reHe GLI3, m. (Greig KpoBb Onvcanve no 34 70,710
Syndrome, Gene GLI3, Mut.) pesynbTara Bpa4YoM -
7737RAB27 CuHppom Mpucuennu. Mounck mytaumin B rene RAB27A, M. (Griscelli Syndrome, Gene KpoBb Onvcanve no 25 19,685
RAB27A, Mut.) pesynbTara Bpa4oM -
7738FGFR CuHppom [IxekcoHa-Beiicca. Mounck myTtaumii B a3k3oHe 9 reHa FGFR2 v ak3oHe 7A reHa  |Kposb Onvcanve no 25 9,180
FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene pesynbTara Bpa4oMm -
FGFR1, Mut.) reHeTVKOM
7003UGI CuHppom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) KpoBb OnvcaHve no 11 2,900
pesynbTara Bpa4YoM -
7194 CuHppom XKybepa (CXK). AHanus uncna konuii reHa NPHP1 (Joubert Syndrome, KpoBb Onvcanve no 25 15,160
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert pesynbTara Bpa4oMm -
Syndrome type A, Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene reHETUKOM
7195 CuHppom KapneHTepa (akpouedanononucuHaakTunms sToporo tuna). MNouck mytauuii B |KpoBb OnvcaHve no 25 27,530
reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.) pesynbTara Bpa4oM -
7768GJB2 CuHppom kepatuta-mxtnosa-tyroyxoctv (KUA-cungpom). Monck mytauui B reHe GJB2,  |Kposb Onvcanve no 25 9,180
M. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.) pesynbTara Bpa4oM -
7198 CuHppom Knunnensa-®eiins (cuHgpom kopotkon wewm). Monck mytauun B reHe GDF6, m.  |Kposb Onvcanve no 25 13,300
(Klippel-Feil Syndrome, Gene GDF6, Mut.) pesyrnbTara BpayoM -
7739ERCC6 CuHppom KokkenHa. Monck mytauuin B reHe ERCC6, m. (Cockayne Syndrome, Gene KpoBb Onvcanve no 34 86,415
ERCCS6, Mut.) pesynbTara Bpa4oM -
7199 CuHppom Koctenno. Monck mytauun B reHe HRAS, m. (Costello Syndrome, Gene HRAS, |Kposb Onvcanve no 25 6,580
Mut.) pesynbTara Bpa4oM -
7202 Curppom KodbdomHa-Toypu (CKI). Mouck mytauuin B reHe RPS6KA3, m. (Coffin-Lowry KpoBb Onvcanve o 32 86,415
Syndrome, Gene RPS6KA3, Mut.) pesynbTara Bpa4YoM -
7740PAX3 CuHppoMm kpaHuodaumansHon ANCMOpPUU-TYroyXOCTU-YIbHAPHOW AeBUaLnn KUCTEN. KpoBb OnvcaHve no 25 31,455
Mownck myTtauuii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene pesynbTara Bpa4oMm -
PAX3, Mut.) reHeTVKOM
7010UGI CuHppom Kpurnepa-Hanspa (CKH, cemeinnas xentyxa). Movck mytaumn B rene UGT1,  |Kposb Onvcanve no 25 19,685
M. (Crigler-Naijjer Syndrome, Gene UGT1, Mut.) pesynbTara Bpa4oM -
7760FGFR3 CuHppom KpysoHa ¢ 4epHbIM akaHTo3om. [Monck myTaumn B 9k3oHe 10 reHa FGFR3, m. KpoBb OnvcaHve no 25 6,580
(Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.) pesynbTara Bpa4oM -
7964FGFR2 CuHppom KpysoHa. Mounck myTaumii B 3k3oHax 7 1 9 rena FGFR2, m. (Crouzon KpoBb OnvcaHve no 25 9,180
Syndrome, Exons 7, 9 Gene FGFR2, Mut.) pesynbTara Bpa4oM -
7742BCS1 CuHppom Jles, 0bycnoBneHHbIN Aeduumutom MuToxoHapuansHoro komnnekca lll. Monck  |Kposb Onvcanve no 25 15,625
myTtauuin B reHe BCS1L, m. (Leigh Syndrome, Gene BCS1L, Mut.) pesynbTara Bpa4oM -
7794CIAS1 CuHppom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, KpoBb Onvcanve no 34 47,175
Mut.) pesynbTara Bpa4oM -
7204 CuHppom Makneoga. Monck mytauui B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.) |Kposb OnvcaHve no 25 15,760
pesynbTara Bpa4YoM -
7006A2I CWHAPOM MHOXECTBEHHON 3HOOKPMHHOW Heonnasum 2A trna (3k3oHbl 10, 11 reHa RET)  |Kposb Onvcanve no 25 9,180

(Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

pe3ynbTara BpayoMm -




7005B2I CWHAPOM MHOXECTBEHHOW 3HOOKPUHHOW Heonnasum 2B tuna (reH RET) (Multiple KpoBb Onvcanve [o 19 4,730
Endocrine Neoplasia Type 2B (Gene RET)) pesynbTara Bpa4oM -

7T743ZEB2 CuHppom Moyat-BunbcoH. MNonck mytauui B reHe ZEB2, m. (Mowat-Wilson Syndrome,  |Kposb Onvcanve no 34 58,935
Gene ZEB2, Mut.) pesyrnbTara Bpa4oM -

7965TAZ CunHApOoM HekomnakTHoro nesoro xenygodka (HMIMK, curngpom HM JDXK, rybuatein KpoBb Onvcanve no 25 23,610
muokapa). Mouck mytauui B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, pesynbTara Bpa4oMm -
Gene TAZ, Mut.) reHeTVKOM

7872NBS1I CuHppom HurimereH, NBN 4.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. |Kposb Onvcanve no 18 4,730
Mut.) pesynbTara Bpa4oM -

7213 CunHApOM HorTel-HaaKoneHHmKa (ocTeoHmxoaucnnasus). Mouck mytauuii B reHe LMX1B, |Kposb Onvcanve no 25 27,530
M. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.) pesynbTara Bpa4oM -

7215 CuHppom Ocnepa-Panato-Bebepa (HacneacTBeHHas remopparnyeckasi KpoBb Onvcanve no 25 35,390
TeneaHrmaktasus). MNonck mytauuin B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene pesynbTara Bpa4oM -

7874TBX3 CuHppom Mannuctepa. Monck mytauui B reHe TBX3, m. (Pallister W Syndrome, Gene KpoBb Onvcanve no 25 27,530
TBX3, Mut.) pesynbTara Bpa4oM -

7744GLI3 CuHppom MannucTepa-Xonna. Mouck mytauuii B reHe GLI3, m. (Pallister-Hall Syndrome, |Kposb Onvcanve no 34 70,710
Gene GLI3, Mut.) pesynbTara Bpa4YoM -

7217 CuHppom nogkoneHHoro ntepurnyma. Movck mytaumn B reHe IRF6, m. (Popliteal KpoBb Onvcanve no 25 35,390
Pterygium Syndrome, PPS, Gene IRF6, Mut.) pesynbTara Bpa4oM -

T745FGFR CuHppom MNdpanddepa. Monck myTaumii B 3k3oHax 7, 9 reHa FGFR2 n ak3oHe 7A reHa KpoBb Onvcanve no 25 13,110
FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.) pesynbTara Bpa4oM -

7218MEI CuHppom PetTa. Mounck mytaumn B reHe MECP2, m. (Retts Syndrome, Gene MECP2, KpoBb Onvcanve no 25 19,685
Mut.) pesynbTara Bpa4oM -

7219 CuHppom Cetpe-YotaeHa. Movck mytaumn B reHe TWIST1, m. (Saethre-Chotzen KpoBb Onvcanve no 25 13,300
Syndrome, Gene TWIST1, Mut.) pesynbTara Bpa4oM -

7220 CuHppom Cunbsepa. MNouck mytauuii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, |Kposb Onvcanve no 25 27,530
Mut.) pesynbTara Bpa4oM -

7221 CuHppom CumncoHa-Ionabu-bemens. Monck myTaumin B rene GPC3, m. (Simpson- KpoBb Onvcanve no 25 31,455
Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.) pesynbTara Bpa4YoM -

7877DHCR7 CuHppom Cmuta-Nemnu-Onumua (CJTOC). Mownck myTtaumin B rene DHCR7, M. (Smith- KpoBb Onvcanve no 25 35,390
Lemli-Opitz Syndrome, Gene DHCR7, Mut.) pesynbTara Bpa4oM -

7879AR CuHppom TecTukynspHon cemuHnsaumm (CT®, cuiapom Moppwuca). MNMouck mytauuii B |KpoBb OnvcaHve no 25 39,315
reHe AR, m. (Testicular Feminization Syndrome, Gene AR, Mut.) pesynbTara Bpa4oM -

7747TCOF1 CuHppom Tpudepa-KonnuHaa-®paHyeckeTTn (MaHambyno-daumanbHbIi AM30CTO3). KpoBb OnvcaHve no 34 86,415
Mounck myTtaumin B rene TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein pesynbTara Bpa4oMm -
Syndrome, Mandibulofacial Dysostosis without Limb Anomalies, Gene TCOF1, Mut.) rEHETUKOM

T748FKRP CuHppom Yokepa-Bapbypr (CYB). Mowvck mytaumn B reHe FKRP, m. (Walker-W arburg KpoBb OnvcaHve no 25 13,300
Syndrome, WWS, Gene FKRP, Mut.) pesynbTara Bpa4oM -

7984VHL CuHppom Xunnens-JinHaay (Lepebpo-peTuHo-BucLepanbHbIv aHrmomaros). Momck KpoBb Onvcanve no 25 13,300
myTtauui B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau pesynbTara Bpa4oMm -
Hereditary Cancer Syndrome, Gene VHL, Mut.) reHETUKOM

7973VHL CuHppom Xunnens-JivHaay (Lepebpo-peTuHo-BMCLEPanbHbIA aHIMOMaTo3). KpoBb Onvcanve [o 28 15,235
Onpepenexue yncna konuii reda VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von pesynbTara Bpa4oMm -
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy Number Variation Gene reHETUKOM

7223 CuHppom LBaxvara-Janvoraa. Movck mytaumn B reHe SBDS, m. (Shwachman- KpoBb OnvcaHve no 25 19,685
Diamond Syndrome, Gene SBDS, Mut.) pesynbTara Bpa4YoM -

7224 CuHppom LBaxvaHa-Janvoraa. Monck yacTbix myTauui B reHe SBDS1, u. m. KpoBb OnvcaHve no 25 6,580

(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

pe3ynbTara BpayoMm -




7911PLODI CuHppom Anepca-flanno, Tvn VI. MNMouck YacTbix MmyTaumii B reHe PLOD, 4. m. (Ehlers- KpoBb Onvcanve no 18 9,445
Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.) pesynbTara Bpa4oM -

7750CHRNG CuHppom Ockobapa. Mounck myTtaumii B reHe CHRNG, m. (Escobar Syndrome, Gene KpoBb Onvcanve no 25 31,455
CHRNG, Mut.) pesyrnbTara Bpa4oM -

7751HOXD CuHnonupaktunus. MNonck mytauuin B reHe HOXD13, m. (Synpolydactyly, Type 1, SPD1, |Kposb Onvcanve no 25 15,760
Gene HOXD13, Mut.) pesynbTara Bpa4oM -

7226 CkanynonepoHeanbHas mvonatus. Movck mytaumin B rene FHL1, m. (Scapuloperoneal KpoBb Onvcanve no 25 31,455
Myopathy, SPM, Gene FHL1, Mut.) pesynbTara Bpa4oM -

7994IGHMB CnuHanbHas ammotpodums ¢ napanuyom gmadpparmel. [Movck mytaumn B reHe IGHMBP2, |Kposb Onvcanve no 34 58,935
M. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.) pesynbTara Bpa4oM -

7996AMA CnuHanbHasa ammotpodus Tunel |, 11, 111, IV (c onpegenernem uncna konun SMN2) KpoBb Onvcanve no 18 15,235
(Spinal Muscular Atrophy, SMA, Type |, II, lIl, IV (copy Number Variation SMN2)) pesynbTara Bpa4oM -

7228 CnuHanbHasa ammotpodus Tunbl |, 11, 111, IV. Monck mytaumn B reHe SMN1, M. (Tonbko KpoBb Onvcanve no 25 31,455
npu Hanmum ogHou konuu reHa) (Spinal Muscular Atrophy, SMA, Type I, 11, 1II, IV, Gene pesynbTara Bpa4oMm -
SMN1, Mut. (Only Presence One Gene Copy) ) reHETUKOM

7789VAPB CnuHanbHas ammotpodmsa ®uHkens Monck mytaunn B reHe VAPB, m (Spinal Muscular  |Kposb Onvcanve no 25 23,610
Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB, Mut.) pesynbTara Bpa4oM -

7792VAPB CnuHanbHas ammotpodmsa ®uHkens. Movck yacTbix myTaumi B reHe VAPB, 4. m. (Spinal  |Kposb Onvcanve no 25 7,015
Muscular Atrophy, SMA, Late-Onset, Finkel Type, Gene VAPB, Freq. Mut.) pesynbTara Bpa4oM -

7229 CnuHanbHas ammotpodms, X-cuennerHas. lMomck MyTaumin B «ropsumx» ydactkax reHa  |Kposb Onvcanve no 25 6,580
UBA1, «ropsd.» yu. M. (Spinal Muscular Atrophy, SMA, X-Linked, Gene UBA1, Hot-Point pesyrnbTara BpayoM -
Mut.) reHeTVKOM

7976ARI CnuHanbHo-bynsbapHas amuotpodmst KeHHeaw. Mounck yacTbix myTaumi B reHe AR, . KpoBb OnvcaHve no 18 4,100
M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.) pesynbTara Bpa4oM -

7977ATXI CnuHouepebennsapHas atakcus. [Nonck yactbix Mytauui B reHax ATXN1, ATXN2, KpoBb Onvcanve no 18 9,445
ATXNS3, 4. M. (Spinocerebellar Ataxia, Genes ATXN1, ATXN2, ATXN3, Freg. Mut.) pesynbTara Bpa4oM -

7T788ATXN7 CnuHouepebennspHas atakcus. [Nonck yacTtbix Mytauuin B reHe ATXN7, 4. m. KpoBb Onvcanve no 18 4,730
(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.) pesyrnbTara Bpa4oM -

7787ATXNS CnuHouepebennspHas atakcus. [Nonck yacTbix MyTauuin B reHe ATXNS, 4. m. KpoBb Onvcanve no 18 4,730
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.) pesynbTara Bpa4oM -

7978PRNP CnoHrnodopmHas 3HLedanonatus ¢ HepornCUXMYECKUMM nposiBreHnamu. MNonck KpoBb OnvcaHve no 25 13,300
myTtauun B reHe PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, pesynbTara Bpa4oMm -
Gene PRNP, Mut.) reHeTVKOM

7230 CnoHaunokocTanbHbI An3ocTos. Monck myTtaumii B reHe DLL3, m. (Spondylocostal KpoBb Onvcanve no 25 27,530
Dysostosis, Gene DLL3, Mut.) pesynbTara Bpa4YoM -

7979TRAP CnoHaunoanudmsapHas aucnnasusa (COM). Movck mytaumn B reHe TRAPPC2, m. KpoBb OnvcaHve no 25 15,760
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.) pesynbTara Bpa4YoM -

7980PRPS1 CynepakTBHOCTb dhocdoprbosunnmpodocdar cuHTeTasbl. [Nonck Mytauui B reHe KpoBb Onvcanve no 25 27,530
PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, pesynbTara Bpa4oMm -
Gene PRPS1, Mut.) reHeTVKOM

7234 TopcunonHas ancTonus. Mownck mytaumn B reHe GCH1, m. (Torsion Dystonia, Gene KpoBb Onvcanve no 25 23,610
GCHA1, Mut.) pesynbTara Bpa4oM -

7235 TopcunoHHas ancToHus. Mounck mytaumn B reHe PRRT2, m. (Torsion Dystonia, Gene KpoBb OnvcaHve no 25 15,760
PRRT2, Mut. ) pesynbTara Bpa4oM -

7237 TopcunoHHas ancTonus. Mownck myTtaumn B reHe SPR, m. (Torsion Dystonia, Gene SPR, KpoBb OnvcaHve no 25 13,110
Mut. ) pesynbTara Bpa4oM -

7638TRPS TpuxoprHodanaHreanbHbi cuHgpom. MNonck mytaunn B reHe TRPS1, m. KpoBb OnvcaHve no 25 39,315

(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

pe3ynbTara BpayoMm -




7238 TpomboumnToneHust BpoxaeHHas. Movck mytaumin B rere MPL, m. (Congenital KpoBb Onvcanve no 25 31,455
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.) pesynbTara BpayoM -

7885PRNP datanbHas cemeriHas MHCOMHuSA. Mounck myTtauuii B reHe PRNP, m. (Fatal Familial KpoBb Onvcanve no 25 13,300
Insomnia, FFIl, Gene PRNP, Mut.) pesyrnbTara Bpa4oM -

7888PAH PeHunkeToHypus. Momck myTtaumii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, KpoBb Onvcanve no 34 47,165
Mut.) pesynbTara Bpa4oM -

77811 PeHunkeToHypus. MNMomnck yacTbix MyTaumii B reHe PAH, 4. m. (Phenylketonuria, PKU, KpoBb Onvcanve no 19 15,160
Gene PAH, Freq. Mut.) pesynbTara Bpa4oM -

7240 dubpoaucnnasus occuduLmpyoLas nporpeccupytolas. lNMovck myraumn B «ropsunx»  |Kposb Onvcanve no 25 15,760
ydactkax reHa ACVR1, «ropsy.» yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, pesynbTara Bpa4oMm -
Gene ACVR1, Hot-Point Mut.) reHeTVKOM

7241 dubpoaucnnasus occuduumpyroLas nporpeccupytolas. lNMovck myraumn 6e3 «ropsymnx» |Kposb Onvcanve no 25 27,530
ydacTkoB reHa ACVR1, 6e3 «ropsy.» yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, pesynbTara Bpa4oMm -
Gene ACVR1, without Hot-Point Mut.) reHeTVKOM

7786RMRP XoHapoaucnnasua metadumaapHas, Tvn Mak-Ketocuka. MNouck mytauuii B reHe RMRP, m. |Kposb OnvcaHve no 25 6,580
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.) pesynbTara Bpa4YoM -

7244 XoHapogucnnasnsa TovevHas Konpagu-XioHepmana. Movck mytauui B rede EBP, m. KpoBb Onvcanve no 25 15,760
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.) pesynbTara Bpa4YoM -

7245 XoHapokanbLuHos. Monck mytauui B reHe ANKH, m. (Chondrocalcinosis, Calcium KpoBb Onvcanve o 32 47,165
Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.) pesynbTara Bpa4oM -

7815HDI Xopesi leHTuHrToHa. Momnck yacTbix myTaumn B reHe IT15, 4. M. (Chorea Huntington, KpoBb Onvcanve no 18 4,000
Gene IT15, Freq. Mut.) pesynbTara Bpa4oM -

7639PRP XopvioupanbHas guctpodms. Momck mytaumn B rene PRPH2, m. (Choroidal Dystrophy, KpoBb Onvcanve no 25 15,625
Gene PRPH2, Mut.) pesynbTara Bpa4oM -

7889CHM Xopoupepemus. [Nonck mytauun B reHe CHM, m. (Choroideremia, CHM, Gene CHM, KpoBb Onvcanve no 34 58,935
Mut.) pesynbTara Bpa4oM -

7890CYBB XpoHuyeckas rpaHynemarosHas 6onesHb. [Movck mytauui B rese CYBB, m. (Chronic KpoBb Onvcanve no 34 47,165
Granulomatous Disease, CGD, Gene CYBB, Mut.) pesynbTara Bpa4YoM -

7891BTK X-cuenneHHas arammarnobynuHemus. Mouck mytaumii B reHe BTK, m. (X-Linked KpoBb Onvcanve no 34 70,710
Agammaglobulinemia, XLA, Gene BTK, Mut.) pesynbTara Bpa4oM -

7981BIRC4 X-cuenneHHbIn numdonponudepaTmBHbIi CUHAPOM (bonesHb [lyHkaHa, CUHAPOM KpoBb OnvcaHve no 25 31,455
Myptunbo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.) pesynbTara Bpa4oM -

7982SH2 X-cuenneHHbIn numdonponudepaTmBHbIi CUHAPOM (bonesHb [lyHkaHa, CUHAPOM KpoBb Onvcanve no 25 15,760
MypTtuneo). Mounck myTaumii B reHe SH2D1A, M. (X-Linked Lymphoproliferative Syndrome, pesynbTara Bpa4oMm -
XLP, Gene SH2D1A, Mut.) reHeTVKOM

7894FRMD7 X-CLenneHHbIN MOTOPHBIN HUCTarM. MNonck mytauun B reHe FRMD7, m. (X-Linked KpoBb Onvcanve no 18 47,165
Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.) pesyrnbTara BpayoM -

7983IL2RG X-CLenneHHbIN TSXerbli KOMOMHMPOBaHHBIN MMMYyHOAeULUMT. [onck MyTauuin B reHe KpoBb Onvcanve no 25 15,760
IL2RG, m. (X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.) pesynbTara Bpa4oM -

7757TERCC6 LlepebpookynodavmockenetHbiii curapom. Movck mytaumn B reHe ERCCG, m. KpoBb Onvcanve no 34 86,415
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.) pesynbTara Bpa4YoM -

7896EXT1 OK30CTO3bl MHOXECTBEHHbIE. Monck mytauui B reHe EXT1, m. (Multiple Exostoses, Gene |Kposb Onvcanve no 34 47,165
EXT1, Mut.) pesynbTara Bpa4oM -

7895EXT2 OK30CTO3bl MHOXECTBEHHbIE. Monck mytauui B reHe EXT2, m. (Multiple Exostoses, Gene |Kposb OnvcaHve no 34 58,935
EXT2, Mut.) pesynbTara Bpa4oM -

7758NDP OkccyaaTnBHas BUTPeoxopeopeTuHarnbHas auctpodwms. MNonck mytaumn B reHe NDP, M. |KpoBb OnvcaHve no 25 10,045

(Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

pe3ynbTara BpayoMm -




7897EDA OkrogepmaribHas aHrngpoTudeckas aucnnasuvs. MNouck mytauuii B reHe EDA, m. KpoBb Onvcanve no 25 31,455
(Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.) pesynsTara Bpa4oMm -

7883GJB6 OkrogepmaribHas rmgpotudeckas gncnnasus. Movck mytaumn B reHe GJB6, m. (Hidrotic  |Kposb Onvcanve no 25 10,045
Ectodermal Dysplasia, Gene GJB6, Mut.) pesynbTara Bpa4YoM -

7248 AnudmsapHasa gucnnasus, MHoxecTBeHHas. MNonck Yacteix mytauuii B reHe COMP, 4. m. |Kposb Onvcanve [o 20 6,075
(Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.) pesynoTara Bpa4oMm -

7249 OnudmsapHasa gucnnasus, MHoxecTBeHHas. [Nonck mytauun B reHe SLC26A2, m. KpoBb Onvcanve no 25 23,610
(Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.) pesynoTara Bpa4oMm -

7985ALOX Oputpoaepmunsa BpoXaeHHast UXTnosHas (HebynnesHas). lMonck myTtaumii B reHe KpoBb Onvcanve no 34 58,935
ALOXE3, M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene pesynoTara Bpa4oMm -

7987LOX12 Oputpoaepmunsa BpoxaeHHast nxTnosHas (HebynnesHas). Mouck mytaumii B reHe LOX12B, |Kposb Onvcanve no 25 39,315
M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.) pesynoTara Bpa4oMm -

7986TGM1 Oputpoaepmusa BpoxaeHHast nxTnosHas (HebynnesHas). Mouck mytaumii B reHe TGM1,  [Kposb Onvcanve no 25 39,315
M. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.) pesynoTara Bpa4oMm -

7901GJB3 Oputpokeparogepmus. Monck mytaumn B reHe GJB3, m. (Erythrokeratodermia, Gene KpoBb Onvcanve no 25 10,045
GJB3, Mut.) pesynbTara Bpa4uom -

7899GJB4 Oputpokeparogepmus. Monck mytaumn B reHe GJB4, m. (Erythrokeratodermia, Gene KpoBb Onvcanve no 25 9,180
GJB4, Mut.) pesynoTara Bpa4oMm -

7250 OpUTPOLIMTO3 peLleCCHBHBIN (CeMeltHas HacneacTBeHHas nonvumrtemus). Mouck KpoBb Onvcanve no 25 13,300
MyTaumn B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.) pesynoTara Bpa4oMm -

7900VHLI OpuUTpoLIMTO3 peLieCCHBHBIN (CemeliHas HacneacTBeHHas nonMumTemums). MNMomck yacTbix  |Kposb Onvcanve no 18 4,730
MyTaumn B reHe VHL, 4. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.) pesynoTara Bpa4oMm -

7642 MoneKynsipHbIi CKPUHUHI Ha MUKpoZeneLumm/ MUKpogyninkaumm XxpoMocom KpoBb Kay no 14 7,895

7643 CuHgpom MapTuHa-benn (CMHapom Nnomkon X XpoMOCOMbl) KpoBb Kay no 12 4,255

7645 CemelnHas runepxornectepnHemusi, reH LDLR KpoBb Kay no 16 8,590

7646 CemelnHas runepxonectepuHemusi, reH PCSK9 KpoBb Kay no 16 7,810

7647 CemelnHas runepxonectepuHemusi, reH APOB100 KpoBb Kay no 16 3,215

7649 CewmeliHas runepxonectepnHemMums (KOMMeKkcHas amarHocTuka - redsl LDLR, APOB, KpoBb Kau no 16 6,165
PCSK9)

7652 Cungpom LLAJACWIJT, reH NOTCH3 KpoBb Kay no 16 8,245

77701 BonesHb [apkMHCOHa, KOMMNEKCHAsA AMArHOCTMKA, Y.M. KpoBb Onc 0o 16 6,250

77702 [eHTUHIToHONOAOOHbIE 3a60NEBaHNS, KOMMMEKCHAst ANArHOCTUKA, Y.M. KpoBb Onc 0o 16 6,335

77703 CwuHgpom OPT1A, ATN1, 4y.m. KpoBb Onc 0o 16 2,420

77704 MwuToxoHapuanbHblie 3aboneBaHns, KOMNNEKCHas ANarHoCTUKa: MUTOXOHAPUAanbHas KpoBb Onc no 16 5,335
OHK, 4.m.

77705 MuoToHnyeckas auctpodms, Tun 2, CNBP (ZNF9), y.m. KpoBb Onc no 16 2,170

77706 BokoBov ammoTpocmyeckuin ckrepos, C9orf72, y.m. KpoBb Onc no 16 3,250

77707 ["eHTUHIrToHonogobHoe 3abonesaxue, Tvn 2, JPH3, 4.m. KpoBb Onc 0o 16 2,420

77708 CnacTtuueckast napannerusi LUtptomnensi, tun 4, SPAST (SPG4), 4.m. KpoBb Onc no 16 4,920

77709 ["eHTUHIrToHonogobHoe 3abonesaHune, Tvn 4 TBP, y.m. KpoBb Onc 0o 16 2,420

77710 BokoBow ammoTpodmyeckuii ckrepos (BAC), SOD1, m. KpoBb Onc no 17 5,250

77711 TopcuorHas guctonusi, Tvn 1, TOR1A (DYT1), 4.Mm. KpoBb Onc no 16 2,420

77712 CnuHouepebennsipHble atakcum, peakue hopMbl, Y.M. KpoBb Onc no 16 5,335

77714 CurHapoM NToMKoM X-XpOMOCOMbI ¢ Tpemopom/atakcuen, FMR1, 4.m. KpoBb Onc no 16 2,420

77715 BonesHb ®abpu, GLA, m. KpoBb Onc no 16 7,170

77716 CnuHouepebennsipHble atakcum, YacTble OPMbI, Y.M. KpoBb Onc no 16 5,335

24. ONPEOENEHUE BUONOIMNMYECKOIo POACTBA B CEMbE: OTLLOBCTBA U MATEPUHCTBA
(Definition of Biological Relationship: Paternity and Maternity)




24.1. OnpepneneHve 6MONOrMYEeCKOro poacTBa B ceMbe: OTLOBCTBa M MaTepuHcTBa (Definition of
Biological Relationship: Paternity and Maternity)

BP3/5 CpoyHoe ycTaHoBrneHne br1nonormiyeckoro poacTea Arns O4HOro U3 poguTenen npu BykkanbHbIn anuTenun MonTeepxaeHne no5 37,295
6eccnopHom poacTee apyroro (3 yen.) (Urgent Establishment of Biological Relationship WINN UCKNIOYeHne
for One Parent at Indisputable Relationship of Another (3 Persons)) OTLIOBCTBa

BP3/20 YcTaHoBneHve Guonornyeckoro poacTea Afs O4HOro M3 poauTtenei npyu 6eccnopHom BykkanbHbI anuTenui MoaTBepxaeHne no7 17,725
poacTee gpyroro (3 yen.) (Establishment of Biological Relationship for One Parent at WY UCKITIOYEHNE
Indisputable Relationship of Another (3 Persons)) OTLIOBCTBa

BP2/5 Cpo4Hoe ycTaHoBMeHMe B1onorniyeckoro poacTea Ans O4HOro U3 poauTenei npu BykkanbHbI anuTenui MoaTBepxaeHne nob 37,295
orcytcTBum apyroro (2 ven.) (Urgent Establishment of Biological Relationship for One WINN UCKNIOYeHne
Parent in Absence of Another (2 Persons)) OTLIOBCTBa

BP2/20 YcTaHoBneHve 61uonormyeckoro poacTea Afst OQHOIO M3 PoAMTENeN Npyu OTCYyTCTBUN BykkanbHbI anuTenui MoaTeepxaeHne no7 15,860
apyroro (2 ven.) (Establishment of Biological Relationship for One Parent in Absence of MU UCKIOYEHNE
Another (2 Persons)) OTLIOBCTBa

BP/O0MN [lononHuTenbHbI y4acTHYK nccrneaosaHns (pebeHok nnmn matb unu otew) (Additional BykkanbHbI anuTenui MoaTBepxaeHne no7 5,615
research participant (child or mother or father)) WINN UCKNIOYeHne

OTLIOBCTBa

25. HACNEACTBEHHbIE BOJIE3HU OBEMEHA BELLECTB Y HOBOPOXOEHHbIX / CKPUHUHI

«MATOYKA» (Hereditary Metabolic Disorders in Newborns. Newborn Screening "HEEL")

25.1. HacnenctBeHHble 60ne3Hn ooMeHa BeLeCcTB Y HOBOPOXAEHHbIX/CKPUHUHT «[MATOYKa»

(Hereditary Metabolic Disorders in Newborns. Newborn Screening "HEEL")

*[NA TecToB, NOMEYEeHHbIX *, Heo6xoanuma npobonoarotoeka (HMAT).

HMAT MpoGonoarotoeka (HMSAT) | s

HBO1 CkpuHUWHI HoBopoXaeHHbIX «[TATOYKA» (Newborn Screening "HEEL")* KanunnsipHasi KpoBb Kon no 14 4,895

HBO2 AHanu3 cnekTpa opraHM4YecKMx KUCIoT MOYM METOAOM ra3oBoW xpomarorpadgum ¢ macc-  |Mova Kon no 16 8,135
cnektpomeTpuent (FX/MC) (Analysis of the spectrum of organic urine acids by gas
chromatography with mass spectrometry (GC / MS))

7060 Onpepenexune akTMBHOCTY BUOTMHUAA3LI (HEAOCTAaTOYHOCTL BroTMHUAa3s!) (Biotin- CbIBOpOTKa KpOBU Kon no 14 4,915
Dependent Carboxylases Activity (Biotinidase Deficiency))

7061 B3XXX-MC-MC opraHunyeckux kucnot (cykumHunauetoH) (HPLC-MS/MS Organic Acids  |Moda Kon no 14 3,515
(Succinylate))

7040 YacTas myTtaums B reHe BTD (HegoctatouHocTb GuotuHnaassl) (BTD (Biotinidase KpoBb Kau no 14 4,915
Deficiency) Gene, Freq. Mut.)

7041GCDH YacTas mytaums B reHe GCDH (rnyrtaposas aunaypus tun 1) (GCDH (Glutaryl-CoA KpoBb Kau no 14 4,915
Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

7042 MonHbii aHanu3a rena GCDH (rnytaposas auuaypus tun 1) (GCDH (Glutaryl-CoA KpoBb Kau [o 24 39,625
Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

7044 YacTble MyTaumm (neruuHo3s, 6onesHb «C 3anaxom KIIEHOBOrO CUpOomna MOy, reHbl KpoBb Kau 0o 26 20,990
BCKDHA, BCKDHB) (BCKDHA and BCKDHB Genes, Freq. Mut. (Maple Syrup Urine
Disease, MSUD))

7046 YactnyHbi aHanma reHa MUT (metunmanoHosas aunaypus) (MUT Gene, Freq. Mut. KpoBb Kau 0o 26 20,990
(Methylmalonic Aciduria, MMA))

7048 YacTas mytaums B reHe HADHA (HepocTaToMHOCTb ANMHHOLENoYe HoN 3-ruapokcraumn-|Kposb Kau no7 4,915

KoA-perngporerasbl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa
Dehydrogenase (LCHAD) Deficiency))




7052 YacTas mytaumsa B reHe ACADM (HegocTaTouHOCTL CpeaHeLenoyeqHon gernaporeHassl | Kposb Kau no 14 4,915
XupHbix knucrot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA
Dehydrogenase (MCAD) Deficiency))

7055 MonHbivi aHanu3 reHa OTC (HegoCTaTOMHOCTL OPHUTUHTPaHckapbamunasel) (OTC Gene |Kposb Kau no 24 37,295
(Ornithine Transcarbamylase (OTC) Deficiency))

7056 YacTble myTaumn B rene FAH (Tuposmnemus tun |) (FAH Gene, Freq. Mut. (Tyrosinemia, |Kposb Kau no7 8,180
Type 1))

7057 MonHbivi aHanu3 rera FAH (tupoannemus tun |) (FAH Gene (Tyrosinemia, Type 1)) KpoBb Kau [o 24 48,945

7058 YactunyHbi aHanma reHa ASS (umtpynnmHemusi) (ASS Gene, Freq. Mut. (Citrullinemia))  [Kposb Kau no7 9,345

26. ICCNEOOBAHUE KAYECTBA BO[bl N NOYBbI (Investigation of Water and Soil Quality)

26.1. BoicokoTexHonorm4yHble uccnegosanms soabl (High Tech Investigations of Water)

*0ns TecToB, NOMe4YeHHbIX *, Heo6xoamMma npo6onoaroroeka (HBOA).

HBOA Mpobonogroroska (HBO[) -E

9303KB Bopga: nonHas v komnnekcHas oueHka kadectsa (Water: Complete and Comprehensive Bona Kon no 10 16,365
Quality Assessment)*

9853KB Bopa: cokpalleHHas oueHka kavecTBa (Water: Abridged Quality Assessment)* Boga Kon no7 7,910

9863KB Bopa: nopo3peHue Ha 3arpsisHeHue 6biToBeiMu oTxogamm (W ater: Suspicion Household  |Boga Kon no9 7,975
Waste Contamination)*

9873KB Bopa: nogospeHve Ha 3arpsis3HeHne npomMblwneHHbIMu otxogamu (Water: Suspicion Bona Kon no9 11,620
Industrial W aste Contamination)*

9883KB Bopga: nopo3peHve Ha 3arpsi3HeHne nNpogykTamu CropaHuvst U Bbibpocamu ot Bona Kon no9 9,345

aBTomaructpanen (Water: Suspicion Products of Combustion and Emissions from
Motorways Contamination)*

9893KB Bopga: nogo3peHve Ha n3bbITO4HOE NPUMEHEHNE peareHToB Ans BogoouncTkm (W ater: Bona Kon no7 4,205
Suspicion Excessive Use of Chemicals for Water Treatment)*

26.2. CKpuHMHroBble uccnenosaHus Boabl (Screening Investigations of Water)

*0ns TecToB, NOMe4YeHHbIX *, Heo6xoamMma npo6onoaroroeka (HBOA).

1160C3OKB Bopa: oueHka kavectBa no 30 napametpam (Water: Quality Assessment 30 Parameters)* |Boga Kon 0o 6 6,345

1161COKB Bopa: oueHka kavectBa no 20 napametpam (Water: Quality Assessment 20 Parameters)* |Boaga Kon 0o 6 3,865

1162C3KB Papguonornyeckue ncenegoBaHns npob NTbeBon Bogbl — 6a30BbIV TECT Ha obLwyto a- u |Boga Kon no9 5,550
B-aktmBHoCTb (Radiological Drinking Water Study — Basic Test a- and B-Activity)*

1164COKB OnpepgeneHve koHUeHTpauui ans 4 paguoHyknuaos (Determination of Concentration 4 Boga Kon 0o 23 13,440
Radionuclides)*

1165C3KB Onpepenexue KoHUeHTpauun ans 6 pagmoryknuaos (Determination of Concentration 6 Bona Kon [o 23 20,210

Radionuclides)*

26.3. BoicokoTexHosornyHble uccnepgosanus noyssbl (High Tech Investigations of Soil)

*0ns TeCcToB, NOMe4YeHHbIX *, Heo6xoanMma npobonoaroroBka (HMOY).

HMoy Mpo6onogroroska (HMNOY) a65

9193Kn MouBa: kKoMMneKcHasi Tokcukonornyeckas oueHka (Soil: Comprehensive Toxicological MouBa Kon no 15 17,965
Evaluation)*
9833KI1 [NoyBa: KoMNnekcHas arpoxmmmyeckas oueHka (Soil: Agrochemical Evaluation)* MNouBa Kon no 15 8,170

27. KOMMNNEKCHBLIE NPOrPAMMbI OECNEQOBAHWUM (Mpodwmnm) (Profiles)

27.1. Onsa pgeten (For children)

OBC45 AHnanuabl gns getckoro capa u wkonbl (Testing for Kindergarten and School) Kan; KanunnsapHas kpoBb; 1 2,205
KpoBb; Moua; Mna3ma Kposu;




OBC45 (1601) AHanusbl ansa getckoro caga u wkonel (Testing for Kindergarten and School) Cockob; CbiBopoTka kpow; Kan; 1 2,195
KanunnsapHas kpoBb; KpoBb;
Moua; MNna3ma kposu
OBC47 OueHka MMMYHHOrO OTBETa K AiIeTCkM nHekumsam (Pediatric Infections: Immune ChbIBOpOTKa KpOBU no 6 6,920
Response)
OBC89 3poposebin pebeHok: ans aeten ot 0 oo 14 net (Healthy Child: for Children from 0 to 14 |KanunnspHas kpoBb; KpoBb; 1 985

Years)

Moua

27.2. Ans XXeHWnH

(For women)

*[ns TecToB, NOMe4YeHHbIX *, Heo6xoanMma npobonogroroBka (KXLL).

KOKLL Mpo6onogrotoska (KXKLI) -E
2019 [Mporpamma ckpuHUHIra paka wevikn matku — onpeaenexune JHK BIMY n umtonornyeckoe | Cockob no5 1,715
nccnenosaHne cockoba LLekn MaTk1 1 LiepBUKaNbHOrO KaHana MEeTOA0M XUAKOCTHON
umTonorumn®
700 OHKOpUCK XeHckuin: werika matkv (Women's Oncorisk: Cervix ) Cockob - -
OBC95 VIP-o6cnenosanve ans xexwmH (VIP-Survey for Women) KanunnspHas kpoBb; KpoBb; no4 21,825
Moua; MNna3ma kposw;
OBC80 YKeHckunin ropMoHanbHbIN Npodunb: AUCEYHKLNSA AUYHMKOB, HAapyLLEHNS ChbIBOpOTKa KpOBU no 3 4,975
MeHcTpyanbHoro uukna (Female Hormonal Profile: Ovarian Dysfunction, Menstrual
OBC70 OHKOpUCK XeHckuin: werika matkv (Women's Oncorisk: Cervix ) Cockob no4 2,380
OBC81 [Mpobnembl HEBbIHALLMBAHWS: ayTOMMMYHHBbIN Nnpodmnb (Miscarriage: Autoimmune na3ma kposwu; CbiBOpOTKa no4 5,170
OBbC82 OueHka aHaporeHHoro ctatyca (Assessment of Androgen Status) CbIBOPOTKa KPOBM 0o 3 2,185
OBC88 MnaHpoBaHue 6epeMeHHOCTU: AnarHoCTUKa yporeHnTanbHbIX MHdekumni (Pregnancy Acuutnyeckas xmakocTb; [Hom; no 3 2,835
Planning: Diagnosis of Urogenital Tract Infection (UTI)) TpaHccynar; Jkceyaar;
OsakynaTt; CekpeT npocTarsl;
Copepxwumoe abcuecca;
Copepxumoe nHunbTpara;
Copepxunmoe NonocTu MaTku;
Cockob; CycTaBHasi XUAKOCTb;
OTpensiemoe nasyxu;
OTpensiemoe NomnoBbIX OPraHoB.;
Ortpensiemoe paHbl;
OTpensiemoe poTOrnoTKY;
MneBpanbHas XuaKoCTb;
[1DOMBIRHBIE ROMLL BDOHXOR:
OBC83 Xody cTaTb Mamoii: KoMMnekcHoe obcrnenoBaHne Npu NnaHNpoBaHUn GepemeHHoCTH KanunnsapHas kpoBb; KpoBb; no 3 10,485
(Want to Become a Mother: Pregnancy Planning, Comprehensive Survey) Mna3sma kposu; CbiBOpOTKa
OBbC84 TORCH-nHdekumnn (ToRCH-Infections) CbIBOPOTKa KPOBM 0o 2 4,595
OBC85 BepemerHocTb: | TpumecTp (1-13 Hegenn) (Pregnancy: First Trimester (1-13 Weeks) ) KanunnspHas kpoBb; KpoBb; no 2 10,690
Mna3sma kposu; CbiBOpOTKa
OBC86 BepemerHocTb: Il TpumecTp (14-28 Hegenu) (Pregnancy: Second Trimester (14-28 KanunnsapHas kpoBb; KpoBb; 1 1,060
Weeks)) CbIBOpOTKa KPOBU
OBC87 BepemerHocTb: Il TpumecTp (ot 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 KanunnsapHas kpoBb; KpoBb; no 2 5,130

Weeks) )

nasma kpoBu; CbiBOPOTKa




OBC121 MogrotoBka k 6epemeHHOCTU: 6a30BbIN AcumnTnyeckas XuakocTb; MHoWM; no7 9,220
KanunnsapHas kpoBb; KpoBb;
Jlnksop; Masok; CbiBopoTka
kposwu; TpaHccyaar; Jkceyaar;
OsakynaTt; CekpeTt npocTarsl;
Conepxumoe abcuecca;
Copepxmmoe nHUnLTpaTa;
Conepxmmoe NonocT MaTku;
Cockob; CycTaBHast XXUAKOCTb;
OTpgensiemoe NomnoBbIX OPraHoB.;
Ortpensiemoe paHbl;
OTpensiemoe poTOrnoTKY;
Mna3sma kposu; MNnespanbHas
XUNKOCTh™ [INOMBIRHKIE ROMKI
OBbC122 [NogrotoBka k 6epeMEHHOCTM: OLEHKA BUTAMUHHOIO cTaTyca [nasma kpoBu; CbiBOPOTKA 0o 2 3,500
OBC123 NogrotoBka K 6epeMeHHOCTU: CKPbITbIA AedULIMT xenesa CbIBOpOTKa KpOBYU no 2 1,440
CIKA1 JlabopaTtopHasi AuarHocTvKa runepaHgporeHeMum na3ma kposwu; CbiBOpOTKa no 2 3,615
CIKA2 OLieHKa ropMOHanbHOro cTaTtyca Npy HapyLweHUn MEHCTPYarbHOro LukKna CbIBOpOTKa KpOBYU 0o 2 2,575
27.3. Ansa myxu4uH (For men)
OBC96 VIP-o6cnenosanve ans myxuuH (VIP-Survey for Men) KanunnsapHas kpoBb; KpoBb; no4 20,560
Moua; Nnasma KpoBw;
OBC69 OHKOPUCK MY)XXCKOW: NpeacTaTenbHas xenesa (Male oncologic risk: prostate) CbIBOpOTKa KpOBYU Kon 1 1,300
BUMMYX VIP-obcnegoBaHve Ans My»4vH - -
CEPTOBC96 VIP-obcnenosaHve Ans Myx4uH KanunnspHas kpoBb; KpoBb; - -
Moua; Nnasma KpoBwm;
27.4. ExxerogHble npodmnaktuyeckue obenegosanus (Annual preventive examinations)
OBC46 ExerogHoe npodmnaktuyeckoe obenegosanue (nocne 40 net) (Annual Check-Up after  |KanunnspHas kposb; KpoBb; no 2 6,170
40 Years of Age) Moua; MNna3ma kposw;
OBC79 300poB Thl — 340pOBa CTpaHa: exerogHoe npodunakTnieckoe obenegosarue (ao 40 net) |KanunnsapHas kpoBb; Kposb; 1 4,810
(Healthy You — Healthy Country: Annual Check-Up up to 40 Years of Age) Mna3ma kpoBwu; CbiBOpOTKa
OBC73 Broxvmus KpoBu: paclumMpeHHbi npodunb (Serum Biochemistry: Extended Profile) na3ma kposwu; CbiBOpOTKa no 2 4,410
OBC74 BroxvMust KpoBM: MUHMManNbHBIA Npoduib (Serum Biochemistry: Minimum) Mna3ma kposwu; CbiBOpOTKa no 2 2,750
OBC154 Broxvmus kpoBu: 6a30BbIvi NpoduIb na3ma kposwu; CbiBOpOTKa 1 1,500
OBC155 E>xerogHas npouniakTuka: MUHUManbHbIN CKPUHWHL na3ma kposwu; CbiBOpOTKa 1 770
3020 MHBNO®INOP - komnnekcHoe nccneaoBaHne MUKPOGIopbl yporeHMTanbHoro Tpakra Cockob Kau., Monykon. no 3 3,590
(INBIOFLOR - Comprehensive Study of Microflora Composition of Urogenital Tract
27.5. CnoptuBHbIe npodunu (Sport Profiles)
CMNoPT1 Supersport basosbliii KanunnspHas kpoBb; KpoBb; no 2 2,535
Moua; Nnasma KpoBw;
CrNoPT2 Supersport OnTuMansHbin KanunnspHas kpoBb; KpoBb; no 2 4,215
Moua; Nnasma KpoBw;
ClMNoPT3 Supersport NpoaBuHyTbIN KanunnsipHas kpoBb; KpoBb; no3 7,950

Moua; Nnasma KpoBw;

27.6. O6cnenoBaHue gomaluHero nepcoHana (Checkup of household staff)




OBC48

«Mosi 3gopoBasi HaHsi» (My Healthy Nurse)

Jkceynar; IakynaT;
Copepxumoe nHunbTpara;
Copepxu1moe NonocTy MaTku;
Cockob; CycTaBHasi XUAKOCTb;
ChbiBopoTka kpoBu; TpaHccyaart;
OTpensiemoe poTOrnoTKY;
MneBpanbHas XuaKoCTb;
[MpoMbIBHbIE BOAbLI OPOHXOB;
PekTanbHbIi ma3ok; Cekpet
npocTatbl; Cogepxvmoe
abcuecca; OTtoensemoe Hoca;
OT1aensiemoe HOCOrnoTKu;
Otpensiemoe nasyxu;
OTpgensiemoe NomnoBbIX OPraHoB.;
OTaensiemoe NpsIMON KULLIKW;
OTnengemoe nadkl: Miukron:

OBC48 (1601)

«Mosi 3gopoBasi HaHsi» (My Healthy Nurse)

no7

8,795

OsakynaTt; CogepxvMmoe nonocTn
matku; Cockob; CyctaBHas
XMOKocTb; CbIBOPOTKa KPOBM;
TpaHccynar; Jkceyaar;
MneBpanbHas XuaKocTb;
[MpoMbIBHbIE BOAbLI OPOHXOB;
PekTanbHbIi ma3ok; Cekpet
npocTatbl; Cogepxvmoe
abcuecca; Conepxvmoe
nHcpuneTpara; OTaensemoe
HocornoTku; OTaensemoe
nasyxu; OTaensieMoe nonoBbIx
opraHoB; OTaensemoe nNpsiMon
Kkuwikm; OTaensiemoe paHbi;
OTpensiemoe poTOrnoTKY;
Mazok: Moknata: Moua:

no7

8,785

27.7. OueHka pucka pa3Butus 3aboneBaHum cepaeyHo-cocyaucTon cuctembl (Cardiovascular
di risk assessment)

OBC51

MpodmnakTrka 3abonesaHnii cepaua 1 cocyaos n ux ocrioxHexun (Preventing Heart and
Blood Vessel Diseases )

Mna3sma kposu; CbiBOpOTKa
KPOBU

no2

3,645

OBC53

JlIunnaHein npodmnb: pacwmnpenHbiv (Lipid Profile: Extended )

CbIBOPOTKa KPOBM

no 2

3,390

OBC54

JIunnaHein npodomnb: ckpuHuHr (Lipid Profile: Screening)

CbIBOPOTKa KPOBM

940

OBC127

JInnnaHbIn Npodnnb: paclumMperHbIn He HaTowak (Lipid Profile: Extended )

CbIBOPOTKa KPOBM

no 2

3,390

OBC128

JIunnaHein npodomnb: ckpuHuHT He HaTowak (Lipid Profile: Screening)

CbIBOPOTKa KPOBM

0o 2

940

27.8. lnarHocTuka
(APS))

aHTUdochonunmuaHoro cuHapoma (Diagnosis of antiphospholipid syndrome

OBC55

AnTndochonmnuaHeii cuiapom (APC), nabopatopHbie kputepumn (Antiphospholipid
Syndrome, APS)

Mna3sma kposu; CbiBOpOTKa
KPOBU

no5

4,225

27.9. lnarHocTmka
Tract))

COCTOSIHUSA XernyAo4yHo-KuweyvHoro TpakTta (Diagnosis of gastrointestinal tract (Gl




OBC62 [narHocTvka uenmakum: HemepeHocMmocTb bernka 3nakos (rnoTeHa) (Coeliac Disease: ChblBOpPOTKa KpOBK no7 7,140
Gluten Intolerance )
FACTP [acTponaHens (GastroPanel) ChblBOpPOTKa KpOBK Kon., no8 3,975
OnucarenbHbin
27.10. OueHka dyHKkuumn neveHu (Assessment of liver function)
OBC56 ObcnenoBaHve neveHn: paclumperHoe (Survey of Liver: Extended ) na3ma kposwu; CbiBOpOTKa no 2 3,690
OBC57 ObcnenoBaHve neveHn: ckpnHuHr (Survey of Liver: Screening) CbIBOpOTKa KpOBYU 1 1,115
OBC59 CKPVHWHI ayTOMMMYHHOrO nopaxeHusi neveHn (Autoimmune Liver Disease: Screening) CbIBOpOTKa KpOBYU no7 7,470
27.11. HenHBa3uBHasi oueHka ¢pmbpo3a neveHu (Non-invasive Assessment of Liver Fibrosis)
1CTC CreatoCkpuH (SteatoScreen) ChblBOpPOTKa KpOBK Kon., no 3 7,065
OnucarenbHbin
20M dubpoMakc (FibroMax) ChblBOpPOTKa KpOBK Kon., no 3 16,985
OnucarenbHbin
30T dubpoTect (FibroTest) ChblBOpPOTKa KpOBK Kon., no 3 13,310
OnucarenbHbin
DOM-P dubpoMakc (FibroMax) CbIBOpOTKa KpOBYU no3 15,545
OT-P PdubpoTecT (FibroTest) CbIBOpOTKa KpOBYU no3 11,875
27.12. OueHka dyHkuum noyek (Assessment of renal function)
OBC60 O6cnenosaHne novek: paclumnperHoe (Survey of Kidneys: Extended ) KanunnsapHas kpoBb; KpoBb; no 2 2,895
Mouya; CbiBOpOTKa KPOBM
OBC61 ObcnenoBaHve novek: ckpuHuHr (Survey of Kidneys: Screening) Moua; CbiBOpOTKa KpOBU 1 1,195
27.13. N'ocnuTtanbHble nccnepgoBaHus (Hospital Examination)
OBC77 [ocnutanunsaums B TepaneBTUYeckunin ctaunoHap (Hospitalization in Therapeutic Hospital) |KanunnspHas kposb; KpoBb; 1 4,770
Moua; MNna3ma kposw;
77CAM [ocnutanusaums B TepaneBTUHECKUI CTaLNOHap KanunnspHas kpoBb; KpoBb; - -
Moua; MNna3ma kposw;
OBC78 [ocnutanunsaums B xmpyprudeckun ctaumonap (Hospitalization in Surgical Hospital) KanunnspHas kpoBb; KpoBb; 1 6,580
Moua; MNna3ma kposw;
OBC106 [ocnutannsaums B XMpypruiecknin cTaumoHap: paclumMpeHHoe obcnenosaHne Kan; KanunnsapHas kpoBb; no 6 9,200
(Hospitalization in Surgical Hospital: Extended Survey) KpoBb; Masok; Moua;
OTtpensiemoe Hoca;
OT1aensieMmoe HOCOrnoTKu;
OTgensiemoe nasyxu;
27.14. InarHocTtuka 3abonesaHun coegmHuTenbHoun TkaHu (Diagnosis of connective tissue diseases
(disorders of connective tissue))
OBC63 Bonu B cycTaBax: paclumpeHHoe obcrnenoaHue (Joint Pain: Extended Survey) Moua; CbiBOpOTKa KPOBU 0o 3 9,105
OBC64 ApTpuTbl Npn peBmaTnyeckmx 3abonesaHusix (Rheumatic arthritises) KanunnspHas kpoBb; KpoBb; no 2 2,390
ChblBOPOTKa KPOBU
OBC64MOD Bonu B cyctaBax: ckpuHuHr (Arthralgia: screening test) CbIBOpOTKa KpOBYU no7 4,895
OBC120 MNogarpa Moua; CbiBOpOTKa KPOBU 1 965
OBC125 PesmatongHbin aptput (Rheumatoid arthritis). KanunnspHas kpoBb; KpoBb; no 2 2,845

CbIBOPOTKa KPOBU




27.15. narHocTuka caxapHoro aua6eta (Diagnosis of diabetes)

OBC65 KoHTponb anaberta: pacumpenHbin (Diabetes Control: Extended) KpoBb; Moua; NMna3ma kposu; no 2 4,470
CbIBOPOTKa KPOBU
OBbC66 KoHTponb gnabeta: ckpunuHr (Diabetes Control: Screening) KpoBb; [na3ma kposwy; no 2 835
OBC67 [nabeT: ayToummyHHble mapkepsbl (Diabetes: Autoimmune Markers) CbIBOpPOTKa KPOBM no 10 4,140
27.16. OnarHocTuka u KOHTposib Tepanuu octeonopo3a (Diagnosis and monitoring therapy for
osteoporosis)
OBC71 [wnarHocTuka octeonoposa (Diagnosis of Osteoporosis) Moua; CbiBOpOTKa KpOBU 0o 2 3,740
OBC124 OueHka meTabonmama KOCTHON TKaHW 1 pucka OCTEONopo3a: pacLuMpeHHoe KanunnspHas kpoBb; KpoBb; no 3 5,665
obcnepnosaHmne (Metabolic bone and osteoporosis risk evaluation: comprehensive Mna3sma kposu; CbiBOpOTKa
examination). KpOBU
27.17. OueHka pyHKUMM WmnToBuaHou xenesbl (Assessment of thyroid function)
OBC75 LLinToBmaHas xenesa: pacumpeHHoe obcnegoaHue (Thyroid Gland: Extended Survey) CblBOpOTKa KpOBM 1 2,370
OBC76 LLinToBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) CbIBOpPOTKa KPOBM 1 1,380
27.18. UHdbekumm, nepenaBaeMbie nosnoBbiM nyTéM (Sexually transmitted infections (STI))
OBC90 BWM, cudmnuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) CblBOpOTKa KPOBM no 2 2,070
OBC91 Wccnenosanne komnnekcHoe «Cekc B 6onbLLOM ropoge: 6 MHMEKLMIA (aHanm3 Kposu)» CbiBOpOTKa KpOBU no 3 4,625
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)
OBC92 Wccnenosanne komnnekcHoe «Cekc B 6onbLuom ropoge: 14 nHdgekumnn + masok Ha Acuutuyeckas xuakocTb; [Howm; no 3 5,170
mukpodnopy» (Comprehensive Study «Sex in City: 14 Infections + Smear on Flora») Jlnksop; Masok; Qkccyaar;
Ssakynat; Coaepxvmoe
nHcpunbTpara; Cogepxumoe
nonoctun matku; Cockob;
CycTaBHas X1aKoCTb;
ChbiBopoTka kpoBu; TpaHccyaart;
Ortpensiemoe paHbl;
OTpensiemoe poTOrnoTKY;
MneBpanbHas XuaKoCcTb;
[MpoMbIBHbIE BOALI OPOHXOB;
Cekpet npoctatbl; Cogepxumoe
abcuecca: MoknoTa:
OBC105 WccnepgosaHue komnnekcHoe «Cekc B 6onbLuom ropoge: 12 uHdpekumn + KBM Cockob no2 3,265

(yporenuTaneHbin cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital
Scraping)»)




OBC93 MccnenosaHne komnnekcHoe «Cekc B bonbLuom ropoge: 8 MHekumin + Masok Ha Acuutnyeckas xuakocTb; [Howm; no 3 3,400
mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections + Smear on Flora») Jlnksop; Masok; MokpoTa;
HazorpaxeanbHbil acnupar;
Cockob; CycTaBHasi XUAKOCTb;
ChbiBopoTka kpoBu; TpaHccyaart;
Jkceynar; IakynaT;
MneBpanbHas XuaKoCTb;
[MpoMbIBHbIE BOAbLI OPOHXOB;
Cekpet npocTatbl; Cogepxumoe
abcuecca; Conepxvmoe
nHcpunbTpara; Cogepxumoe
nonoctu matku; OTaensemoe
Hoca; OTaensieMoe HOCOrmoTKu;
OTnengemoe nazvxu:
3025 BoisieBnenve Bo3bygutenen UMMM (4 + KBM): onpenenenve [IHK Chlamydia trachomatis, |Cockob Kau no 3 1,290
Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoBeka
(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis
DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium
DNA, Human DNA )
27.19. Npo6nemsi Beca (Weight Problems)
OBCY% Mpobriembl Beca (nepBryHOe 0b6cnenoBaHve 340pOBbS NALMEHTOB C HapyLleHnsmu Beca) |Kposb; MNnasma kposw; no 6 4,180
(Weight Problems: Primary Survey) CbIBOpOTKa KPOBU
OBC107 MNepen auertoi: MrHMMarnbHoe obcnegoaHne (Survey Before Diet: Minimum ) KpoBb; [na3ma kposwy; no 2 2,155
OBC108 Mepen aueton: gononHuTensHoe obcneaosaHve (Survey Before Diet: Additional ) KanunnspHas kpoBb; KpoBb; no 2 6,625
Mna3sma kposu; CbiBOpOTKa
OBC116 [NogrotoBka k anete npodmnb basoBbii [nasma kposu; CbiBOPOTKA - -
OBC117 MoprotoBka k auete npodunb PaclumpeHHbin KanunnspHas kpoBb; KpoBb; - -
CbIBOpOTKa KPOBU
MC Komnnekc uccnenosanni "Mpobnembl Beca: MeTabonuyeckuint CMHAPOM (CkpuHMHroBoe  |Body; MNMnasma kposw; Kon 1 1,175
nepBuYHOE BbisiBIeHNe)"BkntoyaeT nabopatopHbie UCCNeAoBaHNSA: TPUrNMLEpUabI, ChbIBOpOTKa KpOBU
xonecTepuH obLumii, xonectepun JIMBI, xonectepun JIMHI, rnioko3a; yenyru no
PyHKLUMOHANbHOW AMarHOCTVKE U aHTPOMOMETPUMN: U3MEPEHUE apTEPUAaNbHOTO aBMEHNS,
nsmepeHne okpyxHocTtu Tanum (Weight Problems: Metabolic Syndrome (Primary
Identification, creening)
27.20. OneTbl (Diets)
OBC112 BeretapuaHubl CbIBOPOTKa KPOBM 0o 2 3,555
OBC113 MuTanne, nckmovaroLLee KpacHoe MACo KanunnspHas kpoBb; KpoBb; no 2 1,235
CbIBOpOTKa KPOBU
OBC114 benkoBas gueta Moua; CbiBOpOTKa KpOBU 0o 2 4,225
OBC129 Mpodcunb BeraHbl «MyUHUManbHbIA KanunnspHas kpoBb; KpoBb; no7 7,500
Mna3sma kposu; CbiBOpOTKa
OBC130 Mpodunb BeraHbl «ba3oBbliiy» KanunnspHas kpoBb; KpoBb; no7 9,060
Mna3sma kposu; CbiBOpOTKa
OBC131 Mpodunb BeraHbl «PaclunpeHHbIi» KanunnsapHas kpoBb; KpoBb; no7 15,710

[nasma kpoBu; CbiBOPOTKa

27.21. 3a6oneBaHusi BepXxHUX AbixaTenbHbix nyTen (Upper respiratory tract infection (URI))




OBC97 OP3, OPBW (Hacmopk, Kawenb, 6onb B ropne) (Acute Respiratory Infections, ARI: KanunnspHas kpoBb; KpoBb; no 6 9,270
Runny Nose, Cough, Sore Throat) Masok; Otaensiemoe Hoca;
OT1aensiemoe HOCOrnoTKu;
Otpensiemoe nasyxu;
OT1aensiemoe poToryoTKy;
27.22. Anneprus (Allergy)
OBbC98 Anneprusa Ha XVBOTHbIX, Nbifb, NneceHb (Allergy to Animals, Dust, Mold) CbIBOpOTKa KpOBYU no 2 7,920
OBC99 Anneprusa Ha nuweBble npoaykTbl (Food Allergy) CbIBOpOTKa KpOBYU no 2 11,000
OBC100 Anneprusa Ha nneceHb (Mold Allergy) CbIBOpOTKa KpOBYU no 2 2,760
OBC101 Anneprusa Ha pacTteHus (Plant Allergy ) CbIBOpOTKa KpOBYU 0o 2 6,025
27.23. 'ematonoruyeckue nccnegosaHus (Hematological Examination)
OBC103 emocTasunorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram, Mna3ma kposwu Kon 1 1,010
Screening)
OBC104 PaclumpeHHasi remoctasmorpaMmma (koarynorpamma) [nasma kpoBu Kon 0o 2 2,615
OBC68 [unarHocTrka aHemuii (Diagnosis of Anemia) KanunnspHas kpoBb; KpoBb; no 2 4,355
CbIBOpPOTKa KPOBYU
27.24. KpacoTta koxu, Bosioc u Horteu (Beauty of skin, hair and nails)
OBC118 Kpacora 3popoBowi koxu (Healthy skin beauty) CbIBOpOTKa KpOBYU no 2 2,885
OBC119 CunbHble BOMOChI, Kpenkue Hormu, 6apxaTtHasi koxa (Strong hair and nails, velvet skin) CbIBOpOTKa KpOBYU no7 3,245




